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ALTERNATIVE READING FRAME ANTIGENS FROM VIRUSES 

The invention relates to peptides derived from pathogenic vir- 
uses > 

For several viral infections it has become more and more clear 
that an early effective and strong CTL response to most encoded 
viral proteins is critical to overcome or clear a viral infec- 
tion from the host. 

Selection for mutations within CTL epitopes of HIV demonstrates 
that CTL exert pressure on virus replication in vivo, and stud- 
ies in macaques have provided compelling in vivo data for the 
role of CD8+ T cells in controlling viremia in both acute and 
chronic § simian immunodeficiency virus (SIV) infection. HIV-in- 
fected individuals who are treated during acute infection show 

# 

enhancement of both CTL and T helper cell responses against HIV 
associated with subsequent viral control after treatment inter- 
ruption. 

Therefore the identification of precise epitopes from most (if 
not all) viral proteins is a major goal in view of understanding 
the hosts immune response and most important for the design of 
new and effective vaccines against those pathogens . 

As up to now, most research for the identification of those epi- 
topes has focused mainly on those proteins of the viruses which 
are encoded in the actually transcribed open reading frames 
(ORF's), i.e. the structural proteins and the proteins which 
have a certain function for the virus, e.g. for its regulation, 
replication or reproduction. 

Although some research has been performed in investigating in 
potential alternative reading frames of pathogens, the topic of 
such alternative reading frames has up to now only been regarded 
as relevant for tumor antigens, but not for viral pathogens, 
despite some reports about overlapping reading frames in HCV 
(see Walewski et al . ( RNA 7 (2001) 710-721) and W099/63941) and 
otherviruses or antigens (Bullock et al . (J . Exp .Med .186(7) (1997), 
1051-1058), Malar kannan et al . (Immunity 10(1999) 681-690) an/ 
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Shastri et al . ( J.Biol .Chem. 270 (3 ) (1995) 1088-1091) . All these 
reported viral polypeptides have starting codons other than AUG 
or ATG leading to peptides starting with e.g. Ala, Leu, Pro or 
Gly. Moreover these viral peptides according to the prior art 
were no T cell epitopes, but - at best - were able to elicit an 
antibody response. 

It is an object of the present invention to provide further 
means for combating viral infections. It is a further object to 
provide means for replacing or improving existing or proposed 
vaccines against viral pathogens, especially human pathogens. A 
specific aim is to provide effective T cell epitopes against 
viral pathogens . 

Therefore, the present invention provides a polypeptide encoded 
by an alternative reading frame of a pathogenic virus, charac- 
terized in that said polypeptide 

starts with a methionine amino acid residue, 

comprises an antigenic determinant and 

comprises more than 7 amino acid residues 
and fragments of said polypeptide comprising more than 7 amino 
acids . 

Surprisingly, such epitopes (antigenic determinants) proved to 
be highly relevant in infections with pathogenic viruses. In- 
deed, T cell responses against such alternatively encoded epi- 
topes are detectable in patients suffering such infections. It 
seems that upon infection of a virus into a host cell, not only 
those ORFs of the viral genome, which give rise to the viral 
proteins, are transcribed, but also some of those proteins or 
fragments which are encoded by other frames of the genome. 

Such a polypeptide according to the present invention may be 
defined as an antigenic sequence within an ORF of the genome but 
outside the primarily (main) transcribed ORF of a given patho- 
genic virus . 

Alternative reading frame as used in the context of the present 
invention is defined as a reading frame which is different from 
the open reading frames (= main frames) which encode utilized 
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codons of an organism or virus for the expression of e.g. struc- 
tural proteins or non structural proteins . 

Typically but not exclusively a main frame starts with the first 
coding start codon, e.g. AUG or GUG of a nucleic acid eg. of a 
messenger RNA or an RNA from a positive/negative stranded RNA 
virus. Alternative frames described in this invention do not use 
these start codons or any other codon used by the main frames, 
respectively . 

The present invention considers 5 such alternative reading 
frames which by a second name are also called non-coding open 
reading frames (ncORFs) , to be distinctive from the main frames 
as described above. One such alternative reading frame is the +1 
frame, which uses codons that start with the next nucleotide 
3 'prime of the 5 'prime nucleotide of a main frame codon. A 
second such frame is the +2 frame which uses codons of which the 
5 'prime nucleotide is identical with a 3 'prime nucleotide of a 
codon of the main coding frame. Alternative reading frames 4, 5 
and six are encoded by a nucleic acid which is complementary to 
a nucleic acid, encoding alternative reading frames 1 and 2 re- 
spectively. The 5 'prime nucleotide of a frame 4 codon is comple- 
mentary to a middle nucleotide of a codon of a +1 frame. The 
5 'prime nucleotide of a frame 5 codon is complementary to the 
5 'prime nucleotide of a +1 frame codon and the 5 'prime nucle- 
otide of a frame 6 codon is complementary to a 3 'prime nucle- - 
otide of a +2 frame codon. 

Furthermore, alternative reading frames might be located in re- 
gions of the genome which are not involved in main frame trans- 
lations, eg. so called non translated 5 'prime or 3 'prime 
regions . 

Although these "ncOrfs" ("non coding ORFs") do not display a 
(yet) known function for the pathogen, they encode for antigenic 
determinants (B- or T- cell epitopes) 

In contrast to all enabling reports about alternatively encoded 
ORFs in HCV (see Walewski et al . , W099/63941) and other viruses 
or antigens (Bullock et al., Malarkannan et al . , Shastri et al . ) 
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the polypeptides according to the present invention have all an 
AUG or ATG (encoding Methionin) as start codon. Moreover the 
peptides provided with the present invention contain T cell epi- 
topes as antigenic determinants and are not intended to exclus- 
ively elicit an antibody response. 

The principle provided with the present invention seems to be a 
general one in viral infections. It is therefore not restricted 
to certain viruses or certain groups of viruses. Regarding this, 
preferred polypeptide or fragments according to the present in- 
vention are those from major and prominent (human) pathogenic 
viruses or pathogenic virus for which currently no proper treat- 
ment or active immunisation protocol exists, such as Hepatitis A 
virus (HAV) , Hepatitis B virus (HBV) , Hepatitis C virus (HCV) , 
Hepatitis D virus (HDV) , Hepatitis E virus (HEV) , Hepatitis F 
virus (HFV) Hepatitis G virus (HGV) Human Immunodeficiency vir- 
uses (e.g HIV-1 and HIV-2 ) , Influenza virus, Foot and Mouth Dis- 
ease virus (FMDV) , Ebola virus, HTLV I, HTLV II, SIV, 
Parvovirus, Papilloma virus, Rotavirus, Adenovirus, Cytomega- 
lovirus, Feline Immunodeficiency virus (FIV) , Epstein-Barr virus 
(EBV) , Herpes simplex virus (HSV) , Herpes zoster virus (HZV) , 
Measles virus and oncogenic viruses. 

With the present invention, a completely new generation of im- 
munogenic epitopes are provided which according to a preferred 
embodiment are characterized in that the polypeptides and frag- 
ments according to the present invention comprise at least one 
cytotoxic T lymphocyte (CTL-) epitope. 

Preferably the polypeptide or fragments according to the present 
invention comprise a cytotoxic T lymphocyte (CTL-) epitope for a 
HLA allele selected from the group consisting of A0201, Al , A24, 
A3, A31, B3501, B4403, B7 , B8 , especially A0201, or mixtures 
thereof . 

According to a preferred embodiment, the polypeptide or frag- 
ments according to the present invention comprise at least one T 
helper cell epitope. 

Preferably, the polypeptide or fragments according to the 
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present invention comprise a T helper cell epitope for a HLA al- 
lele selected from the group consisting of DP, DQ, DR or mix- 
tures thereof . 

Preferred epitopes according to the present invention are selec- 
ted from the group listed in table 2a) -n) (Seq.ID No. 1-822) or a 
fragment of said polypeptide comprising more than 7 amino acids 
and/or epitopes comprising or consisting of a fragment selected 
from the group listed in table 4a) -n) , preferable fragments with 
a score of 50 or more, more preferred with a score of more than 
2 00, especially fragments with a score of more than 500 
(according to the scores given in the table which were determ- 
ined according to the algorithm reported by Parker et al . 
(J. Immunol. 152 (1994) 163)). 

Further preferred epitopes according to the present invention 
are the polypeptides selected from the group listed in table 6 
and comprising more than 7 amino acid residues (Seq.ID No. 823- 
874) or a fragment of said polypeptide comprising more than 7 
amino acid residues. 

The polypeptides or fragments according to the present invention 
may be conjugated to a carrier, especially to an immunomodulat- 
ing substance. For certain applications, such conjugations res- 
ult in an improved action of these peptides. It may also be 
preferred to couple selected hydrophobic (F, I, L, A, Y, W, C) 
or acidic amino (D or E) acid residues N- and/or C-terminally to 
the peptides as described in WO 01/78767. 

-V 

Preferred polypeptides or fragments therefore comprise a tail 
consisting of two to seven amino acids, said amino acids being 
selected from F, I, L, A, Y, W or C, at at least one of its N- 
or C-terminus; or a tail consisting of two to seven amino acids, 
said amino acids being selected from E or D, at at least one of 
its N- or C-terminus. 

In specifically preferred conjugates, the polypeptides or frag- 
ments according to the present invention are conjugated to an 
immunomodulating substance selected from the group comprising 
polycationic substances, especially polycationic polypeptides, 
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and immunomodulating nucleic acids, especially deoxyinosine- 
and/ or deoxyuridine containing oligodeoxynucleotides . 

Preferably the polycationic substance is a polymer, preferably a 
polycationic peptide, especially polyarginine, polylysine or an 
antimicrobial peptide. 

The polycationic compound (s) to be used according to the present 
invention may be any polycationic compound which shows the char- 
acteristic effect according to the WO 97/30721. Preferred polyc- 
ationic compounds are selected from basic polypeptides, organic 
polycations, basic polyaminoacids or mixtures thereof. These 
polyaminoacids should have a chain length of at least 4 amino 
acid residues. Especially preferred are substances containing 
peptidic bonds, like polylysine, polyarginine and polypeptides 
containing more than 2 0%, especially more than 50% of basic 
amino acids in a range of more than 8, especially more than 20, 
amino acid residues or mixtures thereof. Other preferred polyca- 
tions and their pharmaceutical compositions are described in WO 
97/30721 (e.g. po lye thyl eneimine ) and WO 99/38528. Preferably 
these polypeptides contain between 2 0 and 500 amino acid 
residues, especially between 30 and 200 residues. 

These polycationic compounds may be produced chemically or re- 
combinantly or may be derived from natural sources. 

Cationic (poly) peptides may also be polycationic anti-bacterial 
microbial peptides. These (poly) peptides may be of prokaryotic 
or animal or plant origin or may be produced chemically or re- 
combinant ly . Peptides may also belong to the class of de- 
fensines. Such host defense peptides or defensines are also a 
preferred form of the polycationic polymer according to the 
present invention. Generally, a compound allowing as an end 
product activation (or down-regulation) of the adaptive immune 
system, preferably mediated by APCs (including dendritic cells) 
is used as polycationic polymer. 

Especially preferred for use as polycationic substance in the 
present invention are cathelicidin derived antimicrobial pep- 
tides or derivatives thereof (WO 02/13857, incorporated herein 
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by reference) , especially antimicrobial peptides derived from, 
mammal cathelicidin, preferably from human, bovine or mouse, or 
neuroactive compounds, such as (human) growth hormone (as de- 
scribed e.g. in WO01/24822) . 

Polycationic compounds derived from natural sources include HIV- 
REV or HIV-TAT (derived cationic peptides, antennapedia pep- 
tides, chitosan or other derivatives of chitin) or other pep- 
tides derived from these peptides or proteins by biochemical or 
recombinant production. Other preferred polycationic compounds 
are cathelin or related or derived substances from cathelin, es- 
pecially mouse, bovine or especially human cathelins and/or 
cathelicidins . Related or derived cathelin substances contain 
the whole or parts of the cathelin sequence with at least 15-20 
amino acid residues. Derivations may include the substitution or 
modification of the natural amino acids by amino acids which are 
not among the 20 standard amino acids. Moreover, further cation- 
ic residues may be introduced into such cathelin molecules. 
These cathelin molecules are preferred to be combined with the 
antigen/vaccine composition according to the present invention. 
However, these cathelin molecules surprisingly have turned out 
to be also effective as an adjuvant for a antigen without the 
addition of further adjuvants. It is therefore possible to use 
such cathelin molecules as efficient adjuvants in vaccine formu- 
lations with or without further immunactivating substances . 

Another preferred polycationic substance to be used according to 
the present invention is a synthetic peptide containing at least 
2 KLK-motifs separated by a linker of 3 to 7 hydrophobic amino 
acids, especially L (WO 02/32451, incorporated herein by refer- 
ence) . 

The immunomodulating nucleic acids to be used according to the 
present invention can be of synthetic, prokaryotic and eukaryot- 
ic origin. In the case of eukaryotic origin, DNA should be de- 
rived from, based on the phylogenetic tree, less developed 
species (e.g. insects, but also others). In a preferred embodi- 
ment of the invention the immunogenic oligodeoxynucleotide (ODN) 
is a synthetically produced DNA-molecule or mixtures of such mo- 
lecules. Derivates or modifications of ODNs such as thiophos- 
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phate substituted analogues { thiophosphate residues substitute 
for phosphate) as for example described in US patents US 
5,723,335 and US 5,663,153, and other derivatives and modifica- 
tions, which preferably stabilize the immunostimulatory composi- 
tion (s) but do not change their immunological properties, are 
also included. A preferred sequence motif is a six base DNA mo- 
tif containing an (unmethylated) CpG dinucleotide flanked by two 
5- purines and two 3' pyrimidines (5 1 -Pur-Pur-C-G-Pyr-Pyr-3 ' ) . 
The CpG motifs contained in the ODNs according to the present 
invention are more common in microbial than higher vertebrate 
DNA and display differences in the pattern of methylation. Sur- 
prisingly, sequences stimulating mouse APCs are not very effi- 
cient for human cells. Preferred palindromic or non-pal indromic 
ODNs to be used according to the present invention are disclosed 
e.g. in Austrian Patent applications A 1973/2000, A 805/2001, EP 
0 468 520 A2, WO 96/02555, WO 98/16247, WO 98/18810, WO 
98/37919, WO 98/40100, WO 98/52581, WO 98/52962, WO 99/51259 and 
WO 99/56755 all incorporated herein by reference. Apart from 
stimulating the immune system certain ODNs are neutralizing some 
immune responses. These sequences are also included in the cur- 
rent invention, for example for applications for the treatment 
of autoimmune diseases. ODNs/DNAs may be produced chemically or 
recombinantly or may be derived from natural sources. Preferred 
natural sources are insects . 

Alternatively, also nucleic acids based on hypoxanthine and 
cytosine (as e.g. described in the WO 01/93905) or deoxynucleic 
acids containing deoxyinosine and/ or deoxyuridine residues 
(described in the PCT/EP02/05448 , incorporated herein by refer- 
ence) may preferably be used as immunostimulatory nucleic acids 
for the present invention. 

Of course, also mixtures of different immunogenic nucleic acids 
may be used according to the present invention. 

The above mentioned substances may be used as conjugates with 
the present peptides or fragments or as mixtures. The mixtures 
may either be provided in a form already mixed or as a kit of 
single components intended to be mixed before application. 
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The preferred polypeptides or fragments according to the present 
invention comprise a T cell epitope. 

Surprisingly, with the present invention not only polypeptides 
or fragments having a shifted reading frame (i.e. reading frame 
2 and 3) are provided as clinically relevant peptides, but also 
such peptides and fragments being encoded by an alternative 
reading frame which reads on the complementary strand as the 
functional reading frame of said pathogenic virus, i.e. gener- 
ally referred to as reading frame 4 to 6 in the present spe- 
cification. This means that also such reading frames proved to 
be of importance which are located at the opposite end of the 
known (functional or structural) gene or e.g. its regulating 
elements . 

Therefore, one further aspect of the present invention consists 
in all antigens being encoded by alternative reading frames of 
pathological viruses which read on the complementary strand as 
the functional reading frame of said pathogenic virus, i.e. gen- 
erally referred to as reading frame 4 to 6 . 

Preferred polypeptides or fragments according to the present in- 
vention comprise at least one peptide selected from the group of 
peptides listed in table 4a, 4c, 4e, 4g, 4i, 4k and 4m having a 
score of 50 or more, more preferred with a score of more than 
200, especially with a score of more than 500. 

According to a preferred aspect of the present invention the 
present polypeptides or fragments are used as a therapeutic 
agent. It is known that especially T cell epitopes may be used 
as vaccines for prophylactic uses. However, with the peptides 
and fragments according to the present invention, especially 
with the HCV derived peptides i.a. in reading frames 2 and 3, 
also a therapeutic tool for combatting (chronic) infections with 
such pathogenic viruses, such as HCV, is provided. 

The peptides and fragments according to the present invention 
also include modified epitopes wherein preferably one or two of 
the amino acids of a given epitope are modified or replaced ac- 
cording to the rules disclosed in e.g. Tourdot et 
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al. (Eur. J. Immunol. 30 (2000), 3411-3421), as well as the nucleic 
acid sequences encoding such modified epitopes. 

According to a preferred aspect, the present invention also 
relates to a pharmaceutial composition comprising one or more 
polypeptides or fragments according to the present invention. 
This pharmaceutical composition may be used for both, prophy- 
lactic as well as therapeutic purposes . 

As stated above, the present pharmaceutical compositions prefer- 
ably further comprise an immunomodulating substance, preferably 
selected from the group comprising polycationic substances, es- 
pecially polycationic polypeptides, and immunomodulating nucleic 
acids, especially deoxyinosine- and/or deoxyuridine containing 
oligodeoxynucleotides . 

In the present pharmaceutical compositions, the peptides or 
fragments according to the present invention may be used alone 
or in combination with "normal" polypeptides (epitopes, antigen- 
ic determinants) of a given pathogenic virus (or combinations of 
antigens of different pathogens) . A preferred embodiment there- 
fore further comprises structural or functional polypeptides of 
a pathogenic virus or fragments thereof, especially structural 
or functional polypeptides or fragments thereof comprising an 
antigenic determinant . 

The administration of the pharmaceutical compositions according 
to the present invention may be performed according to the ad- 
ministration of other known polypeptide vaccines. Preferably, 
the composition contains per administer able dose 1 ng to 1 g, 
preferably 100 ng to 10 mg, especially 10 jxg to 1 nig, of one or 
more polypeptides or fragments according to the present inven- 
tion. 

Preferably, the pharmaceutical composition is formulated as a 
vaccine . 



It is preferred that the pharmaceutical composition according t 
the present invention comprises further active ingredients, es- 
pecially immunopotentiating cytokines, anti- inflammatory sub- 
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stances, antimicrobial substances or combinations thereof. 



It is further preferred that the present pharmaceutical composi- 
tion further comprises a polycationic polymer selected from the 
group consisting of a polycationic peptide, especially polyar- 
ginine, polylysine or an antimicrobial peptide, especially a 
cathelicidin-derived antimicrobial peptide, or a growth hormone, 
especially a human growth hormone. 

Additionally, auxiliary substances, especially a pharmaceutic- 
ally acceptable carrier, buffer substances, stabilizers or com- 
binations thereof are provided with the pharmaceutical 
composition . 

According to another aspect, the present invention also relates 
to the use of a polypeptide or fragments according to the 
present invention for the manufacture of a medicament for treat- 
ing or preventing an infection with said pathogenic virus . 

It was not foreseeable within the prior art that upon infection 
of a virus into a host cell, not only those ORF" s of the viral 
genome, which give rise to the viral proteins, are transcribed, 
but also some of those proteins or fragments which are encoded 
by other frames of the genome. This was even more surprising for 
reading frames 4 to 6 . 

The invention will hereinafter be described in a more detailed 
way in the following examples and the figures, yet without being 
restricted thereto. 

Fig.l shows the Elispot assay from the experiment with HLA- 
A*0201 tg mice + HCV-H77 ncORF 11, 13, 27-derived peptides; 

Fig. 2 shows the Elispot assay from the experiment with HLA- 
A*0201 tg mice + HCV-lb ncORF 36-derived peptides; 

Fig. 3 shows an Elispot assay for an HLA-A*02 01 HCV positive pa- 
tient 

Fig. 4 shows the immunogenicity of peptides from HCV lb reading 



WO 2004/011650 



PCT/EP2003/008112 



- 12 - 

frames 4 to 6 in transgenic mice 

Fig. 5 shows that vaccination with ncORF derived peptides from 
influenza A virus in combination with KLK/o-d(IC) 13 induces po- 
tent IFN-Y producing T cells and protection against viral chal- 
lenge . 

Examples : 
Example 1: HCV 

HCV was used as a model virus for the present invention. The 
principles described in the present example, however, may be ap- 
plied to any virus. 

The entire genomes of 7 clinically relevant strains (la, lb, 2a, 
2b, 3a, 3b and H77) of HCV were analysed in order to determine 
all ORF's being longer than 7 amino acid residues and starting 
with an AUG (Met) codon in all reading frames other than the 
reading frame for the HCV polyprotein. The HCV genome sequences 
were taken from the Genbank data base (Accession Nos . : AF387806 
(la), D11355 (lb), AF238485 (2a), AB030907 (2b), AF046866 (3a), 
D49374 (D26556) (3b) , AF011751 (H77)). Altogether, 822 novel ORFs 
were identified in this study (see summary in table 1) . 



Strain 


Frames 


No. of 
frames* 


Seq.lD Nos. 


Full sequence listed in 
table 2 


1a 


1-3 


42 


1-42 


Table 2a 




4-6 


68 


43-110 


Table 2b 


1b 


1-3 


56 


111 - 166 


Table 2c 




4-6 


75 


167 - 241 


Table 2d 


2a 


1-3 


47 


242 - 288 


Table 2e 




4-6 


71 


289 - 359 


Table 2f 


2b 


1-3 


45 


360 - 404 


Table 2g 




4-6 


75 


405 - 479 


Table 2h 


3a 


1-3 


38 


480-517 


Table 2i 




4-6 


70 


518-587 


Table 2j 


3b 


1-3 


53 


588 - 640 


Table 2k 




4-6 


72 


641 -712 


Table 21 


H77 


1-3 


40 


713-752 


Table 2m 




4-6 


70 


753 - 822 


Table 2n 
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Table 1: Number of ORF's in six different HCV strains (* more than 7 AA long) 

The following table 2 contains the full sequences of the poly- 
peptides . 

Other HCV subtypes which may also be preferably adapted for the 
present example include subtypes lc, 2c, 2d, 3c-f, 4a- j , 5a or 
6a. 

Table 2a (Seq.ID Nos . 1-42) 
HCV la ncOrf 's 1- 3 
Genbank Accession No.: AF387806 



AA 
28 



76 
21 



63 
26 



No. Sequence 

1 MGATLHHESLPCEELLSSRRKRLAMALV 
MAMRAAGGRDGSCLPVALGLAGAPQTPGVGRAIWVRS S I PLRAASPTSWGTYRS SAPLLEALPGP - 

2 WRMASGFWKTA 

3 MQQGTFLVALSLSSFWPCSLA 

4 MIALTRVLCTRRPMPSCTLRGASIiAFARATPRGVGWR 3 7 

5 MANS PRRSFDVT S ICL SGAPPSVRP STWGTCAGL SFL S ANCLPSLPGATGRRKVAI AL S I PAI 

6 MIASTPAGWQGFSITTSSTLQAVLRG 
MPTEAAPTSAPTAGTTPQNLAVLCPRRVCVWYIASLPAPWWWERPTGRARPPTAGVKMIRTSSSLTIP 

7 GHRWAIG S WPG 

8 MQHPWPGRTVLYPSSCSSALHGI 

9 MFITISLLFGTGRTTACEIWPWIj 

10 MEWSPRVGGCWRPSRRTPSRQGAS 

11 MGCAGLSTTGPERGPSRHPRVLSSRCIPM - - 

12 MSFPCAGGVIAGAACCRPGPFPT 

13 MLPQAAAKAPRSRLHMQLRAIRC 

14 MGSZLTSGPG 

15 MPHPSWASALSLTKQRLRGRDV^CSPPPPLRAPSLCPIPTSRRLLCPPPERSLFTARLSPSK 62 

16 MPWPTTAVLTCPSSRPAAMLSSWQPMPS 28 

17 MLSPALNVGAGLAGGSQASTDLWHRGSAPPACSTRPSSVSAMTQAVLGMSSRPPRLQLGYERT 63 

18 



81 
23 
23 
24 
29 
23 
23 
10 



18 MPTFYPRQSRVGRTFLTW 

19 MGQHPCYTDWAIiFRMKSP 

20 MRWKSALSTYRTSSKG 

21 MARAWRELLWHSRS 

22 MFPPRTTCRRAMQLPASLPYSAASL 

23 MPTPRAPVPPFLRRTTRSRYGGCLQRNTWR 

24 MTPLMLSS 



18 
16 
14 
25 
30 
8 
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MAARFHLQ SPLLCLRLGRSGRWS SIiNQPYLLPWPS SPPEAIjAAPQIjPAXiRATIRQHPLS PPLLAAPPT- 
2 5 PTL S PI PPC PPWRGSLGIRILATGHGQRS VVRPTRRMSC AAQCLTLGQAHS S PRAPRKNRNCPSMH 
2 6 MGQKTSVAMPERP 

2 7 MI P AALT P Q S LRAT S VRRRQ S TNWT S T PK P AWP S S P S PRGFMLG ALL P I QGGRT AA I AG AARAAY 

2 8 MASAHFHSTVTLQVKSIGWPHASENLGYRPCELGDTGPGASALGFWPEEAGLPYVASTSSTGQ 

29 MPGPAGSGFAYSCKLQG 

3 0 MNH S PVRNYCLH AE S V 

31 MPGDLGVPPQDC 

32 MAPVSPWLSA 

MGYDDELVPYDGVGNGSAAPDPTSHLGHDRWCSLGSPGGHSVFLHGGELGEGPGSAAAICRRRRGN- 

33 PRHRGKCRPHCVWIC 

3 4 MHVGRPGGRHEHLGARWRRPGC F GRVL PVTSTRLRGH SGQGRLVREAGNHT 

35 MLRFLAKGHLGLDMRGVERL 

3 6 MEGVCRGIRGDKAGGGLPLRDGYDY 

37 MPVPGPIARIFHRIGRGAPT 

3 8 MEAGDGRQHHQG 

39 MLLQRVSRPRRRWKEGLLPHP 

40 MPQKTWGTALASLETPGPERPR 
MWQVPLQLGSKNKAQTHSNSGRWPAGLVRIjVHGWLQRGRHL 

41 CRGRHLPP PQ PVKVGVNT PAS 

42 MSWQPPGPPLPGEP 

43 HCV 'polyprotein 
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Table 2b (Seq.ID Nos. 43 - 110) 
HCV la ncOrf ' s 4- 6 



AA 
24 
20 
17 
20 
18 
33 
33 
22 



79 
23 
12 
16 

82 
20 



No . Sequence 

1 MI PPPAARACRGAQTYVGAPRPIL 

2 MEWYT P SLi S T GAVAS GAGL Q 

3 MPQELPPRPRHTLQGCL 

4 MKQWRGYQ AALT S PP S I VSH 

5 MRPALRRVRRTSSLNDRR 

6 MWHPWSGTRHKLLCHKRPPSTRRRQGTCRRWST 

7 MQPGPWCFCRCLWEHGGEPPGSSGALLVERSYP 

8 MS GYL AERAS PQGLDLHWYT SG 
MVTELAPSTRREQHRHTTRPPPCPARTPAGATPTGAGGEATSRRRCRPLRAPTYPSDTMQSR- 

9 RTRGR I QDRASRPGMLH 

10 MWRPDACGSNQWGSAGCCCPPLR 

11 MPCGD PLYGRDR 

12 MALPGGGVLEAARHSY 
MRLTDL SQLAVTRAKMEP PLKKEGKERKKEGKKKKKKKKEKKKKKEKKKKKKKKKKKKKKKKT - 

13 GNGLRGRSVYPNLHRLGRR 

14 MPTPAASRSRQNQIQRGR A 

15 MAALPPLARSLARTLRARCLQARKGGTPSFLRHAATLLISPGE 43 

11 

16 MIGGRSSGSME 

17 MIMLPSQELTGVCLAVSHAALARGWGSRVR 

18 MS SK S Y SGC GGS PGG AE YLVI A S VK ALRL AAS SWT PAL S Q I TTK S S PHT SMVQ S WS P AARQ AARALM 

19 MATRAWG SR S QHW 

2 0 MSL S VTVE SKQRVS YENP I GVFLDFHACTRNSTRC PGE YWNP 
21 MRRAGLRPPFSG 

2 2 MMVVSIGVTLSSRRSFHTELMWVTAFLAWQRTSFAP 

23 MGSFCSSAAHGVTSAPVQE 
2 4 MPEVEELPKIiLVAS S AKAVDRVDSVRTTVRFFRGGGTGGDFGGGSGQPWTTGGS 5 4 

MLPPISCLHRRLASMSSASGESWLAVQVALRDGADSW 

VNTATSGSGSQGNCDPTGYSWSPTLNDTSSRSKGLQGGANLCRRTPSNSWNSGDGTWHGHLRLSWI- 

140 

25 PVT 

MGKVPLHMFLQVLGPTILIVPFLTCPVISAPQWQRVCMMPSPRQTPLYPRWQDTKGIPGSCGMSLAF- 
2 6 SQVLKSLNTSHIQSQMSLSQEPEHGVVHSELIHWCSRLRSWVTWLLSMAVTRAAASLSG 12 8 

MAGSRLTRS S VEGT S PLMILNATRAPAT PAP YP ARMSMRTF P S PTIiPMAAP AKP APTK AVAAP - 

GAASWAATHPP^KRRVWLWSG 
27 QLVWTAGAITSA 

2 8 MIAGFPDKTTLPTMTTQPVDRQYAAKAARTPPTSTQV^^ 63 



31 
67 
13 
42 
12 
36 
20 



144 



17 
16 
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29 MYARSLTWSAGVS S YQAQPAS 22 
3 0 MPEGRSPGATNL 12 

31 MPGFPLPVLPRR 12 

32 MVKVGSRLKSTVWVTHVLQSITESKSPV 28 

33 MRASVATTTTSPLVGMTDTSRPR 23 

34 MPNATSFAASSSHFFFE 

35 MRCLPPLITSRGIALP 
3 6 MLGWGTVTE PGGVAVASTT SLAPAVSAWSRTVPMPKMDVAS VEWH S S Q I IMS 5 2 

37 MGL P WI VLTPVLMLGS I P 19 

38 3WVSRFSTGIKSTALATPRVHTAAL3SIMPTACPAGHNSGPPEEPFK 45 

39 MGRGDSRL PLL S PRRRTGMT S ACL VTR 27 

40 MTGPLGDAMVLVPAPW 16 
MHVARKVWAAVDT IWTS PSTWFLSRPWLVIMHPRRPLVC WAYAVMGASNLQ PLETI PS AGP S S - 

41 ISRPLRAETGKPLMMSPHAAVSAPHWSLVSIWEKTTGSTATARSRKPLCAQSRRGVRWL 124 

42 MSNTRVGCTAHMSKMTASRPPRTLRGGIHTCSCASTLWKY 41 
MSSIIHKQEQTRASASRRNRRTTYSHLMAQDAMLDPTPYK^ 

43 CHCVWSSNGLSSDLSLSSRSQRSPRVQLQAASSLCSTPPTYIIilLNIV 117 

44 MTQGGAPHTLVNPVEFIQVQPNQLPSGGLVLLRTKTSVSFSPQL 44 

45 MEK Y AMP ART PQ 

46 MSKMACGIRSS 

47 MASAASYTILELGQSLVTW 
4 8 MYPMRSAKPHWVSMTLPKLRDLRRGSVGPQLGREPRGDRSHPAHPQPSLP 5 1 

49 MVHGLRDL PGHS Q AP YQAVPQGL SRPNTTRLAVLRGHAQI SRH 43 

50 MICREASI STLC SHAAHGPFTASRD 25 
MRHAVINVSPAVASREPAGQVQLASGRYWSEFELCSYCPVEEVLATYGSPASSGQKPSADAPG- 

51 PVSPSSQGRYPKFSEACGHPIDFTWRVTVE 93 

52 MESLNDWR 

53 MGHQYHPRPQCGGKHDYVA 

54 MATDVFC P ITKLGFG 

55 MAVQNLQSVKCDFLLPLASTA 

56 MDHRWFWGLFPRLH 

57 MVSGASCLERWSG 

58 MGGI SEHGRQHGHVRFGLAR 

59 MS SDL S ST VAAS VHD AVP S PD PL I PALAGHKGD PRQLWHEL S F 43 

60 MVPPGGEGYQPVHPLHCPLARANVPAQYCCTDHADYEGSGREDGGQ 46 

61 MLRPEGLEFLPVGLDSRGDNLCLTGRGLQEAEGLLLELLGEHHPLLDVR 49 

62 MEGGLE ANQTL PHL VPRWGRGL S P S AHGGL VRYQVRKVL PTLLCLG 46 

63 MS E AC EDAL PKFKWLAHGKPRGVHVRS 



12 
11 
19 



8 

19 
15 
21 
15 
13 
20 



28 
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MTEDEMSPPLDYFEGDSLAWRDLSGGGQSNLLDVGMGHSDGARRGGGGEHNQSRPRSLCLVK- 
DSADAQDGCGIRGVALVTNYYVI SAPRAPAVGKELAVGGVRDGAASGNC SHPGPDV- 

64 RIDPMSLGHVSTKAQCC SNRGVEY 

6 5 MEVSHLEALGHYWWRGVIREHRGPHGCL 

66 MVINIGASKRP 

67 MASDHLPR 

68 MPKPIRVVDQAPGCDPGTGAAPRVCGVRMLAEAI SGAVQGWARPSDDTRRRSAHFGES S 
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Table 2c (Seq.ID Nos . Ill - 166) 
HCV lb ncOrf 's 1- 3 
Genbank Accession No. : AF 

No. Sequence 

1 MATRVWGGQDGSCHPVALGLVGAPQTPGVGRVIWVRSSIPLHAASPTSWGTFRLSAPP 

2 MASGFWRTA 

3 MQQGICPVALSLSSS 

4 MSRTTAPTQVLCMRQRT 

5 MRRYKI AI AQSI PATYQVTAWLGI 
MTPSKLGSLLRCSTHTGSTRPDVQSAWPAAAPSTSSLRGGVPSLTLCLTSRTRGLIAGTMHPN- 

6 RAVLYPRRRCVAQCIASPRVLLWWGRPTVPESPRIAGGRMRQTCCYSTTRGRRKATGSAVHG 

7 MFCC S SF SWRTRASVPACG 

8 MRRLWPERMAFSPSSCS SAPPGTSKAGWSLGRHMLSMAYGRCSC SCWLYHHELMPWTERWLHRAEARFL 

9 MFGEAAMPSSSLHARSIQS 

10 MWTRT S S AGRRP PGRVP 

11 MLTS FRC AGGATVGGAC S P PGL S PT 

12 MQPKGTRCSSSIRPLPLP 

13 MASFLPMWALGALMTS 

MS AI QLTRLQSWAS AQSWTKRRRLERGL SC SPPLRLRDRS PCHTQTSRRWPCL ILERS PS - 

14 MAKPSPLKPSGGEGISFSVIPRRSATSSPQSCQASESTLWRITGGSMCPSYQLSETSLSWQQTL 

15 MTRAVLGTSSPPPRPRLGCGPT 

16 MHT SC PRP SRQETT S PTW 

17 MRSPSPTP 

18 MKWKSAPRTSLTLSRECSSPSSSSRKRSGYCKQPPNKRRLLLPWWSPSGEPLRHSGRSTCGISSAGYST 

19 MEQEWPARSWPLRS 

20 MCLRATPQRVIiLRSSPAXiPSLSC 

21 MRTAPHRVPARG 

22 MFGTGYARC 

23 MEHSPSTHTPRAPAHPLQRQTILGRCGGWPLRSTWRSRGWGISTT 
2 4 MSLRTLTSSRPTSCGGRRWAGTSPAWSRRTRW 

2 5 MRGKYPFRRRSCGNPRSSPQRCPSGRARITTLHC 
26 MS S AAQC PTHGQ AP 

2 7 MPQHKAAQ ACGRRRS PLTDCKSWTTTTGTC SRR 

2 8 MGQRTSGTYPARPLTTSTPCGRTCWKTL, 

29 MRFSVSNQRKEAVSQPALSYSQIWESVYARRWPSMMWSPPFLRS 

3 0 MTLAVSTQRSPRTTSVLRSQFTNWTWPPKPDRP 

31 MCRSPTMHQAKGCTTSPVIPPPPSHGLRGKQLDTLQLTPG 

32 MRPLCGQG 

3 3 MALAHFHS IVTLQVRSIGWLHASGNLGYHPCESGDIGPGASALGYCPRGGGPPIj VASTS STGQ 
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34 MPGDLGVP PRDC 

35 MAPVTPWLSA 

miiRRPHGVHSACRRPPRRRCQGPGAWRPGSGGRRELCNRESARLLFLYBPLSFAVLF- 

3 6 DHPSFRLRGAQRVRDI PCHERLLQLKYCV 
37 MSRAHGQL P PHRQVRSGVG SHH SRC A 

3 8 MRLGSLVDT 

39 MGVCSAALPSPGGRARLCLLVDDAADSPG 

4 0 MAVAPALAGFTTTSLCHGPRDGC IVRRRGFCRSGTLDLVTIL 

41 MWTIFYHQGRGALASVGPPS 

42 MRGPSRANL 

MHVSAEGRWGSLC PNGLHEAGRADRHVHLQPSYPATGLGPRGPTRPCGGSGARRDLRHGDQDHHLGS - 

43 RHRGVWGHHLGSARLRPKGKGDTPGPGR 

44 MHLWQLRPIiLGHETC 

4 5 MHPGGCEGGGLCARRVHGNYYAVSGLHGQLIPPGRTAVI SSGPPTRSHWQRQEY 

46 MCHPDSRLQLGSHLHH 

47 MGSNVEVSHTAETYAARANTLAVQAGSRPK 

48 MWSTDHRTCQKRFHEDRRA 

49 MRARTGC S S AHFH AHRPL PHH S RNG 

50 MHYPPCLSGR 

51 MDRRLDHAMRCGGKQAAHQRVEQLFAAPP 

52 MLLEGLCSLSSCEAPGLHDARERRRPCRYL 

53 MFLQCVGRPRCIRQKGVLPHP 

54 MPQETWGTTLASLETSGQERPR 

55 MNGELNTPGQ 

56 MSWQPPGPPLPGEP 

57 HCV polyprotein 
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Table 2d (Seq.ID Nos. 167 - 241) 
HCV lb ncOrf ' s 4- 6 



No. Sequence 

1 MICREASI STLC SHAAHGPFTASRD 

2 MAYWPGVF SSPFI GWGAGRCL PLQKVGVGTA 

3 MHRGRPTHWRlSn^MLSAPSRILVGAGPRGGQST 

4 MKSPWGFSLISRYSPGTRLAAQESTGIRMRSPSRPEEGWRPHHRGPSSRIHGLPDLGIR 

5 MLWHKPC YGGAAKSC STR 

6 MCRTLSSRRHPH 

7 MIRSCRRS 

8 MS P SRKAQTTG 

9 MVAVTQPGIG 

10 MGTLRCQWSCPSRSGNPPPA 

11 MFHATCCCRS 

12 MPSMMLLRGSQAEWI SLLSTVSR 

13 MSQGLATWTPPREQQPPLVWWLFAVTRALSA 

1 4 MMEVGPEPWRTPWLGMLPGRGSCLLPAWSGTRSVHLCG 

15 MCYSRSLSQSRPYSPSSERLLPRQRRLR 

16 MTAVRPGGMSCP 

17 MVSRNAPRGAPASRRGPGPH 

1 8 MVTRSRVPDLQKPRLRTMQPSLGPWHKLWVKPARAGATAIRHREHMPPQGPACL 

19 MYSRTSCLAAAACC 

2 0 MALVRARTRGSGCWRLPFPLSRGCARQRQQRVASQSRP 

21 MALPGGGVLEAARHSY 

22 MPTPTESRSRHSMNQRGRARDRD 

23 MIMLPSQELTGVCLAVSHAARARGWGSRVR 

24 MACLASGAKSQHW 

2 5 MSFSVTVESKQRVSYEKPMGFFFDFQVFTRNSTRCPGEYWNPYEEPITT 

26 MMWSIGVTVSSSKSFHTEWMWLTALLDRFRTSFAP 

2 7 ML\AMRSKELL]SrAI J MGSLLi S S AAHGVIKAPVHV 
MEEYDSTSDPLSPSSEAWSGRAVAVPLSTM^ 

2 8 LIGGNGHPCTTGGT 

MGIAAGNFLDFRRISAGTDTSLSSSSARSGSKESRTTTLFSDSTRW 

WWVWVAFKEGADNWLAEE 
29 WLS PTWNVTS SRRRGLH AGAYLCNRTP ST SEKNSGAGTWHGHFTL SV VMPVT 
MGIWPCHVLLQVLGPTILMEPFLTCPVXC^ 

3 0 WSQVLKSVNTVHIQSQTSLSHEPEHGVEQSSLIHWWSLFSS 

3 1 MAGSRLTRS SVEGI S PLMTLKAT SAP AT PAP 



AA 
25 
31 
32 
59 
18 
12 
8 

11 
10 
20 
10 
23 
31 
38 
28 
12 
20 
55 
14 
38 
16 
""23 
31 
13 
49 
36 
32 



82 



187 

107 

31 
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MST STF PRPMLiPTAAPAMPAPTKAEAALGGAS WAATH P PKMLNRRVLWWSGLVI EAVNAINDAI AGF P - 
3 2 GRVDKPAKYC I PDMKFHMCFAQISr\7'SRARHIjDSTTG2^AASACLVAVC SNPSAFCLNCSASC IPC SM 

jyTTTLPVVRQYAARAARTPPTSTQVLW 
33 RMRHFHI 

3 4 MWVRPVKTL S QNSRWSWQTGNPGVFR 

35 MPEGRSPGVTNL 

3 6 MPLLi PL PVL PRRC ERDT AS 

37 lyiVKVGSKLKSTVWVTHVLQSITESKSPV 

3 8 MTDTSSPR 

39 MRCIiPPLMASMGMALP 

40 MFGCGTVTD PGGVAVASTT SRAPAVSAWSRTVPMPKI WE SVEWH S SH IMMS 

41 MVLTPVLMLGS I PCALD lYAPNPKVAATDGLRTSTLYPWAAYAAGTLVLLPL PVGACRWAT 

42 MDSTGTKSTAFATPRVHTAARKMPTACPEGQSSGPPEEPFK 

43 MTSACLVTK 

44 MMQPSRPRVCWE 

MGARSRHPRP SRL SAGPRS I SFPLRAETGRPKMMS PHAAVSAPQVMILVSMSEKTTGSTATARSRR- 

45 PAWAQ SRSGVRWL 

46 MYVPVSAPSFiyiKAIWT 

MPAWSTMSGPSMASRSLVMSKI s SGWTAHVRRMMASRPPRTLRGGTHTCKCASALVIKYCNH- 

47 HMSLARNTL 

MYQAAQKNTRKERRPCAPATDAALRTTRFSKVASAWAISSIIHKQAQTRASARRRKSSRTYSHLIT- 

48 TETTTDPTPYRYCTSTIF 

49 MVKLIVQG 
MDHGGPPHVLWPVLFIHVQ 

50 PHTC D AGT I PHGWG A 

51 MGRQLAMRSGHPDADHLCA 

52 JviNPVWRESLQFRAVLIiMCQLPLVFTSWIF 

53 MSTTACGIRS SCDTTRAWGDQF III SQAMR 

54 MLLFDAASVGVSATQQREKLLSRTQGTHPGVCMIMSAASYTILELEQSFVTWYIPDTLRTS 
5 5 MVKQDSKAKRKIEKEQPGRFPVA 

5 6 MYPMRSAKPHVRVSMTLPKLRDLRRGSVGPQLGREPRGDRSHPAHPIPSLP 
57 MMHGLRDLPGHSQAPYQAVPQGLSRPNTTRLAVSRGHAQISRH 

MRLTDLSQLAWRAKMEPPLKKEERKREKEGKEKKKKKKKKKKNRKWPIGLECLAPRSS- 

5 8 VGEQVDAYPYRK 

59 MS PD S QGWY PKF PEA 

60 MESFNDLR 

61 MWGRQLAGFLYG 

62 MVAQQRVAQRVDGQL AFLRSAWRDQGAC PC VGH 

63 MVGSACRLQGRRRQLAS 

64 MPRVAAGLRPDD PHGTVFDMSGDLC STWAGGLHDAVS PPD SLVPALAREKRD SR 
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l^ENEMPSPPDGFNGDGFAIEGDLSSIRQGHLLDVWVWHGDRSRRRSGGEHDKPRSSRLRLVQD- 
65 CADAQDC SRVS 

6 6 MAL I TYYDVI SAPRATT I GKKL AIGRVCDGGACGNGPYP S SDVGVNTVCLRH I RPKP 
67 MSRDQVKV 

6 8 MVWGPTHAVDAGRQEGLCCGGNHLNLSLDLVLVPACKASDDATK 
69 MVVNVRACQRAQLHEGHLDIMTPSDDPH 

7 0 MNEPLSAHEVRHSGYASIiEHHERTEYGEQEFGDVKD 

7 1 MDRACKEDDGIAASPNIKRGDPHLQVRLGPGDKIL 

72 MRSGHRRRIEDHQVL 

73 MEVDQSSGQSR 

74 MVYPGHVAHLVSGSWDGQTRQQS 

75 MRQGPGSAS 
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Table 2e (Seq.ID Nos . 242 - 288) 
HCV 2a ncOrf's 1-3 
Genbank Accession No.: AF238485 



AA 
16 
61 
10 
55 
16 



17 
21 



15 
23 
36 
17 



No. Sequence 

1 MP PGI GRVTWVRS SIP 

2 MTVPMTAS PGSFRRRS STS PGASRAREWEIHHGAGYRSHQMWLC S SAAPSRRACGRTSTWS 

3 MAVGTSTAPP 

4 MPARTFCAPRTVLGSILTPLTSNVVTjGPGSRRGAWSTTIiTGSGTTPAQLTIPSSR 

5 MACHLPLQNMSFDGSG 

6 MAS YILSSF SWLLGTSKVGWSPWPPI PSPAYGPFAYC S SHC PNRLMPMMHIiCKGS 5 5 

7 MALYGLPPYSARVWCLT 

8 MTTSPLCRIGLPTACGTWRSL 

9 MDSPCPPDSVGRFSLAQLTATPPRGGSFSPPSPLTPSRHEVSWAP 45 

10 MLRPAVEKAPKSLSRTLPRGIKC 

13 

11 MASIPTLGLESEL 

12 MANS SPMGAARAAPMT S S YATNAT PWTLP P S S AS EQFLTKQRQ PE SG 47 

13 MGERFPCLTSREGDT 

14 MSSRRPFGAWAMLWHTTEGWTSP 

15 MFPLVSEPQGCLIAWCSVSATTQGLRGMSLRQRRLP 

16 MPTSFPKQSNRGRISHT 

17 MRLLMKWRNVPLKRLSLKRGSGWPRC 26 

18 MARAFRGPSSHSRSTLARSPPWRTSSICCLGFCLRVPWWWESSARAFCAATWGREKARSNG 61 

19 MCGTGFAPS 

20 MRSRLPLGSIHL 

2 1 MMWTWWMPTC SWGAM 

22 MPSSSWPSKPSASPLQAAIQASLQGRTPPTPAVGRPLMS 

23 MTPSCAAPCHTPGPGP 
MDMGPRRFAACPGGPLTTSSPCGRTSWKTHKHQFLRPSWPKMRCSAWTPPRGVRKQLADSFTLTS- 

24 VLGSARRWPFMMSHKSFLRQ 

25 MDSSTPPPSGWSFS 

2 6 MTPDALTLPSLRETLELRRPYTRLAPCLRRPVLPYTR 
27 MTWL S SQKARGLRRT SGT 

2 8 MCLWH S AYRAAADTT 
29 MLQLYGSAWS 

3 0 MPGHLGVPPQDC 
31 MAPVPPRF SSLLGPQ 

3 2 MQLLHLPGYHHWASYGVGHDDELVTHYHHDPGLRDARPRGHHRHH 

33 MGHFAIRG 

34 MWHSPREVRVRPSVLFHPQPSRGGHDR 



9 

12 
15 
67 
16 



85 
14 
37 
18 
15 
10 
12 
15 
45 
8 

27 
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3 5 MVRLHVDELHWFHQDLWRATLPH 

36 MWFWALAHAEFPGRLPLQAIiALiPLHS 

MGHL ALLFLRLARF VDWSTP PP PKYRGRT I HVWPVTC PYK ICRSMGVGS ALI P S P SGRQGLRLRVDAY- 

37 LAGPGRGSTREAGRLARCERS 

38 MALLPTAPRTAPTGLCL 

39 MGYHHILPGCGV 

40 MRGHLTWTPRVRPTRSGDSPWPS 

41 MDRLPRSWQ 

42 MRRMPRRGRYHHPRHRNS S 

43 MAQSGAILGQTHVELH 

4 4 MDEQAHSLCFQRKPRRPYPLRDGVGCVAACDPTAWLPYYN 

45 MLCEGPSGLQSCGDSCAHNAGMRR 

4 6 MVGKHHPVC SNYMGPHGPDDTFFLHPYGPRHSGPGP 

47 MSWQPPGPPLPGEP 

48 HCV polyproteln 
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Table 2f (Seq.ID Nos. 289 - 359) 
HCV 2a ncOrf s 4- 6 



AA 
21 
22 
15 



14 
45 



20 



77 
43 



No. Sequence 

1 MCHQDHADPYSWSILDDVSQP 

2 MGWS QLjARLiLiQGEEIjCADIjGGR 

3 MDLHSVHPGEKLWRG 
MGRGDWSSGSKGYEPVHPLDRAFSRPHVAAQNARADDSHHQGTRRQNPRQQIDDVLHGGLLAR- 

4 HDLECDEGPRNARAIPRQDIHQHLAQAYAAYSSPH 99 

5 MCESDLVGNRAQTV 

6 MVLAHGQARRVEIRSKPYGSLRWRKLIPRSPCWALTEHHAIKHP 

7 MAEDQVS P SLDVRQGKRS PI EGDLTLL PEGHLLYI GMGGRHRPRG SGRGQYS 5 2 

8 MCLGQIRPKPQGGSHRGIKH 
MQVPDLVGLGHSVWCAVWKGGRPRDDVECFNGDEVYGLSHAPRAHSCPEDPDSVAPGAKHRSPRG- 

9 PLQSRKRSRGE 

10 ML PKTVRGAQKVRAG I EVG SNAARWRAT SL GET S GVH PRAAE P 

11 MRDSTPNSGGSRVHSSGHQKDDNDLGPRSLHREVGQAEHNAPMSSTNDVYDDLGDAHHVSQDHGGSG 67 
MPSDGTQVDGAIAFLHKP\^RRDNEHLGCQHYPAAEVPHVESRAERSGHHDHVDWPQALREGAALLH- 

12 SHIW 

13 MRESSGNATKRGAYDGDVPHEVGEAAR 

14 MPGVIGAPRGTRTSGGQEPSCPAESLVPV 

15 MCAEGRRQARVTFQLWLGGPEDSRSTPIRTFQN 

16 MLSAPGHIPVWGGHQEGRWTWS 

17 MLSRETPPAGRGSTGIHKMPPSLPEEAFV 

18 MTWS STRRSHPPRSK 

19 MVLRARGRSFLRPSGRESPERPLWTQTLSGSHRPP 

20 MAPIAGSPRSLPQMGVTPALSAALQPPP 

21 MDLIjAWTS IHQYRAQGHKEAETRLQMN 

22 MRRGPPKCPRHTPPGYPPAPCPGLCCLQQPPLGH 

23 MPSWKPQQDSLWLTVLRGTECR 

24 MKPPQRWCPGPV 

25 MRRRLPRPPQLGPTCWS 

26 MWRCILSQDV 

27 MRNSPPIALFGKGSGHLCV 

28 MPQHSSPCPEGPPRAHHTFSLNGRRSSVSLP 

29 MWSTLWPPRSSQF 

30 MRPSPPPRR 

31 MHHRHKPVGAVRGAVGKRAIGR 

32 MTPAWGCCSTGKHLSHSPPTCKWALQVYRSCPPRLGWG 



73 
27 
29 
33 
22 
29 
15 
35" 
28 
27 
34 
23 
13 
17 
10 
19 
31 
13 
9 
22 
39 
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33 MASYLLDW 

34 MYFPLSRTGRTRGRGGPPPEAAR 

35 MALPGGGGLEAVRHSY 
MYPMRSAKPHVRVSMTLPTLRDLCRGSLGPQEGREPRGDRSHPAQPSPSFPYRGQGYPG- 

3 6 FPQDLPVERRSLGMGWRLPRGWDRSEVFLVWTPNLGPLRGNKYTPPTIWPPPGNLTSCGRRLVFLLWL 
MS PPPAPTVNQLDKSRRRASGNGVSLSIjVFTAQLKRYRPQTAALPPREMRDALTARARLF - 
HAIiRGGAP S FLRAE ATRVS SWGVYVCRRKAS S PCNL S IMAGRSRGLTE YTDPYI SKLRSWS - 

3 7 RVS WAI RMEKKCVTRTMRTH I VGAYWMMF PNHELTGECLTVSQAARAI GWGSLVR 

38 MTTK S S PHT S I VGAT I PAALQAARAFT 

3 9 MVFPMLWSTPIiARQRLYPQVWPLLLNIGPPT 

40 MAVRASSGKEQAWYMASSVLMSLSVTVESK^ 
MMWGIGVCESSRRSFHTDLMWLTALPDKLRTSLAPY 

41 VRSFAXiTIiEAASLMSFKTES 
MEQHTTESSSSEQVDQDPESEPGAASPPWEGGRSSTWSGSRSGSPGSPSRGG- 

MEEVEPVSERANSSGGVRPPESAASAPVERPESPLGGGWPKVLMASCWRASPMVLSL 

4 2 GVGVFLGGGRAQPATVGGW 

43 MNRL ASTMST S 

44 MDINTSVS GSGSQGS 

45 MAVLKFGAGFGMHWPSV 

46 MLAPQGHRWMMPVPAHTPL 

47 MVQTQSHTSRSHEPAHGMGQSSVIQLWSLLSRLVIWEPSSWVTRCDASDSVT 

MSIjF IHWTAP SPGPTWRRRMPAQMTPTTRAPGDKIPGSRLMTS SMEGF S PDMILNATRAPEMPAPYPAR- 
ISTSTLPRPMLPTAAPTRPLTTKPVAPAGGAIWD ASQPPRMLRRIWLVDNGLVRAALNAIMEATAG- 

48 FPGSVDSPARY 

4 9 MPLMKFHMCL AQWC STLGHEASTAGCMSWACLEACCNKPWILDF S I SAIRCPSSMRAALEAHS SIS SKAS 

MCKRPMMETHPVAKQYAATAAKTPPARTH^ 

50 PTRVGL SRVRHFHMT S QDGGGALAL AHTVA 

51 MCVRPVKTASQNSRWSWHTGKPGVLKYAL SLTWS AGVS SYHAAPAS 

52 MRASVATTTTSP 

53 MPRRAAASSSHFFFEWQKIKCLPPLM 

54 MPRMVVASTAWHSSHMMMS 

5 5 MAAPVVTVLTPVLMLGLiMPC ALDKYAPNPRVAATEGL ST STL YPWAAYATGTLVLFPL PVGAC KYRTW 

MSSASTG^SNTOLATPREHTAARKIPTAWPLGQSTGPPEDPFKVERGLGESNAPRLSPRLRAGMTSA- 

5 6 FRVTRYRSTAPHEHGSKDLVPGGLGHPTKSPSALEYICVTGPREPARVLLPAPW 

5 7 MDVPRKDWVTVDRTWISPACSVLSRPVMLTTMAPKRPRVCWA 

58 MGARSFHPLEV 

5 9 MS PH AAVS APQTMTF F S I GLKMI G STAT AK SRRPL AAQ SD I GARWS 

60 MSNTTPGQIsIMVVAHIMPSRPPRACMGGTHS 

61 MASPRVRR 
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MYQAATKKMTKYRKPLQLAALAACKTTSFS SAASAWPSKI SIHT 
RAGDRPYMYCTSTIFWWRWSRPVDKAGK 

62 HAAVSLCSIPPTYILILKME 

63 MRQGGAPQVLVKPVEFIHVQPNHDPRGGRVLFNRKTSVSFSPHV 

64 MCQLPLVLISWMFCLEPGERRPAKLSVL 

6 5 MTTTLAHAPC IEK 

66 MMSMMTSGTRIT 

67 MVWGDQFIIMSHAIRCPVMVPRMEQLHSCTNQWCSGEim 

6 8 MSMCVRKPCVRAPRCCTATFGETGIQHRDVFPTLSHGTHPGTWRTAA 

69 MLSLEQSLVTM 

7 0 MVI QD SRASKKI EKEQPGRF PVA 

MYPMRSAKPHVRVSMTLPTLRDLCRGSLGPQEGREPRGDRSHPAQPSPSFPYRGQGYPG- 

7 1 F PQDL PVERRSLGMGWRL PRGWDRS evflwrt pnlgplrgnkyt pptiwpp pgnlt scgrrl vfllvfl 
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Table 2g (Seq.ID Nos . 360 - 404) 
HCV 2b ncOrf 's 1- 3 
Genbank Accession No.: AB030907 

No. Sequence 

1 MGATLRHE SL PC EEKLS S RRKRL AMALV 

METRVAVGQVGSC PLAGLVLLGAPATPGIDHAIWAGS STPSRVVLPI SWGTSLSLAPLSEAS PEL- 

2 WHTVLGSWKTG 

MQRGIYPVALFLSSYLLFCRALQCQCLQWKSGTSALATTPLMIARTTASPGSSLTQFSIFLDVSHARMT- 

3 MVPCAAGYK 

4 MRPPI PPARQWAGPLGALLASL SLVPNRTSN 

5 MTACTRVSWPPCFMPTNSTALAAPSVCLPAVGV^IFVSGGEPWNTRPTSPMLKT 

6 MLPMLSVEQGPG 

7 MDFLQLLRNTS 

8 MGRCGSSSFLRRPGT 

9 MTTS PPCQLGRPRVCGTWRLPWSL SC SAQWRRRS SCGGLRQWHVETSCMASRFPRG 

10 MATPPRGGSS 

11 MSRPGRSRFCPPSHNPSWGHLFRGFSGRYITGLVTRPWLAPEDQSPRCTPAQRGTSWDGLVPPGLSH 
MIDGVHCCRQGLSQPSKDHPEDPCSALGDTPWACSERPCAPGWPNLLTSSRLNLSTSLDGRPVFLT- 

1 2 TARHQLC PKLTRWATCTHRQVAGRAPRSLPHI PVRGIKC SC 

13 MASFSRMEAAQPAPMISSSATSAIQWTLPPSLASEQSLTRLRPQVLGWWF 

14 MRARSLFMARLSL 

15 MS SQQPFGAWASMPS PTTGVSTS PIiYQLKGT 

16 MSHQAKGRLGCSTA 

17 MMPGQLGTSLRLLRLR 

18 MPTSSPRRSKEEITLRI^ 

19 MIRWLWPLTRKSYMRPLMRWKNAPPKPPSLRKGSGWRRCLNLRY 

20 ML PLLTT WR S LT PRC A 

21 MIVTWWMPTF SWEAM 

22 MIVSLLYHQST 

MWRGSLGRWQTKCSALSKTPMTPVTPLGRIPEETASSSPLARLPLQMRDHCPPCLPLRGSRGTLT- 

23 WSLSQRDPLPLPRGSVRSSTRTLSRGLQSPIKRILLSAAPCHTPGQEPS 

24 MTQSCRTLSGL PLRLVRG SSQ 

25 MRCSVLIPPRAEKSQLASSYTLTLGSGCAKRWPFMTLHKSFPRQ 

2 6 MGSNTLLQNG S I F S SKLGEVRRTQWGSHMT PAAS TQP SRRGT 

27 MGLTPSHCTHTLPTNSHGWQRLSGNLERLPLERGRVGRVIi 

28 MPDPAYYSFAYSYLA 

29 MNHSPVRNYCLHAESV 

3 0 MSGHLGVPPQDC 



AA 
28 



76 

78 

31 

54 

12 

11 

15 

56 

10 

67 

108 
50 
13 
31 
14 
16 
17 
44 
16 
15 
11 



114 
21 
44 
42 
40 
15 
16 
12 
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MGHDAELOTNSYHDPRIiRCSCSRVGPGNCLRRPLGCGIWLGLFLHAGSVGQGHCHPPSCCGSGCDHLF- 

31 HRRD S GPDRWELC WPL 

32 MRYRPSSVGLRAGLLLYS 

33 MRSTTLPH 

34 MHRKFHHLQGADVCRGGGA 

35 MQFHTRRPLQIGR 

3 6 MLLLRPTGT I YWPVAPS PKHRGRAVPLWTF SSC YEIHRKVGMGGPPFPVAGRRQDLCMPLDAHHTGP S 

37 MGSPPGGPRGA 

3 8 MWRHPAWPPGFREAR 

3 9 MGPGWGGASRRGSLLPGDRLHLHHWPHTPE 

40 MRLQSRPH 

41 MAQDRTILGQTHVELHQWHTVPGGTLHLTGKSRSGINDGFQRRIN 

42 MFGVLAPGHLGVGMFHSHRL 

43 MRSKHLGPRPLGHHEKNRPEDLPKHVAGNLPHQLLHRRALCAKTPS 

44 MWARGGEVANQPSE 

45 MSWQPPGPPLPGEP 

46 HCV polyprotein 



84 
18 
8 

19 
13 
68 
11 
15 
30 
8 

45 
20 
46 
14 
15 
15 
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Table 2h (Seq.ID Nos. 405 - 479) 
HCV 2b ncOrf ' s 4-6 



AA 

No . Sequence 

1 MRLTDLSQLAVTRAKMEPPRKEEKKKIRKKRKKKKNKKKKKKKKEN 4 6 

2 MCAMRRRQAHVAFQLWPAGLVD 2 2 



8 

13 



3 MSWCSPCW 

4 MRTPLGPSYFPKL 

5 MSRSQEGCSLDGPREWPVGTFSSWSSTLMVQKAHDHPLPQSWNRGSQERSPWSRTQFGSHRLP 64 

6 MPFYGWYR 8 

7 MPLRDFPVRWRVPPGTVCH 19 

8 MMTAWLAVCPGPVLWPWGGLVS 2 3 

9 MRHTCKCPIAPSQFSLYVDYGRQRPEGQSEW 31 

10 MRQGPWC S SRYLSVRAGS PPGKFGAQLVACCCQKNWASV 39 

11 MHPVYHLSSGPE 12 

12 MPLSQPPTR 9 

13 MAPWETL 8 

14 MWPRGPLCPIiSTRPP 15 

15 MHRSWRLPATGKGGPPIPTLRCIS 24 

16 MATPPTQWWSAAVDSADPYPYLPICSGLRV 30 

17 MLQRIYAPPPLHTSAP 16 

18 MDNATVCKGSLSGTWGSTRALLHT 24 

19 MALGGNASSTASCIiQHW 17 
2 0 MGHIQEDGELR 11 

21 MALPGGGGLEAVRHSY 1 

22 MICRETSYGTLCSHAAHGPFTASRD 2 

23 MPTPTLSRSRQRSNRRGRACDTL 2 

24 MS P P P APT VNHPDKSRRL ASGNGVSIj S F VFTAQLKR 3 
MMSEALTARARLFHALRGGAPSFLRVAATRESSWGEYVCNEKAS SPC SLSIMAGRS SGLTEYTAPY- 
ISKLRFWFRVSWASSMEKKWVIMTIRTQIVGAYWMMLPSQELTGECLTVSQAAR- 

VIGWGSLVKKYRRRPRESSATDTFEEQDVISSKSYSGLGRSPGGAEYLVIASVKALRFRSSSSLPWLSE 

25 MTTRSSPHTSIVGSTIPAALHAARALM 21 

26 MVF PMLWKT PL ARQRL 

27 MDSSVLMSLiSWVESKQRVSYENPIGSFLLPQALRRKSTRSAGEYWNP 4 
MRRAGFFPPLAGSIQNTSFLAMAWSIGVCWSSRRSSHTDRMWLTAPLDKLRTSFAPNPYRDLAEWG- 

28 GVNAQAS STERSL ALTLEAARLTSCKTES 

29 MRAPVQEYDMEQQITESS 

3 0 MTSHSPSEGGADLAGSNSRSGSPGSPSRGGMEDSDPASEAAVSPEGCWTLSPPVSAPVE 5 



1' 



9 
1 
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ME SRE SRT I TLE SD S IRVT S PPMKRLASTMSQ S YAVLWVVQVAFKDGAD S WL AEELAC EGGDPLASR- 

31 LAAVSAVMWDGSVlSnyiEAlSrTSVSGSGSQGS 
MGKVPCHMFRQVFGPVIFM\7"PKRTWPEMFAPHEHRVVMTPVPAHTPIjYPFW 

32 sqflksvrmehthsqmsrsqdpehgtgqssviqacsllsklvivselntcvtrseasdsat 

mtpttkapgdkiagrrfttsstegfsplmilka^ 
pvapaggaiweanhppmmfkrm^ 

CLAQNC S I LGHDDCMAGCMS WAC FVAC CRRPS ILDL S I SAIRC PS SMRAALEAHS SIS SKASYKI SL SGA 

33 ITT 

34 MRPMMEMQ PVARQ 

3 5 MTSRSACMHVAIYFVTGWVRVISLVTAPKRYRRGVGPVSVGFSLVRHFHITSHEGGGAFALAHTVA 

3 6 MCVRPVKTASQNSRWS 

37 MVKVG SRLK ST I 

38 MTESKSPVYPVIRASVATTTTSP 

39 MPRRAAASSSHFFFEWQNIRCLPPLMEARGIALP 

40 MLAWGVVTVPGGVAVARTT SLT PAVS AWSRTVPMPRMVVASTEWH S SQMMI S. 

41 MLGLIPWALDM 

MSRD STGMK S I DL AT PL AHTAALNKPT AC PLGQ STGP PDDPLRVERGLGD SNAPRL S S FLRTGMT S A- 

42 FRVTR 

43 MAPRRPRVC 

44 MGAKSFHPLEV 

45 MSPHATVSAPHTMTFFSIGLNTTGSTATARSRKPWAAQVDKGERWS 
4 6 MVINS IWI YLAP ARCLTRVHTRSRA 

47 MTATQMI PSRPPRASRGGTHC 

48 MDMIINMTSPSSPCSAASKA 

49 MKNHSGPLALAALAECKMMSFSSAASAWPSMMSIQRHAQ 

50 MVKFTVHG 

5 1 MRQGGAPHVLWPVPF I QVQ PNQAPRGGLVLF SRKTSVSL S PQL 

52 MSSTLVTLVSYSKVPHPIRKSSSPRQEDKRSGQPELLNLLA 

53 MK P VC KLr SL QLR AVRFMC QL PL VL I NWT F C WAP S LKR P AKL P TVR PTVAP VE 

54 MAMTLAHAPCMEK 

55 MVRVGDQF S IMSHAMRWPVI 

56 MEQLHSWVKLWRSGDTIRACDTIITAPHTSPTYRAEQTVAAITITSTCARRL 

57 MLLFEQSLVA 

58 MFLISTEDTGTVTHDRRASKKIEKEQPGKFLVA 
MYPMRSAKPHVMVSMTLPKLRDLCRGSLGPQVGRDPRGDRSQPAQPQPSFPYRGQGYPG- 

5 9 FPQDLPVERRSFGMGWRLPRGWDRSEVFLVARTPNLGPLRGSK 

60 MRHAVKDVAPAGAHGEPPG 

61 MLVFQEVLPHGPDWNGPPG 

62 MEPHKRVTQRADWQLLLLGPTWCYEGSCPGV 

63 MGGTGSLQGRGGQLAR 
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43 



23 
13 
41 
8 

59 



6 4 MLRDLNVLRRCHPPNSGL I IRRGFWHTRPFCVTIDGEGSLPHV 

65 MVSPRGKGDQSVHPLDRPLSLADVAAQDCCANDSHYQGARGQNSR 45 

14 

66 MGQGNLVGHGTQAV 

67 MTKGHLL YVS VGS C HRTGGRGCG 

68 MALVADDD 1 1 GAG 

6 9 MQDVSTCHCLSPPHDDLLLHWAEHDRLHGNRQVPQTLGRPS 
7 0 MSHQGTHS 

7 1 MLHPPYIHPHLEDGEIYGAWIMPQSVRVVYQAPGGQPGPCSTLNIGSIWVLPKTVCRAQ 
MPAVRPHVFNIGDVGLVFQGS PPDTKI IQPTAGRQTLGAARAVEFVGIKQGGHETRVQAVI AVEGG- 

72 PVYVPAAVGID 

73 MAAEDNFQDQLGNTS SVGEDHGKSW 
MTLVDGTVALLGKVVAFWRYYKSLRHDHHGPTH I SHVQSRADRS CHYDH I DVC S QWS EC T AVF Y SHI R- 

7 4 CYLYPAAQGTIVILAWDTSRKMENCVSELPGDAWRAI ISGWASADVPDFH 

MPGVAGAPSRTRPARGQEPTCPTATLVSIQRPRISWLSPGLAGGAPIFRDGLASPTRLGSLGSLP- 

CRAHTQPGAPARQQWSANDLAATRELDVLWAAVCVSFGFSLRFRICAHGARSTRPP- 
7 5 GALASTLSGSTTRPFATQRYSASSLAGARPNDRT 



77 
25 



122 



156 
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Table 2i (Seq.ID Nos. 480 - 517) 
HCV 3a ncOrf 's 1-3 
Genbank Accession No.: AF046866 



No. Sequence 

1 MALVRVSCSLQAPPSRESHSGLRNR 

2 MVMRAAGGQGGSCPRAAPVHL 

3 MRPMTSFCTHPAAYLVFRTTIYPRAGPQ 

4 MPPEGIiLAFLWAPNPJSrCSWLTPMARGTSTALP 

5 MLTSPVLLMTNRTAGTTHLDLVKLSRHQVSAVLYTASHHRQWS 

6 MPRAC QPTPGVRMI PMC S CWS PCGLPWGGLGARG 

7 MGVGGIPEMSQTSSAPPTASGNILRPHTAGWRGPG 

8 MSNTFMALDIjAWWDGR 

9 mGRVKTALLSALGSWPSSASLPYHPGTSIGSAALYGGTSTPYVDASPPSKCGSPPYLHAGVGTVSSC 

10 mtigrwvgdcwprsqhtpsklgaflgll 

11 mvqvrersrapni prskctqm 

12 MPMSSLLGAGGTPQRACSVLDLSPVSKVPLEVLLCALRGMLQGSLiGLLCAPEV 

13 MPRPAAVKAQRSRPLTWHKDILFSC 

14 MGSTPTSALGTAPLQLVPN 

15 MNVMPKTLLAYWVSARS 

16 MCPSYQQQETS 

1 7 MRF PAANWAVRAEVD S VHTDMS P PVKDRLECLTRLF SVSAMTRAARGTI S S PLRPQSD 

18 MPTFCHRIiSSRDLTSRT 

19 MDLRPF YIGWGL SKMKSACHT P S QNT S WHACQLIWK 
2 0 MRWR SAHKPPRT S SKLRQ 

21 MELVSQAPWWLLRSWEENSPPLRTWSTCCPPYYLRVLSSSV 

22 MFPRAMLQRGSPHC 

23 MKZTQALWTTGCVSSGTGFVRCCPTSSHGSLLRLCQRSPGCPSFPVKRDTRACGGGTA 
MGPCGLQGRVHVLTCGTVLSPSMSTPPDPVH ILRG- 

24 PQKMSSSVRAKYRLLSSSLKWMG 
MTPSSRWLQSVSE^LPSILQPFLSGLGQTTILHCWTAGKLRIMYHQLSMDVPYH- 

2 5 HGALRRSLLLGGKEQFSWTVPMCPRRYVR 

2 6 MTPAALTQLSLNRTSGWKRRYTNAATIiNRRPGK 

27 MIWSWWPRVTASMRMGQP 

2 8 MLH S P PTTL S S SHLAPPT S PWHGTTRGGGT ITS PVMP PL P 

29 MDHSPVRNFCLHAESA 

30 MPSKAQQLQAHHFLQAGVGSLDRC 

31 MYSQFHIVQGEDVRGWVRAPVYRRLQLDQGGALRYRRS 
MGAEMGVRHPHFPPPSGPTRVRCPLADADDNTSRSSLGEPCHAERRRRCWDTRYRLVPGGLLCGW- 

3 2 RAGQTC PGGDLQ PDGPL AP S F ARPH AP PTGVC WG 
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33 MVEPVHHM 

34 MRVRPPSVGPPLTCTRE 

3 5 MRCHTTPTRRTWGGGGTVDEQAHRIRIPGQPRFTNALCSRERCCSEGHRIAEFSNCHKPAPAVTPVDQ 

36 MARGCQQLR 

37 MCLTTTGRSAGPS SSEEKNNSAGRFQCVRGVTCASGKI I SVLETAGRE 

38 MLIHASSRGRTGRSGLELRLLVHR 

39 HCV polyprotein 



8 

17 
68 
9 

48 

24 
25 
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Table 2j (Seq.ID Nos . 518 - 587) 
HCV 3a ncOrf 's 4- 6 



No. Sequence 

1 MESFNDCW 

2 MWEHLQSVEGNLPLTLRSASRRR 

3 MMSQQGVAEWADGQFLLLSTTO 

4 MDSWWYIIRSFPAVQQWRIVVWPSPDRKGWRILGRFLETLCSHRELGVISFGPQRFE 

5 MRPMRLASGLQRRS 

6 MRRVSQHRGQHRNIWFWLTGELRSYRVGIQPYRESDLLS 

7 MEVPHSAHFNVAVGSHAP 

8 MTGYCC p ARTACRHHAVP PPHALVSLLTGNEGQPGERWHNL SRE P 

9 MGGNPPPEYVEKHSLVGRQGTGD 

1 0 MLVPEGLKLLPVGSYYGLNDSLLLGGSLQQSKDFFLELVGYCLSLLDVRGGL 

11 MTHNHNAAD 

12 MAKDKVPPPLEQGYRYSLTVEGDLTFRAQGHFFDVRMWHSDAAWGSSCR 

13 MTF I TDNH I VC P PGATPVREKLTVGGI GQFGT SCNGAVP S ADVGVDP I GTRHERAKA 

14 MKVSYLIALWNSRRS 

15 MPRRAHNRTSRGTFETGERSRTEQARCGVPPAPSRDDIGIAGNQV 

16 MFGARERSRTCTMVNSPRNPPHCCT 
MQQWMLLAAVTIFDIAALPPGPVASGGKPVLEPTHEHPHLEQ 

1 7 PRTT PAVCGLRMF PE AVGGAEEV 

18 MIIKQPSYEPGVYGLITVQGSAVDVPRAIGVNQLQFLLGAHTKKASKPSGGMSCRATGGICYGIDP 

19 MGPGYYVEQGLGHPQDVRHRHTQSGEPIHHHIPSHSMS 

20 MTTYRSGGCSDVPDCHCRCHWGPARGYIWLNTRYAAGCVQNDVIGblHNTAIGTWGEDVEARRIPPL 
MREGSCDASHGGADERDVPHEVGESTRKGIDDFTQIAGPPPGVIWAPRWTGAARGQEPPCPPAAL- 

21 ITIEGPRVPGLSPGPASALTRLGDRLSSSAGL 

22 MARRFPREDRSSSQGSDPWWSVAS 

23 MSMTLj SRT PL PGRGAPWK 

24 MI F PLAHVTPRTHWNRPAELFF S SEEEGPAERPVVVRHIHGQLVVHNPELS SGPTVEDC SLA 

25 MNQESQPLFQTPPV 

26 MEGTHAQGGALPSRR 

27 MEGRNGGVSPHPLQ 

28 MDKVYWVRWCTH 

2 9 MYAALQAAWTHSSHDRLLLPRKDSVSTSRRPPATRPCIPFDRK 

3 0 MYRVYLGPYGHDVGCGKPHLGEQCGSRWKRWGPG 
31 MPPRSNPRPRETYRRWNRSVWHQL 

3 2 MDSAREQYILVPRKRPGPLCFYRCRSGHEGILPDSSVEQQEELNCQRKMGT 
33 MMDKAGLLAG 
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34 MGNAKAGMDSRPCSGVSTRAPHHTGCMWPQDVS 33 

35 MPGQLYKV 8 

3 6 MLRHRPLKT 9 

37 MDG SRAGTGATL PTR S PHYHRGAKGTRAE PRTGLRSD APWG 41 

3 8 MALPGGGGLEAARHSY 16 

1 A 

39 MPTPTVSRSRQSSK 

40 MS F PPT PTVNQMDK SNWPARGSGVSLVLVRTAQLKR 36 

41 MIAGKSSGVTE 11 

42 MEKKC VI I TMRTQMVGAYMMML PNQELTGV 30 

43 MSCSVTVESKQRVSYENPKGVFFEVHILSRRSTRC 35 

44 MMWGIGVVVSSSKSSQTE 44 

91 

45 MVSMRAFTLDARSFTSFNTVL ^ x 
MGSFSSSALHGVIRAPVQEYDIEQQTTLCSSLSLTVDQESQLKSGSPGSPSRGGMDEHDSESDSPPGEG- 

46 GTIiEWLDCVSTPEEELFSSCGFKDGNDFSASARNAADTLEPSS H 3 

47 MLLPISCRHNKLAFTSSASG 20 

48 MGKVPCHMLAHVRGPASRMDPFFT 24 

49 MKGS PGS AGI ILAE SHDLKSDSTEQTQ SQMIRSQS SLQGLG 41 
MSLFIHCTAPSPGPTCRRSMAAHITPTTRAPGDSMAGNRLTMSSAVGSSPPMXLKATKAPETPAPY- 

PARMSSKTLPRPI PPMAAPAKPLTTNAEELWGPAK - 

WVATH P P SMLKNI VWLVVRGLVTEAVNAI RDATAGLPGRVERP ARYWI PDTKFHI CLC QKAS S FC QLVAT 

50 MGSMTACCWVARCSNPRTFSLNWWAIA 198 

51 MYGAACEHS SIS S YC 15 

52 MHAMTYFVMGCDKQI SFWTGPNRYKRGVGPC SVGLSRTRHFHVS SQLGGGAC ARAHTVAW 60 

53 MEKVGSRLKSTYCSTATLQSMTESKSPVYPVMRASVAQTTTSPWGMTDTSRPL 54 

54 MLEC GTVML PGGVRVAKT VSLT P AVSA 27 

55 MKEPKPSVAATDGF STRTVYPC AT 24 
MNCRAFATPLVHTAALKI PATC PEGHI TGPPEEPIjRQARGIiGIi SKLAVES PLRRAG^OTS ASRVTKYK- 

56 S AE PQ AHG SRDL APGGAGH PTR S 90 

57 MTL I SMGLNI TGS VATAR SLRPAAAQC C I G ARW SYR 37 

58 ML SMI IWKYFPPITERTSMQRRTSTCARTK 30 
MTP SIjL PRASKGGTHTWRAD SHIjHMVYWFHHI RRP I QCL YQGDKVKK PKRAKTPAPRVAL S S PDH AYAR- 

59 WGSMRTSKARGQRPVRL 

60 MRMTNSHF SAHPTMPDPTP 
MFWWRCIRPVDSAGMGVKEQGSMASSWECNSGCCSLRSRSSISQRSPLVQLQAAVNRCSNPPTNILT^ 

61 NNVKLTVHG 

62 MQRGVNQGPAPHRLYVASGCFLKQSVGQKRSDSFPEFPPPP 

63 MS QGE APHVLTNPVEF I HVH PNHRP PGGRRD S SRNT S VS F APQV 

64 MLASVKGPHPCLKKVMGLQLLSIi 

65 MNPVFMD SLQFRAVLLMC HE PLVLT SC S FC WAPTLKRLVS PLVA 

66 MMIATLAQLPCME 



86 
19 



78 
41 
44 
23 

13 
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MPQWAPAIMSNKVWGTRRTCATAI PRAGNQFI 1 1 SQAIRC PERWPGYSEQLQVWTVWWR- 

6 7 RGHNVKAC PTRKTAPHI S PT 

68 MTSSASYTILIiLEQSLVRT 

69 MYPMRSAMPHVRVSMTLPKLiRDLRRGSFGPQDGREPRGDRSHPAHPQPSLP 

7 0 MVFLLVFLC GLG SVLMLHGIiRDL PGH S QAPYQAVPQGIj SRPNTTRLVI SRGHAQI SGY 
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Table 2k (Seq.ID Nos . 588 - 640) 
HCV 3b ncOrf ' s 1-3 

Genbank Accession No.: D49374, D26556 



AA 

No . Sequence 

1 MALVRVSCSLQAPPFRESHSGLRNR 25 
MSCRVGAHNWCAKQW 

2 PAVLAPAGAKMTPGVDPATWVRS S I P 

3 MRLAYICLPTTAPTGALCMRPTT 

4 MSQDIVWLGI 

5 MGHGTLTADP 

6 MVP VRTDH I AGT IH PD PVT 

7 MSVGP STALH PHRWWWAPL ILK AC QL I GLV 

8 MMPRLPAAGPGPGLRQGVW 

9 MNIDSQPPATGRGESAVILKIVTAVSNNHCSIQRLTR 

10 MPPSGPGCSCSSGSLPYHHGISTGLAVLSGGTSMPYAGVRPPCKYGSPPCLFEWGTV 58 

OTTCPPYRTGLPRVSKDWRWPRSPSSL^ 

11 TRRWDGAYC PRSQHTPSKLGDYLELLS PA 

12 MVLGRGLLLVTNGPRFKCTPMWTRTW 

13 MLHRDILS 

14 MGLTPTSVRGHAPSQPVPNS PTPHTASSS PMGWLEAPNT 40 

13 



15 MNVTRKTL P PYW 

16 MAKPSHWQ 

17 MTQWPGMTYNLLRPQCD 

18 MTPSCHRQNSRA 

19 MRCGNVSYA 

2 0 MMRWKIWPSLLLTSSKHRLSIjSNSRTKSSACCKGRANKKIjKFDP 

21 MGLGSPAP 

22 MYHQHTMS PRATRQQK 

2 3 MTSGTGSVSYLVTbRPGFRPRSCPRCQAYPFSHVKRGTREYGEGMG 

24 MAP S P SMNT PLGRVH P S PRT I TRVPCGA 

25 MSRCVGWGILITWWGPRTTA 
2 6 MLLLVSPF 

27 MQMGPSFHANPSRTSQC 

28 MGRMC PRH S L PWQRDL SRRRNRKGQ AH PP QE 

29 MLTLGPPSVTPKSRAWFAVLCHTPGLAP 

30 MTITKMYSRR 



91 
23 
10 
10 
19 
30 
19 
37 



97 
26 
8 



8 

18 
12 
9 

44 
8 

16 
46 
28 
20 
8 

17 
31 
28 
10 
9 

31 MFVPCPAKP 

32 MTSGRRRGYTWVTLNQRLGRQSALSQSTCTSGVPCITAKDSNAVIAAAALAASCLPALATQ 62 



33 MNHSPVRNFCLHAESV 



16 
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23 
15 



27 
10 



159 
9 



34 MTG S FLGT TR SMPGNLGVP PRDH 

35 MALAPPRF S PQLGPK 

3 6 MRALRKNRQQQHIVLDTDFTDGGRQAP 69 
37 MCVDEQYRVCKDLWGSPLQHLWGDEGH 
3 8 MPYRLFQEAP 

ML I YT YAP PVNRAHTPPPEHRGRAI PLWC WFCR SGLG S QVGVRRPRL P PS GGRTRVCGPLDDVTDF - 
SGGSSNGELGDAERPQRSGTTGLRDVPGCILRRMAHPGEARSADNLWFDRPVAPSPARPPAPSACLRLD 

39 GRRRCHHRGRGAPAPRVLYLITMV 

40 MGPPPACSR 

41 MAPTVPDLSIRPANSGTIWJSTYCHQPDR 27 

42 MSRARRYLHTGYRHGAGS SRD SRGE ADGTGNRDP SRQHHGAAS 43 

43 MSHTPEADSARPYSSPV 17 

44 MFPVCSLHRASTGYRSAIQGQSPRLAAKGEPTRS 34 

45 MAESGGVLATAHVELCERDPVPGRSLHTARQPCRGFPYGIiHRLCNQPPHNQPDYVIi 5 6 
MCCSVAPACRPWGRSSAVDEQTHSVRISGEPCITNTLCPRERRGSKSNSIAELSNRHPIASPVT- 

46 PVDQRGLS 

47 MSKGVQGSMARGWGDDNALPLWGRLYRTRKEWVHEDSRIRPLR 

48 MPGASARVLHRVRRSEAPPLCSSL 

49 MRTRAGRRSVNLDVARSCSHHRRHSGPAPCARFTSIGS 38 
MEGPNDRAARSSRVCLATNSSRTSASPPQKEDNQARWECVRGTPCPGREIFPVDET- 

50 GRDRHILLRSRYRIHR 

5 1 MQRRGGKTTYQSTQQLVAETPQSCLLYVI SKRRRTSEEGYL.RQTASAR 

52 MLSCPPPLRPVEVRV 

53 MRLSPLPR 

54 HCV polyprotein 



72 
43 
24 



73, 
48 
15 
8 

15 
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Table 21 (Seq.ID Nos . 641 - 712) 
HCV 3b ncOrf 's 4-6 



No . Sequence 

1 MAGSGTRHAVIIWVPADTDRKPTRKI 

2 MESFNDSW 

3 MFGDSRVKATSW 

4 MLHSLFGRVLEPVGRPHRCN 

5 MVIEHLQSVEGNLLLTCGGASR 

6 MRPVRLTSGFQ 

7 MQSYTEGDLVPQKGLTRRSIAVEPHSV 

8 MSIPHPTHLDITVGGHAPQGTRVIVRGDGCTRPSGVFIDGEGAMPHVSAEA 

9 MVP PRC ERYE S VH PLHC S F PRAYMP AQHC ST YH ANNQR SRG 

10 MPHDDDTTY 

11 MSQSGKHSLPEV 

MAE YKVS S SLDHC QWEGF AI KGD F S VTGE AHLLD I RMRHRDAAGRGRGC Q YRQ PH P ~ 

12 GCLC L I QHRAYTQYGGSVLRVTF I ADDHVI GASRTT PI GEEL AVC GVGEF GTGC DGAC PRTDVGVNP I GF 

13 MVNSPHDPPYCRTQEGLGGRGQHLHLTSHHVLXPTCQAGDNSSK 

14 MEQWLLLTAVTI FKI TAL S PRPVAGG 
MFMSSYEHSDLEYREVHSARIMPQSVRWYQTPWRKPGPGPAAGKRGIMVLPETIGRAFKVGLICFN- 

15 VLHPPIDVARGSPTSDYKPCTVHPHTSKPPALGGSQRGQQEDI 

16 MISDRRGGHTRVLDGHRR 

17 MSEGSCDAPYRGADERWPHEVGKSAR 

1 8 MPRRRLRSKMKS APSRRWAVGRLQGEQNIWSWPP 

19 MKTLRGSSSTSTS 

20 ML PRKRAGD P S PQMLAP S P P 

21 MVLLWRQSRSMT 

22 MTPRPILRQFRASHRTQRWILYLLLRRMCLSLPVSSTGKISLPGQGVPRTHSTHRA 

23 MKGAKEGCS PVWPR 

24 ME VNRAQ GAG PL WRR 

25 MKAGTHLHMNAILH 

2 6 MGFLGRRSWPPPRNEYPPPYAPRHNCRRSRATGHASNCARGRVYS AQWC IH 

27 MRERVCLAPWA 

28 MLLLLLPRRSRGHSVLVIHGSPEMRTL 

29 MLQVPLGVWL PNLQGC 

3 0 MVGSPLHERRQWLDMPPSMQSLGPAVLPVTRSGHLYESVR 

3 1 MLSVALWSQQWGHTRNNLRHSTHIAPPSQTCRTAAPLE 

3 2 MDLALGQNIPVQHKRRGLWCFCRFQWGREGILLGRTPGRQGGWNCH 

33 MLRSGTVGAIPSSCNRQPDPATTRGPTAPKRATRTRCLRRLLCLHPR 
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34 MRRRMQ PGTRKNP WPLR 

3 5 MSMAILASQSLNGAVWAHCGHDLQDHSALPSSSCRRLRIDVHVLLRTF 
3 6 MVCPHWDHLC 

37 MCCCCRFRRRARIRVSARSRRRPHTQC SCWSSRW 

3 8 MALPEGGGLEAARHSY 

39 MPTPTVSRSRQSSKWRVRARDTL 

MS F PPT PTVNQLERS SWPAVGNGVSLVLVRTAQLKRYRPHILAF P PWAMS LARTARARCLHARRG - 

40 GI P SFLRAPATLL SS VGE 

41 MIAGKSSGVTE 

42 MEKKWVINTMRTQMVGAKn^IFPNQELTGVWRAVSQ 

4 3 MAS VKARRAVLS S STPQL SD ITTKS SPQTRKDGFLRPAALLAAVALM 

MGPPMYSRSVRALIAFRASGSRSQHWYIPSSVLMSCSVTVESKQRVSYENPKGVFFDVHILRRC- 

44 STRCLGEYWNP 

MRRAGL.RPPFAGFTLNTSFFAIMWGIGVLLSSNKSSQTERIWFMALLDKERTSFALYPYFDRPEWG- 

45 GTREHASSKESRRPFTPDARSFTSIiSTFLi 
MAPVQEYDIEQQTTLCSSESLTVDQESASRSGSPGSPSRGGMDEYDSTSDSSPVSGESPDSAVDSVPT- 

4 6 PEEDVPVPSGFVDGKDLSARARSAADTFDPSSLIVLFLRGGGTGAGRVGGKAHP 

47 MGKVPCHMLAQRPDPAILMDPFLTCPVKSSPQGQRWITPSPRHTPLYPF 

48 MPGTLGMILAESQVLKSLSTIQTQSQMSCNQSPLQGLG 
MSLFIHCTAPSPGPTCRRESTTAAHITPTTNAPGDKMAGRRLTMSSWGSSPPMILKATRAPETPAPY- 

PAST S SNTL PMPMP PTAAP AKPLTTNAEDAAG PARC VATQ P PRMLKNI VWLVVRGLVTE AVKAI RE - 

49 ATAGLPGSVERPARYWI PLTKFHMCCC QNAS AF CHCDCTMGRI SASCWL ALC SKPRTL SLNC 

50 MTTQPTDKQ 

51 MQAMMYLVIGCVMQMSF 

52 MRH FHISS QHGGL AF ARAQT VA 

53 MPDGRSPGVTNRYI PGLPRPVRPLR 

54 MEKVGSRLKSTYCSTATLQSITVSKSPVYPVMRASVAHTTTSPDTGITDTSRPL 

55 MLPGGVAVASTVSLTPAVSA 

56 MVRVP VRMLG SIP 

57 MYVPKPRVAATDGFSTRTEYPCAT 
MNCRAFATPLVHTAALKIPTTCPEGHMTGPPEEPLRQDSGLVLSKLAVESPLRRAGRTSASR- 

5 8 VTRYRS EE PHVQG SRDLVPAGAGQ PTR S WSTLVY I 

59 MTPPTWPKKVWVAVDSTCTSPVTTFLSLPVRLVTIVPNSPRVCWAYAEIGDSRRHPIFL 

6 0 MS PQAAVS APQVI TL I S I GLKMTG S VATAS PLRP S AAQ S CMGDRWS YR 

61 MQIRINTWARTK 

MSKIREGYSRLASKITLSRLPRTSRGGTHTCKAASPLHMAYWFHQIRRPIQCLYHGDKVKNPRSRST- 

62 PAPMVASSSPVQA 

63 MCHAAQNATRYQT 

MFWWRCMSPVDRRRIGWEHGNISESWEWSSGCCSLRSRSSRSQRSPLVQLQAAENRCSCPPTNILTL 

64 NIEKFTVQG 
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6 5 MLQGGAPQVFTNPVTiFIHTHPNHRPWGGLKEVNKKTSDSFTPNL 

6 6 MLASVNGPHP 

67 MGIiQLDIRSGHPEELNL 

68 MCHDPFELTNCKF 

6 9 MI STMTTLAQLPCMEK 

7 0 MLLLEQSLVSKYRPDAFLYSRLDAGQVKQEKRARRKIEKEQPGRFPVA 

7 1 MSGMYPMRSANPHWVSMTLPKLRDIiRRGSFWPQLGREPRGGKSHPAQPQPSFP 

7 2 MLHGLRDL PGH S Q AP YQ AVPQGL SRPNTTRLVI SRGHAQI SGH 
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Table 2m (Seq.ID Nos. 713 - 752) 
HCV H77 ncOrf 's 1-3 
Genbank Accession No.: AF011751 

No . Sequence 

1 MGATLHHESLPCEELLSSRRKRLAMALV 

MAMRVAGGRDGSCL PVALGLAGAPQTPGVGRAI WVRS S I PLRAAS PT S WGTYR S S APLLE AL PGP - 

2 WRMASGFWKTA 

3 MQQGTFLVAL SL S SF WPC SLA 

4 MS PMI ALTRVLCTRRPMPSCTLRGVSLAFARVTPRGVGWR 

5 MP AAPRLGLLVSLHQAP SRT SN 

6 MK ALT PAG 

MPTEAASTNAPTAGTTLQDLVALCPQRACVARYIASLPAPWWWERPTGRARLPTAGVQMIRMSSSLTTP-- 

7 GHRWAI G S WPG 

8 MQH PWPGRTVLC P S SC S SALRGI 

9 MPSSYSCV 

MC I T I SPLFETGRTTACE I WPLWNQ S S S PEWRP S S SRGGQI PPRAVTS STAC P SL PVGARRYC - 

10 LGQPTEWSPRGGGCWRPSRRTPSRREAS 

11 MGYAGLSTTGPERGPSHHPRVLS SRC I PMWTKTLWAGPLLKVPAH 

12 MSFPCAGEVIAGVACFRPGPFPT 

13 MLPPAAVRAPRSRLRTQPRATRCWCSTPLLLQRWALVLTCPRPMGLILISGPG 

14 MPHPSWASALSLTKQRLRGRDWLCSPLLPLRAPSLCPILTSRRLLCPPPERSPFTARLSPSR 

15 MPWPTTAVLTCLSSRPAAMLSSCRPMLS 

16 MLSPGLNAGAGLAGGSQASIDLWHRGSAPPACSTRPSSVSAMTRAVLGMSSRPPRLQLGYERT 

17 MPTFYPRQSRVGRTFLTW 

18 MGQHPCYTDWALFRMKSP 

19 MRWKSALSTYRTSSKG 

2 0 MQRLSPLLSRPTGRNSRSFGRSTCGISSVGYNTWRACQRCLVTPPLLH 

21 MARAWRELL 

22 MFPPRTTCRRAMQPPASLPYSAASL 

23 MTPLTPSS 

24 MSGRSPYLQKFCGSLGDSPGPCPSGRGRTTTPR 
MAARYHLHGPLLCLRLGKSVRWSSPNQPYLLPWPSLPPKVLAAPQLPALRATIRQHPLSPPLLAAPPT- 

25 PTLSPILPCPPWRGSLGIRISATGHGRRSWGPTRKMSCAAQCLIPGQAHSSPRALRKNKNCPSTH 

26 MGQKTSVAMPERP 

2 7 MI P AVLT PQ SLRAT SVRRRQFTNWTWTPKPAWP S SP SLRGFMLGALL P I QGGKTAATAGAAEAAY 

2 8 MASAHFHSTVTLQVKSIGWPHASENLGSRPCELGDTGPGASALGFCPEEAGLPYVASTSSTGQ 

29 MPGPAGSGFAYSC SLQG 

3 0 MNHSPVRNYCLHAESV 
31 MPGDLGVPPQDC 
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32 MAPVSPWLSA 

MGYDDELVPYGSVGGSSAAPDPTSHHGHDRWCSLGSPGGHSVFLHGGELGEGPGSAAAICRRRRGN- 
3 3 PRHRGKCRPHHGWACWSPYTRRQAEHPTDQHQRQLAHQ 

3 4 MLDCLPRGRNEDHRITQGSCHPDVYQCGPRPCGLARSSRFPLIDTLYLRLLGPLPGHEARRCHSRAPAR 
3 5 MHVGRPGGRHEHLGARWRRPGCSGRVLPVNRLRGHSGQDRLVREAGNYT 
MDE PAJSJSLRL PGE PC F PHALRAGERC SRPRHCHTQQPHCNPAPE ATAS - 
3 6 VDKLGVYHSMLRFLAKGHLGLDMRGAERL 

37 MPVPDPI ARI FHRIGRGAPTQVCAPLQALAAGGGI IQSRTPRVPGGVAITLRARTGRSRVDVHAH 

3 8 MLLQRVSRPRRRWKEGLLPYP 
3 9 MPQKTWGPALASL.ETPGPERPR 

MWQVPLQLG SKNKAQTH SNSGRWP AGLVRLVHGWLQRGRHLS QRVSC PAPLVLVL PT P AR- 

40 C RGRHL P P PQ PMKVGVNT PA S 
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Table 2n (Seq.ID Nos . 753 - 822) 
HCV H77 ncOrf 's 4-6 



No. Sequence 

1 MICREASISTLCSHAAHGPFTASRD 25 

2 MIPPPAARACKGAQTCVGAPRPIL 24 

3 MEWYT PSLS TDAVAS GAGL Q 20 

4 MLQELPPRPRHTLQEC PRGPS PVQRCRWRRQLGQHPQRQ 3 9 

5 MKQWRGYQAALTGPPSIVSH 20 

6 MRPASRRARRTSSLSGRR 18 

7 MWHPWSGTRHKLLiCHKHLLSTRRRQGTCRRWST 3 3 

8 MSGNLEERASPQGLGPHWYTSG 22 

9 MRWS SFRPRGRQS S I PH 17 
MATESAPLTRQEQRRHTTRPPPCPVRMPAEATPAGAGGEATSRRGRRPLRAPTYPSDTTQSR-- 

10 RTRGRTQDRASRPGMDH 79 

11 MWLPDVCGSNQWGRARCCCPPLR 23 

12 MPCDDPLYGRDR 12 

13 MALPGGGVLEAARHSY 16 

14 MPTPAASRSRQNQNQRGRA 19 

15 MAALPPLDRSLARTLRARCLQARKGGTPSFLRHAATLLISPGE 43 

16 MIGGRSSGSME 11 

17 MRTLKKWVI SI ILAHSVGAlSnytlMIjPSQELTGVCLAVSHAAIjA RGWGSRVR 52 

18 MVQ S WS P AARQAAR ALM 17 

19 MATRAWGSRSQHW 13 

20 MSLSVTVESKQRVSYENPIGVFLDFHACTRNSTRCPGEYWNP 42 

21 MRRAGLRPPFSG 12 

22 MMWSIGVTLSSRRSFHTELMa^ATAFLAWQRTSFAP 3 6 

23 MGSFCSSAAHGVTSAPVQE 19 

24 MPEVEELPKLLVASSAKAVDRVDSVRTTVRFFRGGGTGGDRGGGSGQPWTTGGS 54 

MLPPISCLHRRLASMSSASGESWLAVQVALRDGADSW^^ 
VNTATSGSGSQGNCDPTGYSWSPTLNOT 

25 DT 140 
MGWPLHMFLQVLGPTILIVPFLTCPVISAPQWQRVCIMPSPRQTPLYPRWQDTKGIPGSCGMSLAF-- 

26 SQVLKSLSTSHIQSQMSLSQEPEHGWHSELIH 100 

27 MAVTRAAASLSGT 13 
MAGSRLTRS SVEGTS PLMILNATRAPATPAPYPARMSTRTFP S PTLPMAAPARPAPTKAVAAP- 
GAASWAATHPPNMLKRRWPWSGLOTAAVKAINEAMAGLPGSVDRP 

28 QLVWTAGVI T S AWRD AVCRRPRAFCLNC S AS 1 1 PC SMYGKC 173 

29 MTTQPVDRQYAARAARTPPTSTQVLW 50 
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3 0 MYARSLTWSAGVSSYQAQPAS 

31 MPEGRSPGATNL 

32 MPGFPLPVLPRR 

33 MVKVGSRLKSTV 

3 4 MRASVDTTTTSPLVGMTDTSRPR 

3 5 MPNATSFAASSSHFFFEWQKMRCLPPLI'TSRGIALP 

3 6 MLGWDTVTEPGGVAVASTTSLAPAVSAWSRTVPMPKMDVASVEWHSSQIIMS 
37 MGLPWIVLTPVLILGSTPWALDM 

3 8 MWPRFSTGIKSTALATPRVHTAALNRPTACPAGHNSGPPEEPFK 

39 MGRGE SRL PLL S PRRRTGMT S ACLVTR 

40 MTGPLGDAMVLVPAPW 

MHVARKVWVAVDTIWTSPSTWFLSRPVRLVI IHPRRPLVCWAYAVMGASNLHPLETI PS AGPS S - 
411 SWPLRAETGKPLMMSPHAAVS APHVMSLVS IREKTTGSTATARSRRPLC AQ SRRGWWLYT 

42 MARS SLVMSNTRVGCTTHMSKMTASRPPRTLRGGTHTC SCASTLVRKY 
MSNIIHKQEQTRASASRRNRRTTYSHLMAQDAMLDPTPYKYCTSTMFWWR 

43 CHCVVDSSWGLSSDLSDSSRSQRSPRVQLQAASSLCSTPPTYILTLN1W 
MHLGVIQGPEPHREWASGCDRKQSVGQSKVLLPTPPMTQGGAPHTLWPVEFIQVQPN- 

44 QLPSGGLVLLRTKTSVSFAPQL 

45 MCQLPLVLISV^FCLAPGWRPTSPAWRPAFPPWWVSASTPANSSSTTRTFAQFPTMEKYAMPART 

46 MSMMACGIRSS 

47 MASAASYTILELGQSLVTW 

4 8 MYPMRSAKPHVRVSMTLPKLRDLRRGSVGPQLGREPRGDRSHPAHPQPSLP 

4 9 MVHGLRDL PGH S QAPYQ AVPQGL SRPNTTRLAVLRGHAQ I SRH 

lyLRLTDLSQIjAVTRAKMEPPLKKGKRKEKKKERKEKKKEKKKKKKKKNRKWIjKRPECLPQPSS- 

50 VGEEVDAYPCSEQE 
MRHAVINVSPAVASREPTGQVQPASGRYWSEFEIiC SYCPVEEVLATYGSPAS SGQKPSADAPG- 

51 PVS P S S QGRD PKF S E ACGH P I DFTWRVTVE 

52 MESLNDWR 

53 MGHQYHPRPQCGGKHDYVA 

54 MATDVFCPIAKLGFG 

55 MWGRQAASFLYG 

5 6 MAVQNLQSVKCDFLLPLASTA 
57 MDHRWFWRLFPRLY 

5 8 MVGGASCIiERWSGQLiASRGAGHRRG 

59 MGGISEHGRQHGYVRFGLAR 

6 0 MSSDbSSTVAASWNAVSSPDPPIPALAGHKGNPRQLWHELGFQPGLKVAQHLAYPVPDVP 

6 1 MQS PQELGYSE AAEYGSDAGGC I ALRHWRGGNMVPPGGEGY 

62 MAGRGLQ E AEGLLL ELL S EHH PLLDVR 

6 3 MEGGFKADQTLPHLVPRWGRGLSPSAHGGLVRYQVRKVLPTLLCLG 
64 MSEARKDALPKFKMVLAHGKPRGVHVRS 
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MSSPLDHLEGDSLAVKGDLSGGGQSl^ 

65 GIRGVMjVTNYYVI STS 
MGLGHVSTKAQRCSNRGVEHQHLVA^ 

66 GWREHRGSHGCP 

67 MVTHIGASKRP 

68 MTSGYLPR 

69 MFAEAISGAEQGWAHPSDDTRGRSAHFGESS 
MTRYMAGIDRTIAVLRRPVAPGREGKQLTNKKDRPAQVPHVEGRAEGGAPDKQIDMTSKLRCGEFAVP- 

7 0 GGHRGGHRHPTPRGVTLANARDTPRSVQDGIGRLVHNTRVRAI IGDMVKPRGI AHLVG 
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Using Web-based computer software for the prediction of possible 
CTL epitopes for different HLA-alleles, every single ORF was 
analyzed for the existence of (possibly) encoded epitopes res- 
ulting in a (relative) cut-off value of 10 or more (according to 
Parker et al, mentioned above) . 



Strain 


Frames 


No. of epitopes** 

• ■' ; " '• • 


Epitope sequence listed 
in table 4 


1a 


1-3 


232 


Table 4a 




4-6 


511 


Table 4b 


1b 


1-3 


238 


Table 4c 




4-6 


512 


Table 4d 


2a 


1-3 


238 


Table 4e 




4-6 


626 


Table 4f 


2b 


1-3 


268 


Table 4g 




4-6 


561 


Table 4h 


3a 


1-3 


219 


Table 4i 




4-6 


528 


Table 4j 


3b 


1-3 


231 


Table 4k 




4-6 


507 


Table 41 


H77 


1-3 


293 


Table 4m 




4^6 


711 


- Table 4n 



Table 3: Number of epitopes (** for eight different HLA-alleles) 

In the following table 4, the exact (minimum) sequence of the 
eptiopes found with respect to the HLA alleles tested are given 
together with a (relative) score identifying the ability of the 
given epitope to be efficient in binding the given HLA type. 
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Table 4a 
la (1-3) 



No, Strain ORF Start 

1 HCV-la 1 14 

2 HCV-la 1 17 

3 HCV-la 1 16 

4 HCV-la 1 17 

5 HCV-la 1 17 

6 HCV-la 1 2 

7 HCV-la 1 15 

8 HCV-la 2 43 

9 HCV-la 2 53 

10 HCV-la 2 64 

11 HCV-la 2 64 

12 HCV-la 2 44 

13 HCV-la 2 26 

14 HCV-la 2 5 

15 HCV-la 2 32 

16 HCV-la 2 6 

17 HCV-la 2 51 

18 HCV-la 2 12 

19 HCV-la 2 32 

20 HCV-la 2 67 

21 HCV-la 2 67 

22 HCV-la 2 58 

23 HCV-la 3 9 

24 HCV-la 3 1 

25 HCV-la 3 11 

26 HCV-la 3 2 

27 HCV-la 4 16 

28 HCV-la 5 7 

29 HCV-la 5 19 

30 HCV-la 5 49 
- 31 HCV-la • 5- - 4 

32 HCV-la 5 8 

33 HCV-la 5 3 6 

34 HCV-la 5 33 

35 HCV-la 5 15 

36 HCV-la 6 11 

37 HCV-la 7 24 

38 HCV-la 7 51 

39 HCV-la 7 51 

40 HCV-la 7 29 

41 HCV-la 7 51 

42 HCV-la 7 12 

43 HCV-la 7 36 

44 HCV-la 7 32 

45 HCV-la 7 58 

46 HCV-la 7 22 

47 HCV-la 7 21 

48 HCV-la 7 58 

49 HCV-la 7 19 



AA HIiA 

10 B8 



9 

10 
9 
9 
9 
9 

10 
10 
10 
9 
9 
9 

10 
10 
9 
9 
9 

10 
10 
9 

10 
10 
10 
10 
9 
9 

10 
10 
10 
9 
9 

10 
10 
9 

10 
10 
10 
9 
9 
9 
9 

10 
10 
9 

10 
10 
10 
10 



B8 

B3501 
B3501 
B7 
B7 

A0201 
B4403 
B3501 
B3501 
B3501 
B3501 
B3501 
B7 
B7 
B7 
A24 
A24 
A0201 
A0201 
A0201 
Al 

A0201 
A0201 
A0201 
A0201 
B8 

B3501 
B3501 
B7 
B7 
A24 
AO 2 01 
A0201 
A0201 
A24 
B3501 
B3501 
B3501 
B7 
B7 
B7 
A3 
A24 
A24 
A0201 
A0201 
A0201 
A0201 



Peptide sequence 

ELLSSRRKRL 
SSRRKRLAM 
LSSRRKRLAM 
SSRRKRLAM 
SSRRKRLAM 
GATLHHESL 
LLSSRRKRL 
AASPTSWGTY 
RSSAPLLEAL 
GPWRMASGFW 
GPWRMASGF 
ASPTSWGTY 
TPGVGRAIW 
AAGGRDGSCL 
AIWVRSSIPL 
AGGRDGSCL 
TYRSSAPLL 
SCLPVALGL 
AIWVRSSIPL 
RMASGFWKTA 
RMASGFWKT 
LLEALPGPWR 
ALSLSSFWPC 
MQQGTFLVAL 
SLSSFWPCSL 
QQGTFLVAL 
SCTLRGASL 
RSFDVTSICL 
APPSVRPSTW 
TGRRKVAIAL 
- SPRRSFDVT- 
SFDVTSICL 
FLSANCLPSL 
GLSFLSANCL 
CLSGAPPSV 
GFSITTSSTL 
CPRRVCWRY 
RPPTAGVKMI 
RPPTAGVKM 
CWRYIASL 
RPPTAGVKM 
TAGTTPQNL 
SLPAPWWWER 
RYIASLPAPW 
KMIRTSSSL 
VLCPRRVCW 
AVCLPRRVCV 
KMIRTSSSLT 
NLAVLCPRRV 



Score 

16.000 
20.000 
10.000 
30.000 
15.000 
12.000 
36.316 
12.000 
10.000 
10.000 
20 . 000 
10.000 
10.000 
36.000 
12.000 
12.000 
200.000 
10.080 
24.380 
23.178 
76.694 
18.000 
70.794 
32 .181 
21.362 
18.930 
16 .000 
20 .000 
10.000 
40.000 
20„.000 
20.000 
226 .014 
21.362 
69.552 
20 . 000 
120 . 000 
16.000 
80.000 
20.000 
20.000 
12.000 
36.000 
18.000 
12.000 
111.499 
22.517 
18.837 
13.910 
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50 


HCV-la 


7 


22 


9 


A0201 


VLCPRRVCV 


118.238 


51 


HCV-la 


7 


58 


9 


A0201 


KMIRTSSSL 


53 .999 


52 


HCV-la 


7 


67 


9 


A0201 


TIPGHRWAI 


10.759 


53 


HCV-la 


8 


10 


10 


A0201 


VLPSSCSSA 


27.026 


54 


HCV-la 


8 


11 


10 


A24 


LYPSSCSSAL 


300.000 


55 


HCV-la 


8 


3 


9 


B7 


HPWPGRTVL 


120 . 000 


56 


HCV-la 


8 


12 


9 


B7 


YPSSCSSAL 


80.000 


57 


HCV-la 


9 


15 


9 


B7 


TACEIWPWL 


12.000 


58 


HCV-la 


9 


1 


9 


A24 


MFITISLLF 


21.000 


59 


HCV-la 


9 


15 


9 


A0201 


TACEIWPWL 


11.374 


60 


HCV-la 


9 


2 


10 


A0201 


FITISLLFGT 


62.877 


61 


HCV-la 


9 


7 


10 


A0201 


LLFGTGRTTA 


31.249 


62 


HCV-la 


10 


1 


10 


B4403 


MEWSPRVGGC 


12 . 000 


63 


HCV-la 


11 


13 


10 


A24 


RGPSRHPRVL 


27.000 


64 


HCV-la 


11 


5 


9 


A3 


GLSTTGPER 


12.000 


65 


HCV-la 


11 


14 


9 


B7 


GPSRHPRVL 


80.000 


66 


HCV-la 


11 


18 


9 


B7 


HPRVLSSCR 


20.000 


67 


HCV-la 


11 


18 


10 


B7 


HPRVLSSCRI 


80.000 


68 


HCV-la 


11 


14 


9 


B3501 


GPSRHPRVL 


20.000 


69 


HCV-la 


11 


18 


10 


B3501 


HPRVLSSRCI 


24.000 


70 


HCV-la 


13 


9 


10 


B3501 


APRSRLHMQL 


60.000 


71 


HCV-la 


13 


8 


9 


B3501 


KAPRSRLHM 


12 .000 


72 


HCV-la 


13 


9 


10 


B8 


APRSRLHMQL, 


16.000 


73 


HCV-la 


13 


6 


9 


B8 


AAKAPRSRL 


16.000 


74 


HCV-la 


13 


9 


10 


B7 


APRSRLHMQL 


2.400.000 


75 


HCV-la 


13 


5 


10 


B7 


AAAKAPRSRL 


81.000 


76 


HCV-la 


13 


6 


9 


B7 


AAKAPRSRL 


81.000 


77 


HCV-la 


15 


1 


10 


B3501 


MPHPSWASAL 


20.000 


78 


HCV-la 


15 


36 


10 


B3501 


CPIPTSRRLL 


20 .000 


79 


HCV-la 


15 


3 


10 


B3501 


HPSWASALSL 


20.000 


80 


HCV-la 


15 


46 


9 


B3501 


CPPPERSLF 


30.000 


81 


HCV-la 


15 


36 


9 


B3501 


CPIPTSRRL 


20 . 000 


82 


HCV-la 


15 


36 


10 


B7 


CPIPTSRRLL 


120.000 


83 


HCV-la 


15 


1 


10 


B7 


MPHPSWASAL 


80.000 


84 


HCV-la 


15 


3 


10 


B7 


HPSWASALSL 


80.000 


-85 


- HCV-la - 


- 1-5- 


-14 


.10- 


. B7 . ... - . 


KQRLRGRDWL 


.JSCL.000_ 


36 


HCV-la 


15 


8 


10 


B7 


SALSLTKQRL 


12.000 


87 


HCV-la 


15 


36 


9 


B7 


CPIPTSRRL 


80. 000 


88 


HCV-la 


15 


9 


9 


B7 


ALSLTKQRL 


12.000 


89 


HCV-la 


15 


22 


9 


A0201 


WLCSPPPPL 


98.267 


90 


HCV-la 


15 


9 


9 


A0201 


ALSLTKQRL 


21. 362 


91 


HCV-la 


16 


11 


10 


B3501 


CPSSRPAAML 


20. 000 


92 


HCV-la 


16 


11 


9 


B3501 


CPSSRPAAM 


40. 000 


93 


HCV-la 


16 


11 


9 


B3501 


MPWPTTAVL 


20. 000 


94 


HCV-la 


16 


11 


9 


B3501 


RPAAMLSSW 


20.000 


95 


HCV-la 


16 


11 


10 


B7 


CPSSRPAAML 


120.000 


96 




16 


17 


10 


B7 


AAMLSSWQPM 


27.000 


97 


HCV-la 


16 


1 


9 


B7 


MPWPTTAVL 


80.000 


98 


HCV-la 


16 


11 


9 


B7 


CPSSRPAAM 


20.000 


99 


HCV-la 


16 


18 


9 


A0201 


AMLSSWQPM 


22.569 


100 


HCV-la 


17 


52 


9 


B3501 


RPPRLQLGY 


80. 000 


101 


HCV-la 


17 


50 


9 


B3501 


SSRPPRLQL 


15.000 


102 


HCV-la 


17 


3 


10 


B7 


SPALNVGAGL 


80.000 


103 


HCV-la 


17 


38 


10 


B7 


SVSAMTQAVL 


20.000 
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104 


HCV-la 


17 


13 


10 


B7 


AGGSQASTDL 


12.000 


105 


HCV-la 


17 


47 


10 


B7 


LGMS SRPPRL 


12.000 


106 

•I* \J w 


HCV-la 


17 


33 


10 


B7 


STRPSSVSAM 


10.000 


107 


HCV-la 


17 


50 


9 


B7 


SSRPPRLQIi 


90.000 


108 


HCV-la 


17 


48 


9 


A0201 


GMSSRPPRL 


15.428 


109 


HCV-la 


18 


7 


10 


A0201 


RQSRVGRTFL 


11.913 


110 


HCV-la 


18 


8 


9 


A02 01 


QSRVGRTFL 


60. 000 


111 


HCV-la 


18 


5 


10 


B7 


YPRQSRVGRT 


20.000 


112 


HCV-la 


18 


5 


10 


B8 


YPRQSRVGRT 


16.000 


113 

•J- 


HCV-la 


18 


8 


9 


B3501 


QSRVGRTFL 


15.000 


114 

-L* JU 


HCV-la 


18 


3 


10 


B3501 


SPALNVGAGL 


20.000 


115 

JU J. 


HCV-la 

XIV* V *■ 


19 


7 


10 


Al 


YTDWALFRMK 


25.000 


116 


hcv- 1 a 

1 1 w V J- 


19 


6 


10 


A24 


CYTDWALFRM 


30.000 


117 


HCV-la 


19 


4 


9 


B7 


HPCYTDWAL 


80.000 


118 


HCV-la 


19 


4 


9 


B3501 


HPCYTDWAL 


20.000 


119 

-1- J* 


HCV-la 


19 


4 


10 


B3501 


HP CYTDWALF 


30 .000 


1 20 


HCV-la 


20 


6 


10 


A3 


ALSTYRTSSK 


20.000 


121 


HC V- 1 a 


21 


1 


9 


B7 


MARAWRELL 


180.000 


122 

-L- ad As 


HCV- 1 a 


21 


1 


9 


B8 


MARAWRELL 


16.000 


J- *-t -J 


Hcv- 1 a 


22 


3 


10 


B3501 


PPRTTCRRAM 


12.000 


124 

J. £1 *Jl 


HCV-la 


22 


3 


10 


B7 


PPRTTCRRAM 


30.000 


125 


HCV- 1 a 

I i V V J- 


22 


16 


10 


B7 


ASLPYSAASL 


12 .000 


12 6 

-L. 4-i O 


HCV-la 


22 


10 


9 


B7 


RAMQLPASL 


36.000 


127 


HCV-la 


22 


10 


9 


A24 


RAMQLPASL 


14.400 


x ^ 0 


HCV-la 

1 1 V> V ^X. 


22 


17 


9 


A0201 


SLPYSAASL 


21.362 


129 

•X, £1 


hcv— la 


23 


19 


9 


A24 


RYGGCLQRN 


12.000 


130 

JL J V 


HCV- 1 a 

V -X. tx 


23 


19 


10 


A24 


RYGGCLQRMT 


12.000 


131 
j. j j. 


HCV-1 a 


23 


3 


10 


B8 


TPRAPVPPFL 


16.000 


132 


HCV-la 

11^ V -x- d 


23 


3 


9 


B8 


TPRAPVPPF 


60.000 


133 

>L <mj W 


HCV- 1 a 


23 


3 


10 


B3501 


TPRAPVPPFL 


60.000 


134 


HCV- 1 a 

1 IV V -x. tx 


23 


15 


10 


B7 


TTRSRYGGCL 


40.000 


135 

■1* *J 


HCV-la 


23 


3 


10 


B7 


TPRAPVPPFL 


800. 000 


136 


HCV-la 

XXV V -X- v*. 


25 


33 


9 


B3501 


WPSSPPEAL 


20 . 000 


137 


HCV-la 


25 


72 


9 


B3501 


SPIPPCPPW 


10.000 


138 


HCV- 1 a 

X IV V *x_ v*. 


25 


96 


10 


B3501 


RSWRPTRRM 


20.000 


— 13 9 


HCV-la- 


• 25 


16 - 


- 10 


B8 - 


... LGRSGRWSSL 


_16.._Q.QP. 


140 


HCV-la 

1 X V V -L. Ci, 


25 


2 


10 


B8 


AARFHLQSPL 


16.000 


141 


HCV-la 

X 1 V- V -x- 


25 


2 


10 


B7 


AARFHLQSPL 


360.000 


142 


HCV-la 

IIV V 


25 


16 


10 


B7 


LGRSGRWSSL 


40.000 


143 


HCV-la 


25 


65 


10 


B7 


APPTPTLSPI 


24.000 


144 


HCV-la 


25 


123 


10 


B7 


APRKNRNCPS 


12 . 000 


145 


HCV-la 


25 


40 


10 


B7 


ALAAPQLPAL 


12.000 


146 


HCV-la 


25 


75 


10 


B7 


PPCPPWRGSL 


12.000 


147 


HCV-la 


25 


33 


9 


B7 


WPSSPPEAL 


120.000 


148 


HCV-la 


25 


63 


9 


B7 


LAAPPTPTL 


18.000 


149 


HCV-la 


25 


41 


9 


B7 


LAAPQLPAL 


12.000 


1 5n 


v iu 


25 


50 


9 


B7 


RATIRQHPL 


12.000 


151 


HCV-la 


25 


4 


9 


A24 


RFHLQSPLL 


40.000 


152 


HCV-la 


25 


54 


9 


A24 


RQHPLSPPL 


11.520 


153 


HCV-la 


25 


83 


9 


A24 


SLGIRILAT 


17.140 


154 


HCV-la 


25 


104 


9 


A24 


RMSCAAQCL 


15.428 


155 


HCV-la 


25 


62 


9 


A24 


LLAAPPTPT 


12.668 


156 


HCV-la 


25 


45 


9 


A24 


QLPALRATI 


10.433 


157 


HCV-la 


25 


40 


10 


1 A0201 


ALAAPQLPAL 


49.134 
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158 
159 
160 
161 
162 
163 
164 
165 
166 
167 
168 
169 
170 
171 
172 
173 
174 
175 
176 
177 
178 
179 
180 
181 
182 
183 
184 
185 
186 
187 
188 
189 
190 
191 
192 
-1-93 
194 
195 
196 
197 
198 
199 
200 
201 
202 
203 
204 
205 
206 
207 
208 
209 
210 
211 



HCV-la 

HOT- la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-l-a- 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 

HCV-la 



25 

27 

27 

27 

27 

27 

27 

27 

27 

27 

27 

27 

27 

27 

28 

28 

28 

28 

28 

28 

28 

28 

28 

29 

29 

29 

29 

33 

33 

33 

33 

33 

33 

33 

33 

33 

33 

34 

34 

34 

34 

35 

35 

35 

35 

35 

35 

35 

35 

36 

36 

36 

36 

37 



62 
33 
2 

38 
36 
35 
38 
36 
38 
2 

15 
36 
38 
42 
48 
48 
31 
37 
19 
3 

44 

25 

46 

3 

1 

3 

5 

50 
47 
47 
5 

36 
17 
36 
18 
_ 41 - 
33 
14 
23 
19 
5 
5 
1 

11 

3 

4 

11 
19 
5 

15 
17 

4 

16 
3 



10 A0201 
10 B3501 
B3501 
B3501 
B3501 
B3501 
B8 
B8 
B7 
B7 
B7 
B7 
B7 

A0201 
B4403 
B4403 
B4403 
B3501 
B3501 
B7 
A24 
A0201 
Al 

B4403 
B3501 
B3501 
B7 

B4403 
B4403 
B4403 
B4403 
B3501 
B7 
B7 



10 
10 
9 
9 

10 
10 
10 
10 
10 
9 
9 
9 
9 

10 
10 
10 
10 
10 
9 
9 
9 
9 
9 
9 

10 

10 
10 
9 
9 
9 

10 
9 
9 
9 

10 
9 

10 

9 

9 

10 
10 
9 

10 

9 

9 

9 

9 

9 

9 

10 
10 
9 



B7 

B7.~ .... 

A0201 

B8 

B7 

B7 

B7 

B3 501 

B7 

A3 

A24 

A0201 

Al 

B3501 

B3501 

B4403 

B3501 

B8 

A3 

B3501 



LLAAPPTPTL 

WPSSPSPRGF 

IPAALTPQSL 

SPRGFMLGAL 

SPSPRGFML 

SSPSPRGFM 

SPRGFMLGAL 

SPSPRGFML 

SPRGFMLGAL 

IPAALTPQSL 

SVRRRQSTNV 

SPSPRGFML 

SPRGFMLGA 

FMLGALLPI 

EEAGLPYVA 

EEAGLPYVAS 

CELGDTGPGA 

GPGASALGFW 

WPHASENLGY 

SAHFHSTVTL 

GFWPEEAGL 

NLGYRPCEL 

WPEEAGLPY 

GPAGSGFAY 

MPGPAGSGF 

GPAGSGFAY 

AGSGFAYSCL 

GEGPG S AAAI 

GELGEGPGSA 

GELGEGPGS 

DELVPYDGV 

SPGGHSVFL 

SAAPDPTSHL 

SPGGHSVFL 

AAPDPTSHL 

SVFLHGGEL. . 

SLGSPGGHSV 

GARWRRPGC 

FGRVLPVNRL 

PRGCFGRVL 

RPGGRHEHL 

LAKGHLGLDM 

MLRFLAKGHL 

GLDMRGVER 

RFLAKGHLGL 

FLAKGHLGL 

GLDMRGVER 

RPGCFGRVL 

RPGGRHEHL 

GGLPLRDGY 

LPLRDGYDY 

VCRGIRGDKA 

GLPLRDGYDY 

VPGPIARIF 



36-316 
20.000 
20.000 
60.000 
20. 000 
10.000 
16.000 
16.000 
800.000 
80.000 
10.000 
80.000 
^20.000 
294.957 
12.000 
12.000 
12.000 
10.000 
60.000 
12.000 
24.000 
21.362 
56.250 
13-500 
20.000 
40.000 
12.000 
12.000 
12.000 
12.000 
24.000 
20.000 
18-000 
80.000 
54.000 

20.000 . 

69.552 

16.000 

60.000 

80.000 

80.000 

18.000 

40.000 

12.000 

60.000 

98.000 

10. 000 

40.000 

40. 000 

12.000 

60.000 

16.000 

36.000 

20. 000 
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212 


HCV-la 


37 


1 


10 


B7 


MPVPGPIARI 


12.000 


213 


HCV-la 


39 


8 


10 


B3501 


RPRRRWKEGL 


120.000 


214 


HCV-la 


39 


8 


10 


B7 


RPRRRWKEGL 


800.000 


215 


HCV-la 


40 


1 


10 


B3501 


MPQKTWGTAL 


20.000 


216 


HCV-la 


40 


1 


10 


B7 


MPQKTWGTAL 


80.000 


217 


HCV-la 


40 


4 


10 


A0201 


KTWGTALASL 


19 . 824 


218 


HCV-la 


40 


12 


9 


Al 


SLETPGPER 


18.000 


219 


HCV-la 


41 


26 


10 


A02 01 


GLVRLVHGWL 


15.274 


220 


HCV-la 


41 


22 


9 


A24 


RWPAGLVRL 


12.000 


221 


HCV-la 


41 


65 


9 


A3 


HLPPPQPVK 


45.000 


222 


HCV-la 


41 


29 


9 


A3 


RLVHGWIjQR 


12.000 


223 


HCV-la 


41 


27 


9 


B7 


LVRLVHGWL 


200.000 


224 


HCV-la 


41 


47 


9 


B7 


CPAPLDLVL 


80.000 


4k ** •J 


HCV- 1 a 


41 


57 


10 


B7 


TPACCRGRHL 


80.000 


226 


HCV-la 


41 


42 


10 


B7 


SQRVSCPAPL 


40.000 


227 


HCV-la 


41 


44 


10 


B7 


RVSCPAPLDL* 


20.000 


228 


HCV-la 


41 


57 


10 


B8 


TPACCRGRHL 


16.000 


229 


HCV-la 


41 


47 


9 


B3501 


CPAPLDLVL 


20.000 


230 


HCV-la 


41 


57 


10 


B3501 


TPACCRGRHL 


20.000 


231 


HCV-la 


42 


3 


9 


B7 


WQQPPGPPL 


30.000 


232 


HCV-la 


42 


2 


10 


B7 


SWQPPGPPL 


30.000 
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Table 4b 
la (4-6) 



No. 


Strain 


ORF 


Start 


AA 


HLA 


Peptide secpience 


Score 


1 

MM 


HCV-la 


1 


15 


9 


A24 


TYVGAPRPI 


75.000 


2 


HCV-la 


1 


16 


9 


B7 


YVGAPRPIL 


45.000 


3 


HCV-la 


1 


8 


9 


B__3501 


RACRGAQTY 


12.000 


4 


HCV-la 


1 


15 


10 


A24 


TYVGAPRPI L 


300.000 


5 


HCV-la 


1 


6 


10 


B8 


AARACRGAQT 


16.000 


6 


HCV-la 


2 


11 


9 


B7 


GAVASGAGL 


12.000 


7 


HCV-la 


3 


5 


9 


B7 


LPPRPRHTL 


180.000 


8 


HCV-la 


3 


8 


9 


B7 


RPRHTLQGC 


20.000 


9 


HCV-la 


3 


5 


9 


B_3501 


LPPRPRHTL 


20.000 


10 


HCV-la 


3 


8 


9 


B_3501 


RPRHTLQGC 


12.000 


11 


HCV-la 


3 


8 


10 


B7 


RPRHTLQGCL 


800.000 


12 


HCV-la 


3 


8 


10 


B_3501 


RPRHTLQGCL 


120.000 


13 


HCV-la 


3 


3 


10 


B_4403 


QELPPRPRHT 


16.000 


14 


HCV-la 


4 


10 


9 


A_0201 


ALTSPPSIV 


28.516 


15 


HCV-la 


4 


2 


9 


A_0201 


KQWRGYQAA 


21.949 


16 


HCV-la 


4 


2 


10 


A_0201 


KQWRGYQAAL 


62.920 


17 
j- / 


HCV- 1 a 


5 








NO HITS 




18 


HCV-la 


6 


12 


10 


A_0201 


LLCHKRPPST 


12.668 


19 


HCV- 1 a 


6 


3 


10 


B7 


HPWSGTRHKL 


120.000 




HCV-la 


6 


3 


10 


B_3501 


HPWSGTRHKL 


20.000 


21 


HCV-la 


7 


4 


9 


B7 


GPWCFCRCL 


80.000 


22 


HCV-la 


7 


18 


9 


B7 


EPPGSSGAL 


80.000 


23 


HCV-la 


7 


4 


9 


B_3501 


GPWCFCRCL 


20.000 


24 


HCV-la 

X v *x» 


7 


18 


9 


B_3501 


EPPGSSGAL 


20.000 


25 


HCV-la 


7 


18 


10 


B7 


EPPGSSGALL 


80.000 


26 


HCV-la 


7 


18 


10 


B„3501 


EPPGSSGALL 


20.000 


27 


HCV-la 


7 


4 


10 


B_3501 


GPWCFCRCLW 


10.000 


28 


HCV-la 


7 


23 


10 


B_4403 


SGALLVERSY 


18.000 


29 


HCV-la 


8 


12 


9 


A_0201 


QGLDLHWYT 


30.440 


30 


HCV-la 


8 


6. 


9 


B7 


AERASPQGL 


12.000 


31 


HCV-la 


8 


8 


9 


B7 


RASPQGLDL 


12.000 


32 


HCV-la 


8 


10 


9 


B_3501 


SPQGLDLHW 


10.000 


33 


HCV-la 


8 


10 


10 


B_3501 


SPQGLDLHWY 


60.000 


34 


HCV-la 


8 


10 


10 


B_4403 


SPQGLDLHWY 


13 .500 


35 


HCV-la 


9 


2 


9 


Al 


VTELAPSTR 


22 .500 


36 


HCV-la 


9 


51 


9 


B7 


APTYPSDTM 


90.000 


37 


HCV-la 


9 


41 


9 


B7 


TSRRRCRPL 


40.000 


ft 


11 V- V J- a. 


9 


41 


9 


B8 


TSRRRCRPL 


80.000 


39 


HCV-la 


9 


51 


9 


B_3 501 


APTYPSDTM 


40.000 


40 


HCV-la 


9 


41 


9 


B_3501 


TSRRRCRPL 


15.000 


41 


HCV-la 


9 


2 


10 


Al 


VTELAPSTRR 


22.500 


42 


HCV-la 


9 


40 


10 


B7 


ATSRRRCRPL 


12.000 


43 


HCV-la 


9 


45 


10 


B_3501 


RCRPLRAPTY 


12.000 


44 


HCV-la 


9 


50 


10 


B_3 501 


RAPTYPSDTM 


12.000 


45 


HCV-la 


10 


14 


9 


B7 


SAGCCCPPL 


12.000 


46 


HCV-la 


11 


3 


10 


Al 


CGDPLYGRDR 


12.500 


47 


HCV-la 


12 


8 


9 


Al 


VLEAARHSY 


45.000 


48 


HCV-la 


12 


1 


9 


B7 


MALPGGGVL 


12.000 
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49 


HCV-la 


12 


2 


10 


A_0201 


ALPGGGVLEA 


11.426 


50 


HCV-la 


13 


2 


9 


A_0201 


RLTDTjSQLA 


20.369 


51 


HCV-la 


13 


71 


9 


A_0201 


SVYPNLHRL 


13.757 


52 


HCV-la 


13 


68 


9 


A24 


RGRSVYPNL 


11.200 


53 


HCV-la 


13 


68 


9 


B7 


RGRSVYPNL 


40.000 


54 


HCV-la 


13 


71 


9 


B7 


SVYPNLHRL 


20 . 000 


55 


HCV-la 


13 


2 


10 


A_0201 


RLTDLSQLAV 


285.163 


56 


HCV-la 


13 


70 


10 


A24 


RSVYPNLHRL 


12.000 


57 


HCV-la 


13 


11 


10 


B7 


VTRAKMEPPL 


40.000 


58 


HCV-la 


13 


70 


10 


B_3501 


RSVYPNLHRL 


10. 000 


59 


HCV-la 


14 


6 


9 


B7 


ASRSRQNQI 


12. 000 


60 


HCV-la 


14 


6 


9 


B8 


ASRSRQNQI 


20.000 


61 


HCV-la 


15 


29 


9 


A24 


SFLRHAATL 


30.000 


62 


HCV-la 


15 


7 


9 


B7 


LARSLARTL 


120.000 


63 


HCV-la 


15 


30 


9 


B7 


FLRHAATLL 


40.000 


64 


HCV-la 


15 


3 


9 


B7 


ALPPLARSL 


12.000 


65 


HCV-la 


15 


7 


9 


B8 


LARSLARTL 


16.000 


66 


HCV-la 


15 


29 


10 


A24 


SFLRHAATLL 


30.000 


67 


HCV-la 


15 


11 


10 


B7 


LARTLRARCL 


120.000 


68 


HCV-la 


15 


2 


10 


B7 


AALPPLARSL 


36.000 


69 


HCV-la 


15 


11 


10 


B8 


LARTLRARCL 


320.000 


70 


HCV-la 


16 








WO hits 




71 


HCV-la 


17 


13 


9 


A_02 01 


CLAVSHAAL 


21.362 


72 


HCV-la 


17 


1 


9 


A„0201 


MIMLPSQEL 


18.476 


73 


HCV-la 


17 


2 


9 


A_0201 


IMLPSQELT 


16.588 


74 


HCV-la 


17 


1 


9 


B7 


MIMLPSQEL 


18.000 


75 


HCV-la 


17 


7 


9 


B_4403 


QELTGVCLA 


24 .000 


76 


HCV-la 


17 


3 


- 10 


A_0201 


MLPSQELTGV 


271.948 


77 


HCV-la 


17 


7 


10 


B_4403 


QELTGVCLAV 


12.000 


78 


HCV-la 


18 


18 


9 


A_02 01 


YLVIASVKA 


22 .853 


79 


HCV-la 


18 


58 


9 


B7 


AARQAARAL 


360.000 


80 


HCV-la 


18 


30 


9 


B7 


AASSWTPAL 


36.000 


81 


HCV-la 


18 


19 


9 


B7 


LVIASVKAL 


20.000 


82 


HCV-la 


18 


21 


9 


B7 


IASVKALRL 


12.000 


83 


HCV-la 


18 


58 


9 


B8 ~" 


AARQAARAL" ' 


"16.000 


84 


HCV-la 


18 


21 


9 


B8 


IASVKALRL 


16. 000 


85 


HCV-la 


18 


16 


9 


B_4403 


AEYLVIASV 


12.000 


86 


HCV-la 


18 


18 


10 


A_0201 


YLVIASVKAL 


226.014 


87 


HCV-la 


18 


58 


10 


B7 


AARQAARALM 


135.000 


88 


HCV-la 


18 


29 


10 


B7 


L AAS SWT PAL 


12.000 


89 


HCV-la 


18 


58 


10 


B_3501 


AARQAARALM 


18.000 


90 


HCV-la 


18 


12 


10 


B_3501 


SPGGAEYLVI 


12.000 


91 


HCV-la 


18 


46 


10 


B_3501 


SPHTSMVQSW 


10.000 


92 


HCV-la 


19 








NO HITS 




93 


HCV-la 


20 


15 


9 


A_02 01 


YENPIGVFL 


10.509 


94 


HCV-la 


20 


13 


9 


A_0201 


VSYENPIGV 


10.126 


95 


HCV-la 


20 


14 


9 


A24 


SYENPIGVF 


150. 000 


96 


HCV-la 


20 


2 


9 


A3 


SLSVTVESK 


60. 000 


97 


HCV-la 


20 


17 


9 


B_3501 


NPIGVFLDF 


20. 000 


98 


HCV-la 


20 


31 


9 


B_3501 


NSTRCPGEY 


10. 000 


99 


HCV-la 


20 


7 


9 


B_4403 


VESKQRVSY 


120. 000 


100 


HCV-la 


20 


17 


9 


B_4403 


NPIGVFLDF 


11.250 
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101 


HCV-la 


20 


6 


10 


Al 


TVESKQRVSY 


90 .000 


102 


HCV-la 


20 


14 


10 


A24 


SYENPIGVFL 


420.000 


103 


HCV-la 


20 


13 


10 


B_3501 


VSYENPIGVF 


10.000 


104 


HCV-la 


21 








NO HITS 




105 


HCV-la 


22 








NO HITS 




106 


HCV-la 


23 








NO HITS 




107 


HCV-la 


24 


1 


9 


Al 


MPEVEELPK 


22 . 500 


108 


HCV-la 


24 


17 


9 


A_0201 


KAVDRVDSV 


15. 623 


109 


HCV-la 


24 


11 


9 


A_0201 


LVASSAKAV 


10.346 


110 


HCV-la 


24 


9 


9 


A3 


KLLVASSAK 


90. 000 


111 


HCV-la 


24 


5 


9 


B_4403 


EELPKLLVA 


36.000 


112 


HCV-la 


24 


10 


10 


A__0201 


LLVASSAKAV 


118. 238 


113 


HCV-la 


24 


9 


10 


A_0201 


KLLVAS S AKA 


64 . 336 


114 


HCV-la 


24 


1 


10 


B7 


MPEVEELPKL 


24 . 000 


115 


HCV-la 


24 


5 


10 


B_4403 


EELPKLLVAS 


24 . 000 


116 


HCV-la 


24 


23 


10 


B„4403 


DSVRTTVRFF 


18 . 000 


117 


HCV-la 


25 


46 


9 


Al 


GGDPLANLR 


12 . 500 


118 


HCV-la 


25 


82 


9 


Al 


NCDPTGYSW 


10 .000 


119 


HCV-la 


25 


60 


9 


A_0201 


VIWEGSVSM 


39 . 518 


120 


HCV-la 


25 


7 


9 


A_02Q1 


CLHRRLASM 


11 . 426 


121 


HCV-la 


25 


102 


9 


A24 


KGLQGGANL 


12 . 000 


122 


HCV-la 


25 


23 


9 


A3 


WLAVQVALR 


12 . 000 


123 


HCV-la 


25 


42 


9 


B7 


LATEGGDPL 


12 .000 


124 


HCV-la 


25 


54 


9 


B_3501 


RPAASAVIW 


20.000 


125 


HCV-la 


25 


43 


10 


Al 


ATEGGDPLAN 


11.250 


126 


HCV-la 


25 


29 


10 


A„0201 


ALRDGADSWL 


36 .611 


127 


HCV-la 


25 


103 


10 


A3 


GLQGGANLCR 


36 . 000 


128 


HCV-la 


25 


1 


10 


A3 


MLPPISCLHR 


12 . 000 


129 


HCV-la 


25 


29 


10 


B7 


ALRDGADSWL 


120 . 000 


130 


HCV-la 


25 


59 


10 


B7 


AVIWEGSVSM 


15 . 000 


131 


HCV-la 


25 


29 


10 


B8 


ALRDGADSWL 


12 . 000 


132 


HCV-la 


25 


20 


10 


B__4403 


GESWLAVQVA 


18 .000 


133 


HCV-la 


26 


12 


9 


A_0201 


VLGPTILIV 


111 .499 


134 


HCV-la 


26 


62 


9 


A_0201 


GMSLAFSQV 


95 . 441 


135" 


HCV-la 


26 ' 


"22 


~ 9" 


A_0201 


- FLTCPVISA - 


-52. 561 


136 


HCV-la 


26 


9 


9 


A_0201 


FLQVLGPTI 


47 . 991 


137 


HCV-la 


26 


16 


9 


A_0201 


TILIVPFLT 


21 . 989 


138 


HCV-la 


26 


113 


9 


A_0201 


LLSMAVTRA 


19 .425 


139 


HCV-la 


26 


17 


9 


A„0201 


ILIVPFLTC 


■i f~ f~\ A 1 ~~7 

16 . 047 


140 


HCV-la 


26 


101 


9 


A_O201 


WCSRLRSWV 


11 .487 


141 


HCV-la 


26 


19 


9 


A_O201 


IVPFLTCPV 


10.346 


142 


HCV-la 


26 


66 


9 


A24 


AFSQVLKSL 


28 . 000 


143 


HCV-la 


26 


104 


9 


A3 


RLRSWVTVR 


3 6.000 


144 


HCV-la 


26 


64 


9 


A3 


SLAFSQVLK 


20 . 000 


145 


HCV-la 


26 


30 


9 


B7 


APQWQRVCM 


90 . 000 


146 


HCV-la 


26 


39 


9 


B7 


MPSPRQTPL 


80 . 000 


147 


HCV-la 


26 


57 


9 


B7 


IPGSCGMSL 


80.000 


148 


HCV-la 


26 


117 


9 


B7 


AVTRAAASL 


60.000 


149 


HCV-la 


26 


110 


9 


B7 


TVRLLSMAV 


10.000 


150 


HCV-la 


26 


39 


9 


B8 


MPSPRQTPL 


16.000 


151 


HCV-la 


26 


30 


9 


B_3501 APQWQRVCM 


40.000 


152 


HCV-la 


26 


39 


9 


B_3501 MPSPRQTPL 


20.000 
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153 


HCV-la 


26 


14 


9 


154 


HCV-la 


26 


57 


9 


155 


HCV-la 


26 


25 


9 


156 


HCV-la 


26 


106 


9 


157 


KCV~la 


26 


95 


10 


158 


HCV-la 


26 


84 


10 


159 


HCV-la 


26 


112 


10 


160 


HCV-la 


26 


3 


10 


161 


HCV-la 


26 


9 


10 


162 


HCV-la 


26 


27 


10 


163 


HCV-la 


26 


38 


10 


164 


HCV-la 


26 


62 


10 


165 


HCV-la 


26 


11 


10 


166 


HCV-la 


26 


104 


10 


167 


HCV-la 


26 


46 


10 


168 


HCV-la 


26 


14 


10 


169 


HCV-la 


26 


4 


10 


170 


HCV-la 


26 


48 


10 


171 


HCV-la 


26 


30 


10 


172 


HCV-la 


26 


104 


10 


173 


HCV-la 


26 


65 


10 


174 


HCV-la 


26 


116 


10 


175 


HCV-la 


26 


30 


10 


176 


HCV-la 


26 


39 


10 


177 


HCV-la 


26 


48 


10 


178 


HCV-la 


26 


4 


10 


179 


HCV-la 


26 


14 


10 


180 


HCV-la 


26 


96 


10 


181 


HCV-la 


26 


87 


10 


182 


HCV-la 


27 


70 


9 


183 


HCV-la 


27 


75 


9 


184 


HCV-la 


27 


127 


9 


185 


HCV-la 


27 


76 


9 


186 


HCV-la 


27 


80 


9 


187 


HCV-la 


27 " 




9 


188 


HCV-la 


27 


82 


9 


189 


HCV-la 


27 


112 


9 


190 


HCV-la 


27 


80 


9 


191 


HCV-la 


27 


123 


9 


192 


HCV-la 


27 


45 


9 


193 


HCV-la 


27 


30 


9 


194 


HCV-la 


27 


109 


9 


195 


HCV-la 


27 


69 


9 


196 


HCV-la 


27 


80 


9 


197 


HCV-la 


27 


28 


9 


198 


HCV-la 


27 


92 


9 


199 


HCV-la 


27 


95 


9 


200 


HCV-la 


27 


76 


9 


201 


HCV-la 


27 


30 


9 


202 


HCV-la 


27 


28 


9 


203 


HCV-la 


27 


109 


9 


204 


HCV-la 


27 


105 


9 
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B 3501 


GPTILIVPF 


20.000 


B_3501 


IPGSCGMSL 


20.000 


B 3501 


CPVISAPQW 


10.000 


B_3501 


RSWVTVRLL 


10.000 


Al 


HSELIHWCSR 


13 .500 


A 0201 


SLSQEPEHGV 


69 .552 


A 0201 


RLL SMAVTRA 


42.278 


A 0201 


KVPLHMFLQV 


40.471 


A 0701 


FLiOVLGPTI L 


40.289 


A 0201 


VISAPQWQRV 


27.638 




MMPSPROTPL 


26 .228 


A 0201 


GMSLAFSQVL 


24.037 


A 0201 


OVLGPTILIV 


21.234 


A24 


RLRSWVTVRL 


11.200 


»3 
rlJ 


PLYPRWODTK 


45.000 


P.7 


GPTILIVPFL 


80.000 


B7 


VPLHMFLOVL 


80.000 


B7 


YPRWODTKGI 


80.000 


B7 


APOWORVCMM 


60.000 


B7 


RLRSWVTVRL 


40.000 


B7 


LAFSOVLKSL 


12 .000 


*R7 


MAVTRAAASL 


12 .000 


"R ? F101 


APOWORVCMM 


40.000 




MPSPROTPLY 


40.000 






36 .000 


"R R01 




20.000 


•r 3501 


GPTILIVPFL 


20.000 


B 4403 


SELIHWCSRL 


24.000 


R A4.03 


OEPEHGWHS 


12.000 


Al 


ATHPPNMLK 


25.000 


a 0901 


NMLKRRVWL 


313 .968 


a 0901 


KVSSFCOLV 


80.941 


a 0901 


MT iKRRVWLV 


71.386 


a 0901 


RVWLWSGL 


35.683 


a H9 01 


A.TWEAMAGL 


' 27 . 699 


a 0901 


WLWS GLVT 


14.054 


a9d 


KYCIPLMKF 


220.000 


a94 


RVWLWS GL 


11.200 


a94 


CFAOKVSSF 


10.000 


al 


TLPMAAPAK 

X XJxTXXfXXXX jnx\. 


20.000 




APYPARMSM 


90.000 


B7 


KPAKYCIPL 


80.000 


B7 


AATHPPNML 


54.000 


B7 

ID 1 


RVWLWSGL 

1\ V VV J—J V V Vw* V»i J — f 


20.000 


B7 


TPAPYPARM 


20. 000 


B7 


AVKAINEAM 


15.000 


B7 


AINEAMAGJj 


1 2 000 


B8 


MLKRRVWLV 


24.000 


B_3 501 


APYPARMSM 


40. 000 


B_3501 


TPAPYPARM 


40.000 


B_3501 


KPAKYCIPL 


40.000 


B 3501 


GSVDKPAKY 


20.000 
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205 


HCV-la 


27 


24 


9 


B_3501 


RAP AT PAP Y 


12.000 


206 


HCV-la 


27 


9 


9 


B_3501 


SSVEGTSPL 


10-000 


207 


HCV-la 


27 


105 


9 


B_4403 


GSVDKPAKY 


13.500 


208 


HCV-la 


27 


70 


10 


Al 


ATHPPNMLKR 


12.500 


209 


HCV-la 


27 


75 


10 


A_0201 


NMLKRRWLV 


3.206.057 


210 


HCV-la 


27 


82 


10 


A_02 01 


WLWSGLVTA 


52.561 


211 


HCV-la 


27 


87 


10 


A_0201 


GLVTAAVKAI 


23 .995 


212 


HCV-la 


27 


19 


10 


A_0201 


ILNATRAPAT 


12 . 668 


213 


HCV-la 


27 


84 


10 


A„0201 


WSGLVTAAV 


10.346 


214 


HCV-la 


27 


94 


10 


A24 


KAINEAMAGL 


12.000 


215 


HCV-la 


27 


37 


10 


B7 


SMRTFPSPTL 


60 . 000 


216 


HCV-la 


27 


109 


10 


B7 


KPAKYCIPLM 


20.000 


217 


HCV-la 


27 


68 


10 


B7 


WAATHPPNML 


18.000 


218 


HCV-la 


27 


94 


10 


B7 


KAINEAMAGL 


12.000 


219 


HCV-la 


27 


125 


10 


B7 


AQKVSSFCQL 


12.000 


220 


HCV-la 


27 


109 


10 


B_3501 


KPAKYCIPLM 


80.000 


221 


HCV-la 


27 


115 


10 


B_3501 


IPLMKFHICF 


20.000 


222 


HCV-la 


27 


32 


10 


B_3501 


YPARMSMRTF 


20.000 


223 


HCV-la 


27 


9 


10 


B_3501 


SSVEGTSPLM 


20.000 


224 


HCV-la 


27 


8 


10 


B_3501 


RSSVEGTSPL 


10.000 


225 


HCV-la 


27 


97 


10 


B_4403 


NEAMAGLPGS 


12.000 


226 


HCV-la 


28 


44 


9 


Al 


SADMHVMMY 


125.000 


227 


HCV-la 


28 


15 


9 


Al 


TTQPVDRQY 


12.500 


228 


HCV-la 


28 


52 


9 


A__0201 


YLVTGCVRV 


319.939 


229 


HCV-la 


28 


49 


9 


A__0201 


VMMYLVTGC 


51.908 


230 


HCV-la 


28 


50 


9 


A_0201 


MMYLVTGCV 


35.524 


231 


HCV-la 


28 


30 


9 


B7 


TPPTSTQVL 


80.000 


232 


HCV-la 


28 


27 


9 


B7 


AARTPPTST 


13 .500 


233 


HCV-la 


28 


3 


9 


B7 


AGFPDKTTL 


12.000 


234 


HCV-la 


28 


43 


9 


B_3501 


RSADMHVMM 


40.000 


235 


HCV-la 


28 


30 


9 


B_3501 


TPPTSTQVL 


20.000 


236 


HCV-la 


28 


44 


9 


B_4403 


SADMHVMMY 


18.000 


237 


HCV-la 


28 


10 


10 


A_0201 


TLPTMTTQPV 


69 .552 


238 


HCV-la 


28 


49 


10 


A_0201 


VMMYLVTGCV 


41.075 


239 


HCV-la 


28 


29 


10 


A24 


RTPPTSTQVL 


x 7.2 80 


240 


HCV-la 


28 


50 


10 


A3 


MMYLVTGCVR 


20. 000 


241 


HCV-la 


28 


2 


10 


B7 


IAGFPDKTTL 


12 . 000 


242 


HCV-la 


28 


41 


10 


B7 


TSRSADMHVM 


10.000 


243 


HCV-la 


28 


24 


10 


B8 


AAKAARTPPT 


16.000 


244 


HCV-la 


28 


41 


10 


B_3501 


TSRSADMHVM 


45.000 


245 


HCV-la 


28 


43 


10 


B_3501 


R SADMHVMMY 


40.000 


246 


HCV-la 


28 


5 


10 


B_3501 


FPDKTTLPTM 


12.000 


247 


HCV-la 


28 


43 


10 


B_4403 


RSADMHVMMY 


18.000 


248 


HCV-la 


29 


5 


9 


A_0201 


SLTWSAGV 


69.552 


249 


HCV-la 


30 


3 


10 


B7 


EGRSPGATNL 


40.000 


250 


HCV-la 


31 


1 


9 


B7 


MPGFPLPVL 


120.000 


251 


HCV-la 


31 


1 


9 


B_3501 


MPGFPLPVL 


20.000 


252 


HCV-la 


32 


20 


9 


A_0201 


SITESKSPV 


39.210 


253 


HCV-la 


32 


17 


9 


A3 


VLQSITESK 


30.000 


254 


HCV-la 


32 


3 


10 


A_0201 


KVGSRLKSTV 


21.300 


255 


HCV-la 


32 


9 


10 


A24 


KSTVWVTHVL 


11.200 


256 


HCV-la 


32 


9 


10 


B_3501 


KSTVWVTHVL 


10.000 
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257 


HCV-la 


33 


5 


9 


B7 


VATTTTSPL 


12.000 


258 


HCV-la 


33 


4 


10 


B7 


SVATTTTSPL 


20.000 


259 


HCV-la 


34 


6 


9 


A24 


SFAASSSHF 


10.000 


260 


HCV-la 


34 


6 


10 


A24 


SFAASSSHFF 


10.000 


261 


HCV-la 


35 








NO HITS 




262 


HCV-la 


36 


7 


9 


Al 


VTEPGGVAV 


45 .000 


263 


HCV-la 


36 


13 


9 


B7 


VAVASTTSL 


12.000 


264 


HCV-la 


36 


34 


9 


B_3501 


MPKMDVASV 


18.000 


265 


HCV-la 


36 


8 


9 


B_4403 


TEPGGVAVA 


18. 000 


266 


HCV-la 


36 


7 


10 


Al 


VTEPGGVAVA 


45.000 


267 


HCV-la 


36 


6 


10 


A_02 01 


TVTEPGGVAV 


24.952 


268 


HCV-la 


36 


12 


10 


B7 


GVAVASTTSL 


20.000 


269 


HCV-la 


36 


28 


10 


B7 


WSRTVPMPKM 


15.000 


270 


HCV-la 


36 


28 


10 


B_3501 


WSRTVPMPKM 


30.000 


271 


HCV-la 


36 


25 


10 


B_3501 


VSAWSRTVPM 


10.000 


272 


HCV-la 


36 


8 


10 


B_4403 


TEPGGVAVAS 


13.500 


273 


HCV-la 


37 


7 


9 


A„0201 


IVLTPVLML 


27.042 


274 


HCV-la 


37 


2 


9 


A_G201 


GLPWIVLT 


17.140 


275 


HCV-la 


37 


1 


9 


A24 


MGLPWIVL 


10.080 


276 


HCV-la 


37 


7 


9 


B7 


IVLTPVLMIi 


30.000 


277 


HCV-la 


37 


5 


9 


B7 


WIVLTPVL 


20.000 


278 


HCV-la 


37 


6 


10 


A_0201 


VIVLTPVLML 


11.485 


279 


HCV-la 


38 


17 


9 


B7 


TPRVHTAAL 


800.000 


280 


HCV-la 


38 


17 


9 


B8 


TPRVHTAAL 


16.000 


281 


HCV-la 


38 


17 


9 


B_3501 


TPRVHTAAL 


60.000 


282 


HCV-la 


38 


14 


10 


A_0201 


AL AT PRVHTA 


11.426 


283 


HCV-la 


38 


16 


10 


B7 


AT PRVHTAAL 


12.000 


284 


HCV-la 


39 


12 


9 


B7 


SPRRRTGMT 


20.000 


285 


HCV-la 


39 


12 


9 


B8 


SPRRRTGMT 


16.000 


286 


HCV-la 


39 


11 


9 


B_3501 


LSPRRRTGM 


10.000 


287 


HCV-la 


39 


18 


10 


A3 


GMT S ACLVTR 


18.000 


288 


HCV-la 


39 


1 


10 


B7 


MGRGDSRLPL 


60.000 


289 


HCV-la 


40 


4 


9 


A_0201 


PLGDAMVLV 


14.429 


290 


HCV-la 


40 


3 


9 


B7 


GPLGDAMVL 


80-000 


291 


HCV-la 


"40 


3 


9 


B_3501~ 


*" GPLGDAMVL ' 


■ 30.000 


292 


HCV-la 


41 


77 


9 


A_0201 


LMMSPHAAV 


315.959 


293 


HCV-la 


41 


22 


9 


A_0201 


FLSRPVRLV 


147.172 


294 


HCV-la 


41 


31 


9 


A_0201 


IMHPRRPLV 


85.394 


295 


HCV-la 


41 


15 


9 


A_0201 


WTSPSTWFL 


56.299 


296 


HCV-la 


41 


6 


9 


A_0201 


KVWAAVDT I 


29.887 


297 


HCV-la 


41 


21 


9 


A24 


WFLSRPVRL 


30.000 


298 


HCV-la 


41 


61 


9 


B7 


GPSSISRPL 


80.000 


299 


HCV-la 


41 


116 


9 


B7 


QSRRGVRWL 


40. 000 


300 


HCV-la 


41 


30 


9 


B7 


VIMHPRRPL 


27.000 


301 


HCV-la 


41 


105 


9 


B7 


ATARSRKPL 


18.000 


302 


HCV-la 


41 


43 


9 


B7 


YAVMGASNL 


12.000 


303 


HCV-la 


41 


106 


9 


B8 


TARSRKPLC 


16.000 


304 


HCV-la 


41 


33 


9 


B_3501 


HPRRPLVCW 


30.000 


305 


HCV-la 


41 


61 


9 


B„3501 


GPSSISRPL 


20.000 


306 


HCV-la 


41 


116 


9 


B_3501 


QSRRGVRWL 


15.000 


307 


HCV-la 


41 


71 


9 


B_4403 


AETGKPLMM 


18 .000 


308 


HCV-la 


41 


45 


10 


A_0201 


VMGASNLQ PL 


60.325 
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309 


HCV-la 


41 


30 


10 


A_0201 


VIMHPRRPLV 


60 . 154 


310 


HCV-la 


41 


22 


10 


A_0201 


FLSRPVRLVI 


19 . 676 


31X 


HCV-la 


41 


42 


10 


A24 


AYAVMGASNL 


200 .000 


312 


HCV-la 


41 


90 


10 


A3 


VMSLVSIWEK 


90 . 000 


313 


HCV-la 


41 


84 


10 


B7 


AVSAPHVMSL 


60 . 000 


314 


HCV-la 


41 


29 


10 


B7 


LVIMHPRRPL 


45 . 000 


315 


HCV-la 


41 


87 


10 


B7 


APHVMSLVSI 


24 . 000 


316 


HCV-la 


41 


33 


10 


B7 


HPRRPLVCWA 


20 . 000 


317 


HCV-la 


41 


104 


10 


B7 


TATAR S RKPIj 


18 . 000 


318 


HCV-la 


41 


115 


10 


B7 


AQSRRGVRWL 


12 . 000 


319 


HCV-la 


41 


60 


10 


B7 


AGPSSISRPL 


12 . 000 


320 


HCV-la 


41 


23 


10 


B7 


LSRPVRLVIM 


10 . 000 


321 


HCV-la 


41 


23 


10 


B8 


LSRPVRLVIM 


20 . 000 


322 


HCV-la 


41 


106 


10 


B8 


TARSRKPLCA 


16 . 000 


323 


HCV-la 


41 


23 


10 


B_3501 


LSRPVRLVIM 


30 . 000 


324 


HCV-la 


41 


71 


10 


B_4403 


AETGKPLMMS 


18 . 000 


325 


HCV-la 


42 


14 


9 


A3 


KMTASRPPR 


12. 000 


326 


HCV-la 


42 


33 


9 


B_4403 


CASTLVRKY 


13 .500 


327 


HCV-la 


42 


14 


10 


A_0201 


KMT AS RPPRT 


18 .837 


328 


HCV-la 


42 


19 


10 


B7 


RPPRTLRGGI 


12 .000 


329 


HCV-la 


42 


3 


10 


B7 


NTRVGCTAHM 


10 .000 


330 


HCV-la 


42 


19 


10 


B„3501 


RPPRTLRGGI 


16 .000 


331 


HCV-la 


42 


32 


10 


B_4403 


S CASTLVRKY 


54 .000 


332 


HCV-la 


43 


33 


9 


Al 


MLDPTPYKY 


500 .000 


333 


HCV-la 


43 


95 


9 


A_0201 


VQLQAASSL 


13 .624 


334 


HCV-la 


43 


109 


9 


A24 


TYILILNIV 


12 . 600 


335 


HCV-la 


43 


40 


9 


A24 


KYCTSTMFW 


10 . 000 


336 


HCV-la 


43 


45 


9 


A3 


TMFWWRWMR 


180.000 


337 


HCV-la 


43 


32 


9 


A3 


AMLDPTPYK 


45 . 000 


338 


HCV-la 


43 


33 


9 


A3 


MLDPTPYKY 


18 . 000 


339 


HCV-la 


43 


89 


9 


B7 


SQRSPRVQL 


90. 000 


340 


HCV-la 


43 


106 


9 


B7 


TPPTYILIL 


80. 000 


341 


HCV-la 


43 


92 


9 


B7 


SPRVQLQAA 


20 . 000 


342 


HCV-la 


43 


71 


9 


B7 


CWVSSNGL 


20. 000 


343 


HCV-la 


"43 


26 


"9 


B7 


liLMAQDAML " 


■ 12" 00 0 


344 


HCV-la 


43 


106 


9 


B_3501 


TPPTYILIL 


20.000 


345 


HCV-la 


43 


53 


9 


B_3501 


RPVDKAGRV 


16. 000 


346 


HCV-la 


43 


31 


9 


B_4403 


DAMLDPTPY 


27 . 000 


347 


HCV-la 


43 


102 


10 


A_02 01 


SLCSTPPTYI 


57 . 380 


348 


HCV-la 


43 


33 


10 


A_0201 


MLDPTPYKYC 


27 . 870 


349 


HCV-la 


43 


94 


10 


A24 


RVQLQAASSL 


12 . 000 


350 


HCV-la 


43 


88 


10 


A24 


RSQRSPRVQL 


^\ AAA 

12 . 000 


351 


HCV-la 


43 


40 


10 


A24 


KYCTSTMFWW 


10 . 000 


352 


HCV-la 


43 


38 


10 


A24 


PYKYCTSTMF 


10.000 


353 


HCV-la 


43 


32 


10 


A3 


AMLDPTPYKY 


18.000 


354 


HCV-la 


43 


18 


10 


B7 


RNRRTTYSHL 


40 . 000 


355 


HCV-la 


43 


94 


10 


B7 


RVQLQAASSL 


20.000 


356 


HCV-la 


43 


37 


10 


B7 


TPYKYCTSTM 


20.000 


357 


HCV-la 


43 


86 


10 


B8 


SSRSQRSPRV 


12.000 


358 


HCV-la 


43 


37 


10 


B_3 501 TPYKYCTSTM 


40.000 


359 


HCV-la 


43 


15 


10 


B_3 501 ASRRNRRTTY 


30.000 


360 


HCV-la 


43 


53 


10 


B_3 501 RP VDKAGRW 


16.000 
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361 


HCV-la 


43 


88 


10 


B_3501 


RSQRSPRVQL 


10. 000 


362 


HCV-la 


43 


101 


10 


B_3501 


SSLCSTPPTY 


10-000 


363 


HCV-la 


43 


24 


10 


B_3501 


YSHLMAQDAM 


10.000 


364 


HCV-la 


43 


43 


10 


,B_3501 


TSTMFWWRWM 


10.000 


365 


HCV-la 


43 


30 


10 


B_4403 


QDAMLDPT P Y 


45.000 


366 


HCV-la 


43 


101 


10 


B_4403 


SSLCSTPPTY 


12.000 


367 


HCV-la 


44 


30 


9 


A_0201 


VLLRTKTSV 


437.482 


368 


HCV-la 


44 


9 


9 


A_0201 


TLVNPVEFI 


64.668 


369 


HCV-la 


44 


16 


9 


A_02 01 


FIQVQPNQL 


13.512 


370 


HCV-la 


44 


24 


9 


B7 


LPSGGLVLL 


80.000 


371 


HCV-la 


44 


6 


9 


B7 


APHTLVNPV 


12.000 


372 


HCV-la 


44 


24 


9 


B_3501 


LPSGGLVLL 


20.000 


373 


HCV-la 


44 


23 


10 


A_0201 


QLPSGGLVLL 


49.134 


374 


HCV-la 


44 


29 


10 


A_0201 


LVLLRTKTSV 


38.280 


375 


HCV-la 


44 


10 


10 


A_0201 


LVNPVEFIQV 


19.657 


376 


HCV-la 


44 


15 


10 


A24 


EFIQVQPNQL 


36.000 


377 


HCV-la 


44' 


20 


10 


B7 


QPNQLPSGGL 


120.000 


378 


HCV-la 


44 


20 


10 


B_3501 


QPNQLPSGGL 


20.000 


379 


HCV-la 


45 








NO HITS 




380 


HCV-la 


46 








NO HITS 




381 


HCV-la 


47 


8 


9 


A„0201 


TILELGQSL 


44.559 


382 


HCV-la 


47 


8 


9 


A24 


TILELGQSL 


10.368 


3 83 


HCV-la 


47 


4 


9 


B7 


AASYTILEL 


36.000 


384 


HCV-la 


47 


2 


9 


B7 


ASAASYTIL 


12.000 


385 


HCV-la 


47 


10 


9 


B_4403 


LELGQSLVT 


12.000 


386 


HCV-la 


47 


8 


10 


A_0201 


TILELGQSLV 


145.077 


387 


HCV-la 


47 


1 


10 


B7 


MASAASYTIL 


12.000 


388 


HCV-la 


47 


3 


10 


B7 


SAASYTILEL 


12.000 


389 


HCV-la 


47 


10 


10 


B_4403 


LELGQSLVTW 


54.000 


390 


HCV-la 


43 


42 


9 


B7 


HPAHPQPSL 


120.000 


391 


HCV-la 


48 


12 


9 


B7 


RVSMTLPKL 


20.000 


392 


HCV-la 


48 


42 


9 


B_3501 


HPAHPQPSL 


20.000 


393 


HCV-la 


48 


8 


10 


A24 


KPHVRVSMTL 


11 .200 


394 


HCV-la 


48 


8 


10 


B7 


KPHVRVSMTL 


80.000 


395 


~ HCV-la" 


48 


3 5 ~ 


' 10 


' B"7 


EPRGDRSHPA 


■20.000 - 


396 


HCV-la 


48 


2 


10 


B7 


YPMRSAKPHV 


12.000 


397 


HCV-la 


48 


35 


10 


B8 


EPRGDRSHPA 


32.000 


398 


HCV-la 


48 


19 


10 


B8 


KLRDLRRGSV 


18.000 


399 


HCV-la 


48 


8 


10 


B_3501 


KPHVRVSMTL 


40.000 


400 


HCV-la 


48 


6 


10 


B_3 501 


SAKPHVRVSM 


18.000 


401 


HCV-la 


49 


15 


9 


A24 


PYQAVPQGL 


50.400 


402 


HCV-la 


49 


22 


9 


A3 


GLSRPNTTR 


18.000 


403 


HCV-la 


49 


23 


9 


B7 


LSRPNTTRL 


40.000 


404 


HCV-la 


49 


8 


9 


B_3501 


LPGHSQAPY 


40.000 


405 


HCV-la 


49 


23 


9 


B_3501 


LSRPNTTRL 


15. 000 


406 


HCV-la 


49 


22 


10 


A_0201 


GLSRPNTTRL 


21.362 


407 


HCV-la 


49 


25 


10 


A24 


RPNTTRLAVL 


12.000 


408 


HCV-la 


49 


33 


10 


A3 


VLRGHAQISR 


12.000 


409 


HCV-la 


49 


14 


10 


B7 


APYQAVPQGL 


240.000 


410 


HCV-la 


49 


25 


10 


B7 


RPNTTRLAVL 


80.000 


411 


HCV-la 


49 


25 


10 


B_3501 


RPNTTRLAVL 


40.000 


412 


HCV-la 


49 


14 


10 


B_3501 


APYQAVPQGL 


20.000 
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413 


HCV-la 


50 


4 


9 


B_4403 


REASISTLC 


12.000 


414 


HCV-la 


50 


2 


10 


B7 


ICREASISTL 


40.000 


415 


HCV-la 


50 


2 


10 


B8 


ICREASISTL 


24.000 


416 


HCV-la 


50 


4 


10 


B_4403 


REASISTLCS 


12.000 


417 


HCV-la 


51 


29 


9 


Al 


WSEFELCSY 


67.500 


418 


HCV-la 


51 


32 


9 


A_0201 


FELCSYCPV 


34.527 


419 


HCV-la 


51 


36 


9 


A24 


SYCPVEEVL 


336.000 


420 


HCV-la 


51 


72 


9 


A24 


RYPKFSEAC 


15. 000 


421 


HCV-la 


51 


27 


9 


A24 


RYWSEFELC 


12.000 


422 


HCV-la 


51 


65 


9 


B_3501 


VSPSSQGRY 


10.000 


423 


HCV-la 


51 


41 


9 


B_4403 


EEVLATYGS 


18.000 


424 


HCV-la 


51 


75 


10 


A24 


KFSEACGHPI 


12.000 


425 


HCV-la 


51 


27 


10 


A24 


RYWSEFELCS 


10.000 


426 


HCV-la 


51 


25 


10 


B7 


SGRYWSEFEL 


40.000 


427 


HCV-la 


51 


38 


10 


B_3501 


CPVEEVLATY 


80.000 


428 


HCV-la 


51 


77 


10 


B_4403 


SEACGHPIDF 


160.000 


429 


HCV-la 


51 


38 


10 


B__4403 


CPVEEVLATY 


13.500 


430 


HCV-la 


51 


15 


10 


B_4403 


REPAGQVQLA 


12.000 


431 


HCV-la 


51 


59 


10 


B_4403 


ADAPGPVSPS 


12.000 


432 


HCV-la 


52 








NO HITS 




433 


HCV-la 


53 


8 


10 


B_3501 


RPQCGGKHDY 


80.000 


434 


HCV-la 


54 


4 


9 


B7 


DVFCPITKL 


30 .000 


435 


HCV-la 


54 


2 


10 


Al 


ATDVFCPITK 


125.000 


436 


HCV-la 


54 


5 


10 


A24 


VFCPITKLGF 


12 .000 


437 


HCV-la 


55 


13 


9 


A__0201 


FLLPLASTA 


84.555 


438 


HCV-la 


55 


5 


10 


A„0201 


NLQSVKCDFL 


57.572 


439 


HCV-la 


55 


6 


10 


A_0201 


LQSVKCDFLL 


21.356 


440 


HCV-la 


55 


8 


10 


B7 


SVKCDFLLPL 


20.000 


441 


HCV-la 


56 


6 


9 


A_0201 


FWGLFPRL 


16.337 


442 


HCV-la 


56 


6 


9 


B7 


FWGLFPRL 


20.000 


443 


HCV-la 


56 


5 


10 


A24 


WFWGLFPRL 


43 .200 


444 


HCV-la 


57 








NO HITS 




445 


HCV-la 


58 


9 


10 


A__0201 


RQHGHVRFGL 


12.562 


446 


HCV-la 


58 


9 


10 


A24 


RQHGHVRFGL 


11.200 


447 


HCV-la 


~ 58 


"5" 


" To 


B_4403" 


SEHGRQHGHV 


12" 000" 


448 


HCV-la 


59 


33 


9 


B7 


DFRQLWHEL 


300.000 


449 


HCV-la 


59 


19 


9 


B7 


SPDPLIPAL 


24.000 


450 


HCV-la 


59 


15 


9 


B7 


DAVPSPDPL 


12.000 


451 


HCV-la 


59 


33 


9 


B8 


DPRQLWHEL 


32.000 


452 


HCV-la 


59 


33 


9 


B_3501 


DPRQLWHEL 


60.000 


453 


HCV-la 


59 


28 


10 


B7 


AGHKGDPRQL 


12.000 


454 


HCV-la 


60 


10 


10 


B7 


QPVHPLHCPL 


80.000 


455 


HCV-la 


60 


10 


10 


B_3501 


QPVHPLHCPL 


20.000 


456 


HCV-la 


60 


19 


10 


B_3501 


LARANVPAQY 


18.000 


457 


HCV-la 


60 


6 


10 


B_4403 


GEGYQPVHPL 


12.000 


458 


HCV-la 


61 


38 


9 


A_0201 


LLGEHHPLL 


148. 896 


459 


HCV-la 


61 


27 


9 


A_0201 


GLQEAEGLL 


11.386 


460 


HCV-la 


61 


26 


9 


A24 


RGLQEAEGL 


12.000 


461 


HCV-la 


61 


15 


9 


B7 


DSRGDNLCL 


40.000 


462 


HCV-la 


61 


15 


9 


B_3501 


DSRGDNLCL 


22.500 


463 


HCV-la 


61 


31 


9 


B_4403 


AEGLLLELL 


12.000 


464 


HCV-la 


61 


27 


10 


A_0201 


GLQEAEGLLL 


87.586 
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465 


HCV-la 


61 


1 


10 


A_0201 


MLRPEGLEFL 


466 


HCV-la 


61 


22 


10 


A_0201 


CLTGRGLQEA 


467 


HCV-la 


61 


26 


10 


A24 


RGLQEAEGLIi 


468 


HCV-la 


61 


1 


10 


B7 


MLRPEGLEFL 


469 


HCV-la 


61 


29 


10 


B__4403 


QEAEGLLLEL 


470 


HCV-la 


62 


37 


9 


A_0201 


KVLPTLLCL 


471 


HCV-la 


62 


37 


9 


A24 


KVLPTLLCL 


472 


HCV-la 


62 


29 


9 


A3 


GLVRYQVRK 


473 


HCV-la 


62 


34 


9 


B7 


QVRKVLFTL 


474 


HCV-la 


62 


14 


9 


B7 


LVPRWGRGL 


475 


HCV-la 


62 


37 


9 


B7 


KVLPTLLCL 


476 


HCV-la 


62 


6 


9 


B7 


EANQTLPHL 


477 


HCV-la 


62 


30 


9 


B7 


LVRYQVRKV 


478 


HCV-la 


62 


25 


9 


B_4403 


SAHGGLVRY 


479 


HCV-la 


62 


29 


10 


A_0201 


GLVRYQVRKV 


480 


HCV-la 


62 


33 


10 


A_0201 


YQVRKVLPTL 


481 


HCV-la 


62 


32 


10 


A24 


RYQVRKVLPT 


482 


HCV-la 


62 


30 


10 


B7 


LVRYQVRKVL 


483 


HCV-la 


62 


34 


10 


B7 


QVRKVLPTLL 


484 


HCV-la 


62 


5 


10 


B_4403 


LEANQTLPHL 


485 


HCV-la 


63 








NO HITS 


486 


HCV-la 


64 


3 


10 


Al 


EDEMS PPLDY 


487 


HCV-la 


64 


76 


10 


A_0201 


GVALVTNYYV 


488 


HCV-la 


64 


85 


10 


A_0201 


VISAPRAPAV 


489 


HCV-la 


64 


36 


10 


A3 


GMGHSDGARR 


490 


HCV-la 


64 


91 


10 


B7 


AP AVGKE LAV 


491 


HCV-la 


64 


4 


10 


B_4403 


DEMSPPLDYF 


492 


HCV-la 


64 


3 


10 


B_4403 


EDEMS PPLDY 


493 


HCV-la 


64 


75 


10 


B_4403 


RGVALVTNYY 


494 


HCV-la 


64 


120 


9 


Al 


RIDPMSLGH 


495 


HCV-la 


64 


77 


9 


A_0201 


VALVTNYYV 


496 


HCV-la 


64 


90 


9 


A24 


RAPAVGKEL 


497 


HCV-la 


64 


118 


9 


B7 


DVRIDPMSL 


498 


HCV-la 


64 


53 


9 


B7 


QSRPRSLCL 


499 


HCV-la 


64 


90 


9~ " 


B7 


RAPAVGKEL 


500 


HCV-la 


64 


53 


9 


B8 


QSRPRSLCL 


501 


HCV-la 


64 


71 


9 


B8 


GCGIRGVAL 


502 


HCV-la 


64 


53 


9 


B_3501 


QSRPRSLCL 


503 


HCV-la 


64 


116 


9 


B_3501 


GPDVRIDPM 


504 


HCV-la 


64 


29 


9 


B_3501 


QSNLLDVGM 


505 


HCV-la 


64 


4 


9 


B_4403 


DEM S PPLDY 


506 


HCV-la 


64 


75 


9 


B_4403 


RGVALVTNY 


507 


HCV-la 


65 


6 


9 


B_4403 


LEALGHYWW 


508 


HCV-la 


65 


1 


9 


B_4403 


MEVSHLEAL 




ri\* v J. a 




Q 

(J 


10 


A 0201 


ALGHYWWRG\> 


510 


HCV-la 


65 


3 


10 


B„3501 


VSHLEALGH^ 


511 


HCV-la 


66 








NO HITS 


512 


HCV-la 


67 








NO HITS 


513 


HCV-la 


68 


29 


9 


A_0201 


MLAEAISGA 


514 


HCV-la 


68 


33 


9 


A_0201 


AISGAVQGV 


515 


HCV-la 


68 


21 


9 


B7 


APRVCGVRM 


516 


HCV-la 


68 


26 


9 


B7 


GVRMLAEAI 
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17.108 
11.426 
12.000 
40.000 
12.000 
55.674 
14.400 
270.000 
200.000 
20.000 
20.000 
12.000 
10.000 
13.500 
31.994 
22.915 
15.000 
300.000 
200.000 



12. 


000 


11. 


250 


13 


472 


16 . 


258 


12. 


000 


12* 


000 


360. 


000 


15. 


000 


13 . 


500 


25. 


000 


33 . 


,419 


18. 


.480 


200. 


.000 


40. 


.000 


12. 


rooo 


80. 


.000 


16 


.000 


15 


.000 


12 


.000 


10 


.000 


720 


.000 


27 


.000 


24 


.000 


12 


.000 


23 


.648 


10 


.000 


79 


.642 



21.996 
600.000 
20.000 
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517 


HCV- 


la 


68 


21 


9 


B„3501 


APRVCGVRM 


518 


HCV- 


la 


68 


29 


10 


A_0201 


MLAEAI SGAV 


519 


HCV- 


■la 


68 


28 


10 


A_0201 


RMLAEAISGA 


520 


HCV- 


■la 


68 


21 


10 


B7 


APRVCGVRML 


521 


HCV- 


•la 


68 


21 


10 


B8 


APRVCGVRML 


522 


HCV- 


-la 


68 


21 


10 


B_3501 


APRVCGVRML 


523 


HCV- 


•la 


68 


47 


10 


B_4403 


DDTRRRSAHF 



PCT/EP2003/008112 



120.000 
63.021 
30.534 
2.400.000 
16.000 
60 . 000 
15.000 
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Table 4c 
lb (1-3) 



No. 


Strain 


ORF 


Start 


1 


HCV-lb 


4 


3 


2 


HCV-lb 


5 


3 


3 


HCV-lb 


5 


3 


4 


HCV-lb 


5 


15 


5 


HCV-lb 


13 


3 


6 


HCV-lb 


14 


110 


7 


HCV-lb 


14 


26 


8 


HCV-lb 


18 


32 


9 


HCV-lb 


18 


32 


10 


HCV-lb 


20 


13 


11 


HCV-lb 


20 


4 


12 


HCV-lb 


20 


9 


13 


HCV-lb 


25 


4 


14 


HCV-lb 


29 


27 


15 


HCV-lb 


29 


27 


16 


HCV-lb 


30 


9 


17 


HCV-lb 


33 


27 


18 


HCV-lb 


36 


57 


19 


HCV-lb 


36 


46 


20 


HCV-lb 


36 


44 


21 


HCV-lb 


36 


48 


22 


HCV-lb 


36 


48 


23 


HCV-lb 


40 


29 


24 


HCV-lb 


41 


6 


25 


HCV-lb 


41 


5 


26 


HCV-lb 


47 


13 


27 


HCV-lb 


53 


10 


28 


HCV-lb 


8 


3 


29 


HCV-lb 


8 


33 


30 


HCV-lb 


14 


60 


31 


HCV-lb 


14 


27 


-32- 


—HCV-lb 


- -14 . 


. 54. 


33 


HCV-lb 


29 


35 


34 


HCV-lb 


29 


22 


35 


HCV-lb 


29 


34 


36 


HCV-lb 


36 


56 


37 


HCV-lb 


36 


45 


38 


HCV-lb 


36 


56 


39 


HCV-lb 


43 


37 


Art 




43 


16 


41 


HCV-lb 


47 


16 


42 


HCV-lb 


1 


32 


43 


HCV-lb 


1 


20 


44 


HCV-lb 


6 


84 


45 


HCV-lb 


6 


66 


46 


HCV-lb 


6 


8 


47 


HCV-lb 


6 


83 


48 


HCV-lb 


6 


5 


49 


HCV-lb 


6 


66 


50 


HCV-lb 


7 


7 
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AA 


HLA 


Peptide sequence 


Score 


9 


A24 


RTTAPTQVL 


9-600 


9 


A24 


RYKIAIAQS 


10.000 


10 


A24 


RYKIAIAQSI 


186.000 


10 


A24 


TYQVTAWLGI 


75.000 


9 


A24 


SFLPMWAL 


36.000 


9 


A24 


SYQLSETSL 


300.000 


9 


A24 


RGLSCSPPL 


12.000 


9 


A24 


KQPPNKRRL 


14.400 


10 


A24 


KQPPNKRRLL 


14.400 


9 


A24 


RSSPALPSL 


9 .600 


9 


A24 


RATPQRVLL 


9.600 


10 


A24 


RVLLRSSPAL 


12.000 


9 


A24 


KYPFRRRSC 


15.000 


9 


A24 


VYARRWPSM 


25.000 


10 


A24 


VYARRWPSMM 


25.000 


9 


A24 


RSPRTTSVL 


12.000 


10 


A24 


GYHPCESGDI 


60.000 


9 


A24 


LFDHPSFRL 


20.000 



9 


A24 


LFLYLPLSF 


18.000 


9 


A24 


RLLFLYLPL 


14.400 


9 


A24 


LYLPLSFAV 


10.800 


10 


A24 


LYLPL SFAVL 


432.000 


10 


A24 


GFCRSGTLDL 


20.000 


9 


A24 


FYHQGRGAL 


200.000 


10 


A24 


IFYHQGRGAL 


20. 000 


9 


A24 


TYAARANTL 


240.000 


9 


A24 


RCIRQKGVL 


12.000 


9 


A3 


RIjWPERMAF 


30.000 


9 


A3 


HMLSMAYGR 


18 . 000 


9 


A3 


SMAKPSPLK 


30.000 


9 


A3 


GLSCSPPLR 


12.000 


10.. 


2^3**.-.. „ 


ILERSPSMAK 


60.000 


9 


A3 


MMWSPPFLR 


90.000 


9 


A3 


QIWESVYAR 


27.000 


10 


A3 


SMMWSPPFLR 


27.000 


9 


A3 


VLFDHPSFR 


20.000 


10 


A3 


LLFLYLPLSF 


20.000 


10 


A3 


VLFDHPSFRL 


13 .500 


9 


A3 


GLGPRGPTR 


18.000 


10 


A3 


GLHEAGRADR 


18.000 


9 


A3 


GLHDARERR 


12.000 


10 


A0201 


VIWVRS3IPL 


41.446 


10 


A0201 


LVGAPQTPGV 


10.346 


9 


A0201 


LLWWGRPTV 


981.379 


9 


A0201 


VLYPRRRCV 


75.673 


9 


A0201 


SLLRCSTHT 


27.527 


10 


A0201 


VLLWWGRPTV 


437.482 


10 


A0201 


KLGSLLRCST 


26.082 


10 


A0201 


VLYPRRRCVA 


11.081 


9 


A0201 


FSWRTRASV 


17.334 
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51 


HCV-lb 


18 


53 


9 


A0201 


LMPWTERWIi 


28.851 


52 


HCV-lb 


18 


29 


9 


A0201 


SLGRHMLSM 


11.426 


53 


HCV-lb 


18 


60 


10 


A0201 


WBHRAEARFL 


108.094 


54 


HCV-lb 


18 


29 


10 


A0201 


SLGRHMLSMA 


11.426 


55 


HCV-lb 


13 


4 


10 


A0201 


FLPMWALGA 


22.853 


56 


HCV-lb 


14 


5 


9 


A0201 


QLTRLQSWA 


27.324 


57 


HCV-lb 


14 


53 


9 


A0201 


LILERSPSM 


17.616 


58 


HCV-lb 


14 


27 


10 


A0201 


GLSCSPPLRL 


21.362 


59 


HCV-lb 


14 


53 


10 


A0201 


LILERSPSMA 


17.616 


60 

W VJ 


HCV-lb 


14 


4 


10 


A0201 


I QLTRLQSWA 


17.426 


61 


HCV-lb 


14 

«^ *» 


70 


10 


A0201 


SGGEGISFSV 


10.797 


62 


HCV- lb 


14 


93 


10 


A0201 


QASESTLjWRI 


10.248 




HCV-lb 


19 

*i* — 


3 


10 


A0201 


QEWPARSWPL 


25.857 


64. 


HCV-lb 


20 


10 


9 


A0201 


VLLRSSPAL 


134.369 


65 


HCV- lb 


23 


22 


10 


A0201 


IbGRCGGWPIi 


272.371 


66 

w V* 


HCV-lb 


29 


34 


9 


A0201 


SMMWSPPFL 


313 .968 


67 


HCV-lb 


30 


16 


9 


A0201 


VLRSQFTNV 


17.074 




HCV-lb 


31 


30 


9 


A0201 


KQLDTLQLT 


92.267 


O J 




33 


2 


9 


A0201 


ALAHFHSIV 


108.362 


7fl 


HCV-lb 


33 


11 


10 


A0201 


TLQVRSIGWL 


35.130 


71 


HCV- lb 

X IV* V -L. JkJ 


36 

w* w 


47 


9 


A0201 


FLYLPLSFA 


925.081 


TO 
/ A 


HCV-lb 


36 


79 


9 


A0201 


RLLQLKYCV 


257 .342 


7** 




36 


44 


9 


A0201 


RLLFLYLPL 


118.561 


74 


HCV-lb 


36 


49 


9 


A0201 


YLPLSFAVL 


76.550 


*7 S 


HCV- 1 T"> 


36 

— » v; 


47 


10 


A0201 


FLYLPLSFAV 


5938. 072 


*7 ft 


iH_- V J- i-J 


36 


36 


10 


A0201 


VLFDHPSFRL 


3195.307 


77 


HCV— lb 


40 


6 


10 


A0201 


ALAGFTTTSL 


21.362 


70 


HCV- 1 b 


43 


11 


10 


A0201 


SLCPNGLHEA 


11.426 


7<J 


HCV- 1 b 


45 


30 


9 


A0201 


LIPPGRTAV 


16.258 


SO 


HCV-lb 

1 IV- V <JU 


45 


29 


10 


A0201 


QLIPPGRTAV 


69.552 


81 

0 J. 


HCV-lb 

1 IV* V J- 


52 


1 


9 


A02 01 


MLLEGLCSL 


1267.104 


82 


HCV- lb 


52 


8 


10 


A0201 


SLSSCEAPGL 


21.362 


83 


HCV-lb 

1 A V— V ■**-* r 


53 


2 


10 


A0201 


FLQCVGRPRC 


22.853 


84 


HCV-lb 


18 


48 


10 


Al 


SGEPLRHSGR 


22.500 


85 


HCV- lb 


48 


3 


9 


Al 


STDHRTCQK 


25.000 


86 


HCV-lb — 




- 3 - 


10- 


Al r— • 


STDHRTCQKR 


. 21.500. 


87 


HCV-lb 


1 


26 


9 


B3501 


TPGVGRVIW 


10.000 


88 


HCV- lb 


5 


12 


10 


B3501 


IPATYQVTAW 


10.000 


89 


HCV-lb 


6 


95 


9 


B3501 


SPRIAGGRM 


120.000 


90 


HCV-lb 


6 


2 


9 


B3501 


TPSKLGSLL 


20.000 


91 


HCV-lb 


6 


89 


10 


B3501 


RPTVPESPRI 


24.000 


92 


HCV-lb 


6 


51 


10 


B3501 


RTRGLIAGTM 


12.000 


93 


HCV-lb 


6 


94 


10 


B3501 


E SPRIAGGRM 


10 . 000 


94 


HCV-lb 


18 


25 


10 


B3501 


KAGWSLGRHM 


12.000 


95 


HCV-lb 


18 


28 


10 


B3501 


WSLGRHMLSM 


10.000 


96 


HCV-lb 


18 


19 


10 


B3501 


APPGTSKAGW 


10.000 


97 


HCV-lb 


1 1 


5 


10 


B3501 


LPMWALGAL 


20.000 


98 


HCV-lb 


14 


68 


10 


B3501 


KPSGGEGISF 


60.000 


99 


HCV-lb 


14 


58 


10 


B3501 


SPSMAKPSPL 


20.000 


100 HCV-lb 


14 


46 


10 


B3501 


TSRRWPCLIL 


15.000 


101 HCV-lb 


15 


14 


9 


B3501 


RPRLGCGPT 


12.000 


102 HCV-lb 


18 


33 


9 


B3501 


QPPNKRRLD 


20.000 


103 HCV-lb 


18 


22 


9 


B3501 


SSSRKRSGY 


10.000 


104 HCV-lb 


18 


33 


10 


B3501 


QPPNKRRLL 


20.000 
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1UD rlL V ~ Xx> 


1 ft 


91 


1 f) 

X u 


JLUO nLV ID 


1 ft 


A 


1 n 

X VJ 


1U/ JtiLv XJJ 


9 ft 
z u 




q 




z j 


q 


q 




9*} 

Z J 


X -J 


Q 
-/ 


XXU nLV IJJ 


9/1 


1 n 


1 0 


111 xlL V — X X> 


9 A 


9^ 

Zi -5 


10 

x vj 


11*2 JriLv — XJ3 


97 
Z / 




q 


J. J. .5 Jn.L V — Xx> 


9 Q 
z> J 


9 


q 


114 riLv~XX> 


9 Q 


9 n 


q 


"1 *1 C TJTOT 7 "1 Vv 

115 JttLV — ±JJ 


9 Q 


9 
3 Z 


1 0 

X VJ 


tic xir*\ 7 1 Vv 

116 JriLV — ±SJ 


9 Q 


X 3 


1 ft 

X vj 


1 "1 1 T_T/~1T 7 1 Vv 

117 riLV — _LJD 




q 


q 


llo HlV— XJO 


j1 


1 q 


Q 

J 


119 riLV — 1JD 


JO 




q 


120 HLV-X.D 




3 / 


q 


121 HLV— 1J3 


•3 1 
J J 




1 ft 
x w 


122 HLV-lD 




3 U 


q 

-> 


•1 *> O TTriT 7 -1 Vv 

123 HLV-iD 




4X 


q 


124 HCV-1J3 


JO 


3 Q 


1 ft 

X u 


125 HCV-1D 


j 0 


1 4 


1 ft 
xu 


12 6 HLV-lD 


"2 Q 

J3 


1 ft 
X U 


1 ft 
X u 


1 1 TT/~1\7 *1 Vv 

127 H(JV-lD 


"3 Q 


Q 

O 


1 ft 
X u 


128 HtV-lD 


4 J) 


3 U 


q 


12 9 HCV-1D 


/I "5 


3 


1 ft 
X u 


13 0 HCV-JLD 


4o 


A C 
4 O 


Q 


131 HCV-lD 


/ c 


X Z 


Q 


1 O rrrtt 7 "1 Vv 

132 HtJV-lD 


/ C 
4D 


Z 


1 ft 

X VJ 


•lOO TT(TT 7 1 Vv 

133 HlV— x JO 


/ c: 
4o 


1 9 
XZ 


1 ft 
X u 


t "3 A Uf~*\ 7 1 Vv 

134 JUL V— ID 


JJ 


0 
0 


1 ft 

X vJ 


■IOC UPT 7 1 Vv 

135 HLV— xD 


34 


1 
X 


1 ft 

X VJ 


136 HLV- XD 


Q 

0 


R1 
3 X 


1 ft 

X VJ 


1 O *7 TT/~1T 7 T V\ 

137 HLV- JLD 


1 Q 


X 


1 ft 

X VJ 


•too T_r/**x 7 1 V\ 
13 8 HCV— XD 


O Q 


9 A 


q 


<10 0 TT/~1T T -1 Vv 

13 9 HLV-1D 


J O 


7 7 
/ / 


q 


i4*U -riLV — X JD 


7 £ - 

JO" 


„ Aft. „ 
— I ±-\J — 


- 1ft 
X VJ 


1 A *1 T_T/^1T 7 1 Vv 

141 HLV— ID 


4 0 


1 ft 
X O 


1 n 

X u 


1 J O TjpT T 1 Vv 

142 riLV — ±D 


A7 
4 / 


c 
3 


q 


JL43 riLV — XD 


A7 


R 


1 n 

X u 


1 A A ur*\ 7 1 Vv 


A7 


1 1 
X X 


1 ft 


±423 JM.L V XD 


R9 


91 

£1 X 


q 
y 


1 A £ TH~ , \ T— T Vv 


ct 
3 2j 


1 9 

X £j 


q 

wJ 


X\k 1 JriLV — XD 


-1 
J_ 


AR 


10 

JL VJ 


1 A P TJr" 1 ^ 7_ 1 Vi 
140 JtlLV — XD 


1 
J. 


9^ 


10 


1 A Q TJO\ 7_ 1 "K 
X** 2J HLV ID 


C 


1 4 


q 

y 


J.3U riL V — X D 


D 


QR 


q 


151 HCV-lb 


6 


2 


9 


152 HCV-lb 


6 


36 


9 


153 HCV-lb 


6 


29 


9 


154 HCV-lb 


6 


40 


9 


155 HCV-lb 


6 


68 


10 


156 HCV-lb 


6 


58 


10 


157 HCV-lb 


6 


75 


10 


158 HCV-lb 


6 


51 


10 
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B3501 


SSSSRKSGY 


10. 


000 


B3501 


KSAPRTSLTL 


10. 


000 


B3501 


RSSPALPSL 


10. 


000 


B3501 


TPRAPAHPL 


60. 


000 


B3501 


HPLQRQTIL 


20. 


000 


B3501 


RPTSCGGRRW 


20. 


000 


B3501 


SPAWSRRTRW 


10. 


000 


B3501 


SPLTDCKSW 


15. 


000 


B3501 


YARRWPSMM 


18. 


000 


B3501 


YSQIWESVY 


10. 


000 


B3501 


WSPMMWSPPF 


20. 


000 


B3501 


QPALSYSQIW 


10. 


000 


B3501 


RSPRTTSVL 


10. 


.000 


B3501 


IPPPPSHGL 


20. 


,000 


B3501 

1 •* ^J ■ — ' »x. 


CPRGGGPPL 


60. 


.000 


B3501 


GPGASALGY 


40, 


.000 


B3501 


CPRGGGPPLV 


12. 


.000 


B3501 


LPLSFAVLF 


20, 


.000 


B3501 


ESARLLFLY 


10 


.000 


B3501 


RPGSGGRREL 


40 


.000 


B3501 


IPCHERLLQIj 


20 


.000 


1~l O t_" *1 

B3501 


S PGGRAKijL Li 


9 ft 
z u 


ft ftft 


B3501 


LPS PGGRARL 


20 


.000 


B3501 


QPSYPATGL 


20 


.000 


B3501 


VSAEGRWGSL 


10 


. 000 


B3501 


RSHWQRQEY 


20 


.000 


B3501 


CARRVHGNY 


18 


.000 


B3501 


HPGGCEGGGL 


30 


.000 


B3501 


CARRVHGNYY 


18 


.000 



B3501 


RPRCIRQKGV 


24.000 


B3501 


MPQETWGTTL 


40. 000 


B4403 


HELMPWTERW 


36. 000 


B4403 


MEQEWPARSW 


18. 000 


B4403 


WE S VYARRW 


18.000 


B4403 


HERLLQLKY 


180.000 


B440-3 


RESARLLFLY 


,270.000. 


B4403 


HEAGRADRHV 


18.000 


B4403 


VEVSHTAET 


12.000 


B4403 


VEVSHTAETY 


360.000 


B4403 


AETYAARANT 


12.000 


B4403 


RERRRPCRY 


120 .000 


B4403 


CEAPGDHDA 


24.000 


B7 


SPTSWGTFRL 


80.000 


B7 


APQTP GVGRV 


12.000 


B7 


ATYQVTAWL 


12.000 


B7 


SPRIAGGRM 


200.000 


B7 


TPSKLGSLL 


80.000 


B7 


SLRGGVPSL 


40.000 


B7 


AAAPSTSSL 


36.000 


B7 


GVPSLTLCL 


20. 000 


B7 


YPRRRCVAQC 


20.000 


B7 


GMTH PNRAVL 


18.000 


B7 


AQCIASPRVL 


12.000 


B7 


RTRGLIAGTM 


10.000 
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159 HCV-lb 


8 


39 


10 


B7 


YGRCSCSCWL 


40.000 


160 HCV-lb 


8 


26 


10 


B7 


AGWSLGRHML 


18.000 


161 HCV-lb 


8 


52 


10 


B7 


ELMPWTERWL 


12.000 


162 HCV-lb 


9 


4 


9 


B7 


EAAMPSSSL 


18.000 


163 HCV-lb 


13 


5 


10 


B7 


L PMWALGAL 


240.000 


164 HCV-lb 


13 


2 


10 


B7 


ASFLP1WVAL 


12.000 


165 HCV-lb 


14 


105 


9 


B7 


GSMCPSYQL 


18.000 


166 HCV-lb 


14 


58 


10 


B7 


SPSMAKPSPIi 


80.000 


167 HCV-lb 


14 


46 


10 


B7 


TSRRWPCLIL 


60.000 


168 HCV-lb 


14 


15 


10 


B7 


AQSWTKRRRL 


18.000 


169 HCV-lb 

v »i.x-/ 


15 


14 


9 


B7 


RPRLGCGPT 


20.000 


170 HCV-lb 


16 


5 


9 


B7 


CPRPSRQET 


30.000 


171 HCV-lb 

_L / JL 11 V J_Js^ 


16 


5 


10 


B7 


CPRPSRQETT 


20.000 




18 


33 


9 


B7 


QPPNKRRLL 


120. 000 


17 3 HCV-lb 


18 


6 


9 


B7 


APRTSLTLS 


12.000 


174 HCV~lt> 


18 


34 


9 


B7 


PPNKRRLIjIi 


12.000 


17 5 HCV-lb 


18 


5 


9 


B7 


SAPRTSLTIi 


12.000 


17 6 HCV-lb 

JL f W llVf V J— * 


18 


33 


10 


B7 


QPPNKRRLLL 


120.000 


177 HPV- lb 


20 


4 


9 


B7 


RATPQRVLL 


18.000 


17 8 HCV-lb 


20 


2 


10 


B7 


CLRATPQRVL 


60.000 


1 7 Q wrv- lt> 

jL / 7 riv— - v wU-k^ 


20 


9 


10 


B7 


RVLLRSSPAL 


20.000 


1 SO HCV-lb 


23 


9 


9 


B7 


TPRAPAHPIi 


1200. 000 


181 HCV-lb 


23 


15 


9 


B7 


HLPQRQTIL 


80.000 


182 HCV-lb 


23 


23 


9 


B7 


LGRCGGWPL 


40.000 




25 


24 


9 


B7 


SGRARITTL 


40. 000 




25 


14 


9 


B7 


NPRSSPQRC 


20.000 


185 HPV— 1_h> 


25 


9 


9 


B7 


ACGRRRSPL 


18.000 


1 86 HPV— 1 t> 


25 


8 


10 


B7 


QACGRRRS PL 


18.000 


187 HPV- lb 


28 


20 


9 


B7 


CGRTCWKTL 


40.000 


188 HCV-lb 


29 


28 


9 


B7 


YARRWPSMM 


30.000 


189 HCV-lb 


29 


34 


9 


B7 


SMMWSPPFL 


12.000 


190 HPV- lb 


31 


19 


9 


B7 


IPPPPSHGL 


120.000 


191 HCV-lb 

JL .7 JL AlV— V -X 


31 


26 


10 


B7 


GLGRKQLjDTIj 


40.000 


192 HCV-lb 


33 


46 


9 


B7 


CPRGGGPPL 


800 . 000 


193 HCV~lb 


33 


46 


10 


B7 


CPRGGGPPLV 


40.000 


- 1 9 4- --HCV— lb • 

-1. — A X *w V _I_X-J 


.. -3 3... 


3 


10- 


._B7~ - 


LAHFHS I VTL 


12_. Q0 0_ 


195 HPV- lb 

JL 7 «J> 11V> V -LI— ' 


36 


42 


9 


B7 


SARLLFLYL 


120 .000 


196 HPV- lb 


36 


38 


9 


B7 


CNRESARLL 


40.000 


197 HCV-lb 

JL i7 / J- X v_» v X 


36 


28 


10 


B7 


RPGSGGRREL 


120.000 


198 HCV-lb 


36 


74 


10 


B7 


IPCHERLLQL 


80.000 


199 HCV-lb 


39 


12 


9 


B7 


GGRARLCDL 


40 . 000 


200 HCV-lb 


39 


10 


10 


B7 


SPGGRARLCL 


120 . 000 


2 01 HCV-lb 


39 


8 


10 


B7 


LPSPGGRARL 


120.000 


202 HCV-lb 


40 


30 


9 


B7 


FCRSGTLDL 


40. 000 


203 HCV-lb 


40 


7 


9 


B7 


LAGFTTTSL 


12.000 


204 HCV-lb 


40 


6 


10 


B7 


ALAGFTTTSL 


12.000 




43 


30 


9 


B7 


QPSYPATGIj 


120.000 


206 HCV-lb 


43 


39 


9 


B7 


GPRGPTRPC 


30.000 


207 HCV-lb 


43 


20 


10 


B7 


AGRADRHVHL 


120.000 


208 HCV-lb 


45 


22 


9 


B7 


AVSGLHGQIi 


60.000 


209 HCV-lb 


45 


2 


10 


B7 


HPGGCEGGGL 


80.000 


210 HCV-lb 


45 


21 


10 


B7 


YAVSGLHGQL 


12.000 


211 HCV-lb 


46 


5 


10 


B7 


DSRLQGSHIj 


40.000 


212 HCV-lb 


47 


15 


9 


B7 


AARANTLAV 


18.000 
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01 1 
aXJ 


HPV- 1 b 


49 


9 


10 


A J. Si 




51 


16 


9 






51 


15 


10 


^ X O 


HCV- lb 


53 


8 


10 


A X # 


HCV-lb 


54 


1 


10 




HCV— 1 b 


56 


3 


9 


A *1. 7 


HCV-lb 


56 


2 


10 


99fl 


i i>-^ v J- 


6 


46 


10 


991 
^ a j. 


up\7-lb 


14 


85 


10 


999 
a a a 


tt/-^ r_l b 

XI V J.XJ 


18 


33 


9 


9 9"^ 

A A J 


ilL V _L JJ 


18 


33 


10 


99A 

A A T> 




23 


15 


9 


99«5 

A A3 


TTP\7— 1 b 


23 


9 


9 


99<C 

A A O 


n^- v j- jj 


2S 


24 


9 


A A / 


Xlv^ V -1- JJ 




9 


9 


A A O 


±1^ V J. JJ 


91 


8 


10 


A A 17 


rl\w V J. jj 


33 


46 


9 




rlA^ v J.JJ 




42 


9 


231 


HCV-lb 


36 


74 


1 n 
1U 


232 


HCV-lb 


39 


12 


9 


233 


HCV-lb 


40 


30 


9 


234 


HCV-lb 


43 


20 


10 


235 


HCV-lb 


51 


16 


9 


236 


HCV-lb 


51 


15 


10 


237 


HCV-lb 


52 


19 


9 


238 


HCV-lb 


53 


8 


10 
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B7 


SAHFHAHRPL 


12.000 


B7 


AAHQRVEQL 


36.000 


B7 


QAAHQRVEQL 


12.000 


B7 


RPRC I RQKGV 


40.000 


B7 


MPQETWGTTL 


80. 000 


B7 


WQPPGPPL 


30.000 


B7 


SWQPPGPPL 


30.000 


B8 


LCLTSRTRGL 


16.000 


B8 


SPSMAKPSPL 


16.000 


B8 


QPPNKRRLIi 


16.000 


B8 


QPPNKRRLLL 


16.000 


B8 


HPLQRQTIL 


16.000 


B8 


TPRAPAHPL 


16.000 


B8 


SGRARITTL 


16.000 


B8 


ACGRRRSPL 


16.000 


B8 


QACGRRRS PL 


16.000 


B8 


CPRGGGPPL 


16.000 


B8 


SARLLFLYL 


16.000 


DO 
DO 


IPCHERLLOL 


16.000 


B8 


GGRARLCLL 


16.000 


B8 


FCRSGTLDL 


16.000 


B8 


AGRADRHVHL 


16.000 


B8 


AAHQRVEQL 


16.000 


B8 


QAAHQRVEQL 


16.000 


B8 


DARERRRPC 


48.000 


B8 


RPRC I RQKGV 


24. 000 
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Table 4d 
lb (4-6) 



No. 


Strain 


ORF 


Start 


AA 


HIiA 


Peptide secjuence 


Score 


1 


HCV lb 


1 


2 


10 


B7 


ICREaSISTL 


40.000 


2 


HCV lb 


1 


2 


10 


B8 


ICREaSISTL 


24.000 


3 


HCV lb 


1 


4 


9 


B_4403 


REASISTLC 


12.000 


4 


HCV lb 


1 


4 


10 


B_4403 


REASiSTLCS 


12.000 


5 


HCV lb 


2 


20 


9 


A„0201 


CLPLQKVGV 


69.552 


6 


HCV lb 


2 


4 


9 


B_3501 


WPGVFSSPF 


20.000 


7 


HCV lb 


3 


12 


9 


A_02 01 


MMDSAPSRI 


47.394 


8 


HCV lb 


3 


13 


10 


A__0201 


MLSApSRILV 


118.238 


9 


HCV lb 


3 


11 


10 


A_0201 


NMMLsAPSRI 


27. 879 


10 


HCV lb 


3 


5 


9 


B7 


RPTHWKNMM 


30.000 


11 


HCV lb 


3 


5 


10 


B7 


RPTHwRNMML 


80.000 


12 


HCV lb 


3 


3 


10 


B7 


RGRPtHWRNM 


10.000 


13 


HCV lb 


3 


5 


9 


B_3501 


RPTHWRNMM 


80.000 


14 


HCV lb 


3 


5 


10 


B_3501 


RPTHwRNMML 


40.000 


15 


HCV lb 


3 


3 


10 


B_3501 


RGRPtHWRNM 


12.000 


16 


HCV lb 


4 


18 


10 


A_0201 


RLAAqESTGI 


10.433 


17 


HCV lb 


4 


12 


9 


A24 


RYSPGTRLA 


12.000 


18 


HCV lb 


4 


44 


10 


A24 


RGPSsRIHGL 


12.000 


19 


HCV lb 


4 


12 


10 


A24 


RYSPgTRLAA 


12.000 


20 


HCV lb 


4 


45 


9 


B7 


GPS3RIHGL 


80.000 


21 


HCV lb 


4 


10 


10 


B7 


ISRYSPGTRL 


60 . 000 


22 


HCV lb 


4 


47 


10 


B7 


SSRIbGLPDL 


40. 000 


23 


HCV lb 


4 


45 


9 


B7 


GPSSRIHGL, 


16.000 


24 


HCV lb 


4 


45 


9 


B_3501 


GPSSRIHGL 


20.000 


25 


HCV lb 


4 


31 


9 


B_3501 


SPSRPEEGW 


10.000 


26 


HCV lb 


4 


10 


10 


B„3501 


ISRYSPGTRL 


15.000 


27 


HCV lb 


4 


47 


10 


B_3501 


SSRIbGLPDL 


15.000 


28 


HCV lb 


4 


20 


10 


B_3501 


AAQESTGIRM 


12.000 


29 


HCV lb 


5 








no hits 




30 


HCV lb 


6 








no hits 




31 


HCV lb 


7 








no hits 




32 


HCV lb 


8 








no hits 




33 


HCV lb 


9 








no hits 




34 


HCV lb 


10 








no hits 




35 


HCV lb 


11 








no hits 




36 


HCV lb 


12 


12 


10 


A_0201 


AEWIsLLSTV 


25.817 


37 


HCV lb 


12 


3 


10 


A_0201 


SMMLLRGSQA 


13 .276 






12 


12 


10 


B_4403 


AEWIsLLSTV 


18.000 


39 


HCV lb 


13 


14 


9 


A_0201 


QQPPLVWWL 


205.491 


40 


HCV lb 


13 


21 


9 


A_0201 


WLFAVTRAL 


72 .718 


41 


HCV lb 


13 


17 


9 


A_0201 


PLVWWLFAV 


20.412 


42 


HCV lb 


13 


13 


10 


A_0201 


EQQPpLVWWL 


15.412 


43 


HCV lb 


13 


4 


9 


A3 


GLATWTPPR 


36 .000 


44 


HCV lb 


13 


10 


9 


B7 


PPREQQPPL 


80.000 


45 


HCV lb 


13 


9 


10 


B7 


TPPReQQPPL 


80.000 


46 


HCV lb 


13 


15 


9 


B_3501 


QPPLVWWLF 


20.000 


47 


HCV lb 


13 


10 


9 


B_3501 


PPREQQPPL 


12.000 


48 


HCV lb 


13 


9 


10 


B_3501 


TPPReQQPPL 


20.000 
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49 


HCV lb 


13 


12 


10 


B_4403 


REQQpPLVWW 


18.000 


50 


HCV lb 


14 


15 


10 


A__02 01 


GMLPgRGSCL 


57.085 


51 


HCV lb 


14 


16 


10 


A_0201 


MLPGrGSCLL 


36.316 


52 


HCV lb 


14 


23 


9 


A__0201 


CLLPAWSGT 


46.873 


53 


HCV lb 


14 


16 


9 


A„0201 


MLPGRGSCL 


36.316 


54 


HCV lb 


14 


17 


9 


B7 


LPGRGSCLL 


80.000 


55 


HCV lb 


14 


7 


10 


B7 


EPWRtPWLGM 


30.000 


56 


HCV lb 


14 


5 


10 


B7 


GPEPWRTPWL 


24.000 


57 


HCV lb 


14 


7 


10 


B_3501 


EPWRtPWLGM 


40.000 


58 


HCV lb 


14 


17 


9 


B_3501 


LPGRGSCLL 


20.000 


59 


HCV lb 


14 


2 


10 


B_4403 


MEVGpEPWRT 


12.000 


60 


HCV lb 


14 


19 


9 


A_0201 


RLLPRQRRL 


15.808 


61 


HCV lb 


14 


12 


9 


A24 


PYSPSSERL 


24.000 


62 


HCV lb 


14 


19 


9 


A24 


RLLPRQRRL 


14.400 


63 


HCV lb 


14 


12 


10 


A24 


PYSPsSERLL 


24.000 


64 


HCV lb 


14 


11 


10 


B7 


RPYSpSSERL 


80.000 


65 


HCV lb 


14 


5 


9 


B_3501 


RSLSQSRPY 


20.000 


66 


HCV lb 


14 


11 


10 


B_3501 


RPYSpSSERL 


40.000 


67 


HCV lb 


15 


19 


9 


A__0201 


RLLPRQRRL 


15.808 


68 


HCV lb 


15 


12 


9 


A24 


PYSPSSERL 


24.000 


69 


HCV lb 


15 


19 


9 


A24 


RLLPRQRRL 


14.400 


70 


HCV lb 


15 


12 


10 


A24 


PYSPSSERLL 


24.000 


71 


HCV lb 


15 


11 


10 


B7 


RPYSpSSERL 


80. 000 


72 


HCV lb 


15 


5 


9 


B_3501 


RSLSQSRPY 


20.000 


73 


HCV lb 


15 


11 


10 


B_3501 


RPYSpSSERL 


40.000 


74 


HCV lb 


16 


3 


9 


B7 


AVRPGGMSC 


15.000 


75 


HCV lb 


17 




7 




no hits 




76 


HCV lb 


18 


21 


10 


A_0201 


SLGPwHKLW 


28.516 


77 


HCV lb 


18 


27 


10 


A_02 01 


KLWvKPARA 


17.388 


78 


HCV lb 


18 


6 


10 


A24 


RVPD1QKPRL 


14.400 


79 


HCV lb 


18 


27 


9 


A3 


KLVWKPAR 


27.000 


80 


HCV lb 


18 


47 


9 


B7 


MPPQGPACL 


80.000 


81 


HCV lb 


18 


14 


9 


B7 


RLRTMQPSL 


40.000 


82 


HCV lb 


18 


2 


9 


B7 


VTRSRVPDL 


40.000 


83 


HCV lb 


18 




9~ 


B7 * 




247000" 


84 


HCV lb 


18 


19 


10 


B7 


QPSLgPWHKL 


L20.000 


85 


HCV lb 


18 


1 


10 


B7 


MVTRs RVPDL 


20.000 


86 


HCV lb 


18 


6 


10 


B7 


RVPD1QKPRL 


20.000 


87 


HCV lb 


18 


2 


9 


B8 


VTRSRVPDL 


80.000 


88 


HCV lb 


18 


19 


10 


B_3501 


QPSLgPWHKL 


20.000 


89 


HCV lb 


18 


32 


10 


B_3501 


KPARaGATAI 


16.000 


90 


HCV lb 


18 


12 


10 


B_3501 


KPRLrTMQPS 


12.000 


91 


HCV lb 


19 




7 




no hits 




92 


HCV lb 


20 


7 


10 


B7 


RTRGsGCWRL 


40.000 


93 


HCV lb 


20 


24 


9 


B8 


CARQRQQRV 


48.000 


94 


HCV lb 


21 


8 


9 


Al 


VLEAARHSY 


45.000 


95 


HCV lb 


21 


2 


10 


A__0201 


ALPGgGVLEA 


11.426 


96 


HCV lb 


21 


1 


9 


B7 


MALPGGGVL 


12.000 


97 


HCV lb 


22 


14 


10 


B7 


NQRGrARDRL 


60.000 


98 


HCV lb 


23 


3 


10 


A_02 01 


MLPSqELTGV 


271.948 


99 


HCV lb 


23 


1 


9 


A_0201 


MIMLPSQEL 


18.476 


100 


HCV lb 


23 


2 


9 


A_0201 


IMLPSQELT 


16.588 
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101 


HCV lb 


23 


1 


9 


B7 


MIMLPSQEL 


18.000 


102 


HCV lb 


23 


7 


10 


B_4403 


QELTgVCLAV 


12-000 


103 


HCV lb 


23 


7 


9 


B_4403 


QELTGVCDA 


24.000 


104 


HCV lb 


24 




7 




no hits 




105 


HCV lb 


25 


6 


10 


Al 


TVESkQRVSY 


90.000 


106 


HCV lb 


25 


19 


9 


A_0201 


MGFFFDFQV 


62.942 


107 


HCV lb 


25 


18 


10 


A_0201 


PMGFfFDFQV 


24.356 


108 


HCV lb 


25 


14 


9 


A24 


SYEKPMGFF 


150.000 


109 


HCV lb 


25 


20 


9 


A24 


GFFFDFQVF 


14.400 


110 


HCV lb 


25 


14 


10 


A24 


SYEKpMGFFF 


150.000 


111 


HCV lb 


25 


38 


10 


A24 


EYWNpYEEPI 


50.000 


112 


HCV lb 


25 


10 


10 


B7 


KQRVs YEKPM 


10.000 


113 


HCV lb 


25 


10 


10 


B_3 501 


KQRVSYEKPM 


12.000 


114 


HCV lb 


25 


13 


10 


B_3501 


VSYEkPMGFF 


10.000 


115 


HCV lb 


25 


35 


9 


B_3501 


CPGEYWNPY 


80.000 


116 


HCV lb 


25 


17 


9 


B_3501 


KPMGFFFDF 


40.000 


117 


HCV lb 


25 


13 


9 


B_3 501 


VSYEKPMGF 


10.000 


118 


HCV lb 


25 


31 


9 


B_3501 


NSTRCPGEY 


10. 000 


119 


HCV lb 


25 


15 


9 


B_4403 


YEKPMGFFF 


120.000 


120 


HCV lb 


25 


7 


9 


B_4403 


VESKQRVSY 


120.000 


121 


HCV lb 


26 


17 


9 


Al 


HTEWMWLTA 


11.250 


122 


HCV lb 


26 


1 


10 


A_02 01 


MMWsIGVTV 


85.394 


123 


HCV lb 


26 


26 


10 


A_0201 


LLDRfRTSFA 


18.580 


124 


HCV lb 


26 


14 


10 


A_0201 


KSFHtEWMWL 


16.885 


125 


HCV lb 


26 


2 


9 


A_0201 


MWSIGVTV 


10.346 


126 


HCV lb 


26 


15 


9 


A24 


SFHTEWMWL 


20.000 


127 


HCV lb 


26 


20 


10 


A3 


WMWLtALliDR 


60.000 


128 


HCV lb 


26 


12 


10 


B_3501 


SSKSf HTEWM 


30.000 


129 


HCV lb 


26 


14 


10 


B„3501 


KSFHtEWMWL 


15.000 


130 


HCV lb 


27 


16 


10 


A_0201 


SLLSsAAHGV 


257.342 


131 


HCV lb 


27 


1 


10 


A_0201 


MLWWrSKELL, 


147.697 


132 


HCV lb 


27 


12 


10 


A_0201 


ALMGsLLSSA 


42.278 


133 


HCV lb 


27 


9 


10 


A_0201 


LLNA1MGSLL 


36.316 


134 


HCV lb 


27 


5 


9 


A24 


RSKELLNAL 


13 .824 


~135 


HCV lb 


27 


"5" 


9 


~ B_35~01~ 


"" ""RSKEL'LNAIj" 


-60:000- 


136 


HCV lb 


27 


5 


10 


B_3501 


RSKE1LNALM 


120.000 


137 


HCV lb 


27 


7 


10 


B_4403 


KELLnALMGS 


18.000 


13 8 


HCV lb 


28 


29 


9 


Al 


TADDSELPK 


50.000 


139 


HCV lb 


28 


7 


9 


Al 


TSDPLSPSS 


15.000 


140 


HCV lb 


28 


3 


9 


A24 


EYDSTSDPL 


200.000 


141 


HCV lb 


28 


61 


9 


A24 


RGGGIGGAL 


11 .200 


142 


HCV lb 


28 


52 


9 


B7 


SVRTTVLFL 


200.000 


143 


HCV lb 


28 


19 


9 


B7 


SGRAVAVPL 


40.000 


144 


HCV lb 


28 


9 


10 


B_3501 


DPLSpSSEAW 


10.000 


145 


HCV lb 


28 


33 


10 


B_4403 


SELPkVLVAS 


72.000 


146 


HCV lb 


28 


15 


10 


B_4403 


SEAWsGRAVA 


16 .000 


147 


HCV lb 


28 


33 


9 


B_4403 


SELPKVLVA 


144.000 


148 


HCV lb 


28 


15 


9 


B_4403 


SEAWSGRAV 


16.000 


149 


HCV lb 


29 


40 


9 


Al 


FSDSTRVMF 


15.000 


150 


HCV lb 


29 


92 


9 


Al 


GGDPLANLR 


12.500 


151 


HCV lb 


29 


12 8 


9 


Al 


SCDPTRYWL 


10.000 


152 


HCV lb 


29 


62 


10 


A_0201 


RSASgETWWV 


18.728 
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153 


HCV lb 


29 


38 


9 


A_0201 


TLFSDSTRV 


257.342 


154 


HCV lb 


29 


106 


9 


A_0201 


VMWEGSVSM 


207.569 


155 


HCV lb 


29 


63 


9 


A_0201 


SASGETWWV 


39.848 


156 


HCV lb 


29 


177 


9 


A_0201 


FTLSWMPV 


37.815 


157 


HCV lb 


29 


155 


9 


A_0201 


YLCNRTPST 


34.279 


158 


HCV lb 


29 


135 


9 


A_0201 


WLSPTWNVT 


23.893 


159 


HCV lb 


29 


171 


9 


A_0201 


GTWHGHFTL 


14.283 


160 


HCV lb 


29 


98 


9 


A_0201 


NLRLAVSAV 


12.158 


161 


HCV lb 


29 


148 


9 


A24 


RGLHAGAYL 


12.000 


162 


HCV lb 


29 


133 


9 


A24 


RYWLSPTWN 


10.000 


163 


HCV lb 


29 


75 


10 


A24 


AFKEgADWWL 


28. 800 


164 


HCV lb 


29 


39 


10 


A24 


LFSDsTRVMF 


12.000 


165 


HCV lb 


29 


133 


10 


A24 


RYWLsPTWNV 


10.000 


166 


HCV lb 


29 


46 


9 


A3 


VMFPPISCR 


67.500 


167 


HCV lb 


29 


88 


9 


B7 


LAKEGGDPL 


12.000 


168 


HCV lb 


29 


105 


10 


B7 


AVMWeGSVSM 


45.000 


169 


HCV lb 


29 


141 


10 


B7 


NVTS S RRRGL 


30.000 


170 


HCV lb 


29 


170 


10 


B7 


AGTWhGHFTL 


12.000 


171 


HCV lb 


29 


52 


10 


B7 


SCRHrRLASM 


10.000 


172 


HCV lb 


29 


98 


10 


B7 


NLRLaVSAVM 


10.000 


173 


HCV lb 


29 


30 


10 


B8 


GSKEsRTTTL 


120.000 


174 


HCV lb 


29 


52 


10 


B8 


SCRHrRLASM 


80.000 


175 


HCV lb 


29 


88 


9 


B8 


LAKEGGDPIi 


24.000 


176 


HCV lb 


29 


88 


9 


B__3501 


LAKEGGDPL 


18.000 


177 


HCV lb 


29 


30 


10 


B_3501 


GSKEsRTTTL 


30 . 000 


178 


HCV lb 


29 


127 


10 


B_3501 


GSCDpTRYWL 


10.000 


179 


HCV lb 


29 


164 


10 


B_4403 


SEKNsGAGTW 


36.000 


180 


HCV lb 


29 


114 


10 


B_4403 


MEVStATSGS 


18.000 


181 


HCV lb 


29 


66 


10 


B_4403 


GETWwWHVA 


18.000 


182 


HCV lb 


29 


32 


9 


B_4403 


KESRTTTLF 


90.000 


183 


HCV lb 


29 


66 


9 


B_4403 


GETWWWHV 


12.000 


184 


HCV lb 


30 


64 


9 


Al 


SLDWSQVLK 


20.000 


185 


HCV lb 


30 


84 


10 


A_0201 


SLSHePEHGV 


69 .552 


186 


HCV lb 


30 


8 


10 


A_0201 


VLLQvLGPTI 


65.622 


187 


HCV lb 


30 


38 


10 


A_0201 


MMPSpRQTPL 


"26 .228" 


188 


HCV lb 


30 


68 


10 


A_ 0201 


SQVLkSVNTV 


16.219 


189 


HCV lb 


30 


9 


10 


A__0201 


LLQV1GPTIL 


14.890 


190 


HCV lb 


30 


3 


10 


A_0201 


NVPChVLLQV 


13 .997 


191 


HCV lb 


30 


17 


9 


A_0201 


ILMEPFLTC 


243 .428 


192 


HCV lb 


30 


22 


9 


A_0201 


FLTCPVICA 


52 .561 


193 


HCV lb 


30 


69 


9 


A_0201 


QVLKSVNTV 


51.790 


194 


HCV lb 


30 


16 


9 


A_0201 


TILMEPFLT 


21.989 


195 


HCV lb 


30 


9 


9 


A_0201 


LLQVLGPTI 


17.736 


196 


HCV lb 


30 


8 


9 


A_0201 


VLLQVLGPT 


14.015 


197 


HCV lb 


30 


63 


9 


A24 


RSLDWSQVB 


17.280 


198 


HCV lb 


30 


46 


10 


A3 


PLYPrWHEKK 


45.000 


199 


HCV lb 


30 


64 


9 


A3 


SLDWSQVLK 


20.000 


200 


HCV lb 


30 


46 


9 


A3 


PLYPRWHEK 


15.000 


201 


HCV lb 


30 


39 


9 


B7 


MPSPRQTPL 


80.000 


202 


HCV lb 


30 


57 


9 


B7 


TPGSCGRSL 


80.000 


203 


HCV lb 


30 


30 


9 


B7 


APHGQWCM 


60.000 


204 


HCV lb 


30 


4 


1C 


1 B7 


VPCHvLLQVL 


80.000 
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205 


HCV lb 


30 


14 


10 


B7 


GPTX1MEPFL 


80. 000 


206 


HCV lb 


30 


30 


10 


B7 


APHGqWCMM 


60.000 


207 


HCV lb 


30 


76 


10 


B7 


TVHIqSQTSL 


20. 000 


208 


HCV lb 


30 


48 


10 


B7 


YPRWhEKKGT 


20. 000 


209 


HCV lb 


30 


39 


9 


B8 


MPSPRQTPLj 


16.000 


210 


HCV lb 


30 


30 


9 


B_3501 


APHGQWCM 


40.000 


211 


HCV lb 


30 


14 


9 


B_3501 


GPTILMEPF 


20.000 


212 


HCV lb 


30 


39 


9 


B_3501 


MPSPRQTPL 


20.000 

• 


213 


HCV lb 


30 


57 


9 


B_3501 


TPGSCGRSL 


20.000 


214 


HCV lb 


30 


63 


9 


B_3501 


RSLDWSQVL 


2Q.000 


215 


HCV lb 


30 


39 


10 


B_3501 


MPSPrQTPLY 


40.000 


216 


HCV lb 


30 


30 


10 


B„3501 


APHGqWCMM 


40.000 


217 


HCV lb 


30 


14 


10 


B_3501 


GPTIlMEPFL 


20.000 


218 


HCV lb 


30 


4 


10 


B_3501 


VPCHvLLQVL 


20.000 


219 


HCV lb 


30 


87 


10 


B_4403 


HEPEhGVEQS 


12.000 


220 


HCV lb 


30 


93 


10 


B_4403 


VEQSsLIHWW 


12.000 


221 


HCV lb 


30 


93 


9 


B_4403 


VEQSSLIHW 


18.000 


222 


HCV lb 


31 


5 


10 


A„0201 


RLTRsSVEGI 


11.758 


223 


HCV lb 


31 


13 


9 


A3 


GISPLMTLK 


13 .500 


224 


HCV lb 


31 


9 


10 


B_3501 


SSVEglSPLM 


20.000 


225 


HCV lb 


31 


8 


10 


B_3501 


RSSVeGISPL 


10.000 


226 


HCV lb 


32 


35 


10 


Al 


ATHPpKMLNR 


12.500 


227 


HCV lb 


32 


40 


10 


A_02 01 


KMLNrRVLWV 


8.228.881 


228 


HCV lb 


32 


41 


10 


A_0201 


MLNRrVLWW 


836.241 


229 


HCV lb 


32 


46 


10 


A„0201 


VLWVvSGLVI 


60.355 


230 


HCV lb 


32 


52 


10 


A__0201 


GLVIeAVNAI 


23 .995 


231 


HCV lb 


32 


27 


10 


A_0201 


ALGGa SWAAT 


12.668 


232 


HCV lb 


32 


49 


10 


A__0201 


WSG1VIEAV 


11.660 


233 


HCV lb 


32 


77 


9 


A24 


KYCIPLMKF 


220.000 


234 


HCV lb 


32 


45 


9 


A24 


RVLWWSGL 


16.800 


235 


HCV lb 


32 


20 


9 


B7 


APTKAEAAL 


240.000 


236 


HCV lb 


32 


74 


9 


B7 


KPAKYCIPL 


80.000 


237 


HCV lb 


32 


34 


9 


B7 


AATHPPKML 


54 .000 


238 


HCV lb 


32 


45 


9 


B7 


RVLWWSGL) 


20.000 


239 


HCV lb 


"32 


6 


9 


B7~ 


'fprpmlpta 


-20.000- 


240 


HCV lb 


32 


74 


10 


B7 


KPAKyCI PLM 


20.000 


241 


HCV lb 


32 


6 


10 


B7 


FPRPmLPTAA 


20.000 


242 


HCV lb 


32 


33 


10 


B7 


WAAThPPKML 


18.000 


243 


HCV lb 


32 


90 


10 


B7 


AQWsRARHL 


12 .000 


244 


HCV lb 


32 


38 


10 


B7 


PPKM1NRRVL 


12 .000 


245 


HCV lb 


32 


74 


10 


B_3501 


KPAKyCI PLM 


80. 000 


246 


HCV lb 


32 


80 


10 


B_3501 


IPLMkFHMCF 


20.000 


247 


HCV lb 


32 


125 


10 


B_3501 


CSAScIPCSM 


10 . 000 


248 


HCV lb 


32 


1 


10 


B_3501 


MSTStFPRPM 


10 .000 


249 


HCV lb 


32 


74 


9 


B_3501 


KPAKYCIPL 


40 .000 


250 


HCV lb 


32 


20 


9 


B_3501 


APTKAEAAL 


20.000 


251 


HCV lb 


32 


24 


9 


B_4403 


AEAALGGAS 


16.000 


252 


HCV lb 


32 


24 


10 


B_4403 


AEAAl GGASW 


48.000 


253 


HCV lb 


32 


55 


10 


B_4403 


IEAVnAINDA 


12.000 


254 


HCV lb 


33 


31 


9 


Al 


SADMHAMMY 


125.000 


255 


HCV lb 


33 


2 


9 


Al 


TTLPWRQY 


12.500 


256 


HCV lb 


33 


51 


9 


Al 


WTAPSLYSK 


10.000 
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257 


HCV lb 


33 


36 


10 


A_0201 


AMMY1VMGWV 


305.644 


258 


HCV lb 


33 


39 


9 


A_0201 


YLVMGWVRV 


543.897 


259 


HCV lb 


33 


37 


9 


A_J)201 


MMYLVMGWV 


449.379 


260 


HCV lb 


33 


3 


9 


A_0201 


TLPWRQYA 


27.324 


261 


HCV lb 


33 


16 


10 


A24 


RTPPtSTQVL 


17.280 


262 


HCV lb 


33 


37 


10 


A3 


MMYLvMGVJVR 


60 . 000 


263 


HCV lb 


33 


17 


9 


B7 


TPPTSTQVL 


80.000 


264 


HCV lb 


33 


14 


9 


B7 


AARTPPTST 


13 .500 


265 


HCV^ lb 


33 


53 


9 


B7 


APSLYSKGV 


12.000 


266 


HCV lb 


33 


62 


10 


B7 


GPCSvGFSRM 


20.000 


267 


HCV lb 


33 


28 


10 


B7 


TSRSaDMHAM 


10.000 


268 


HCV lb 


33 


68 


9 


B8 


FSRMRHFHI 


20.000 


269 


HCV lb 


33 


11 


10 


B8 


AARAaRTP PT 


16.000 


270 


HCV lb 


33 


28 


10 


B_3501 


TSRSaDMHAM 


45.000 


271 


HCV lb 


33 


30 


10 


B_3501 


RSADmHAMMY 


40.000 


272 


HCV lb 


33 


62 


10 


B_3501 


GPCSvGFSRM 


40.000 


273 


HCV lb 


33 


48 


10 


B_3501 


TSFWtAPSLY 


10.000 


274 


HCV lb 


33 


30 


9 


B_3501 


RSADMHAMM 


40.000 


275 


HCV lb 


33 


17 


9 


B_3501 


TPPTSTQVIi 


20.000 


276 


HCV lb 


33 


2 


9 


B„4403 


TTLPWRQY 


54.000 


277 


HCV lb 


33 


1 


10 


B_4403 


MTTLpWRQY 


13 .500 


278 


HCV lb 


34 


15 


10 


A_0201 


WSWQtGNPGV 


17.334 


279 


HCV lb 


35 


3 


10 


B7 


EGRSpGVTNL 


40.000 


280 


HCV lb 


36 


3 


9 


A3 


LLPLPVLPR 


36.000 


281 


HCV lb 


36 


9 


10 


B7 


LPRRcERDTA 


30.000 


282 


HCV lb 


36 


1 


9 


B7 


MPLLPLPVL 


120.000 


283 


HCV lb 


36 


9 


9 


B7 


LPRRCERDT 


20 .000 


284 


HCV lb 


36 


1 


9 


B_3501 


MPLLPLPVL 


20.000 


285 


HCV lb 


37 


3 


10 


A_0201 


KVGSkLKSTV 


21.300 


286 


HCV lb 


37 


20 


9 


A_0201 


SITESKSPV 


39.210 


287 


HCV lb 


37 


9 


10 


A24 


KSTVwVTHVL 


11.200 


288 


HCV lb 


37 


17 


9 


A3 


VLQSITESK 


30.000 


289 


HCV lb 


37 


9 


10 


B_3501 


KSTVwVTHVL 


10.000 


290 


HCV lb 


38 








no hits 




~291 


HCV lb 


""39 ~ 


7 - 


9 


A_0201 


LMASMGMAL 


2 6 .'228 - 


292 


HCV lb 


39 


3 s 


9 


A_02 01 


CLPPLMASM 


11.426 


293 


HCV lb 


39 


4 


10 


B7 


LPPLmASMGM 


20.000 


294 


HCV lb 


39 


4 


10 


B_3501 


LPPLmASMGM 


40.000 


295 


HCV lb 


40 


7 


9 


Al 


VTDPGGVAV 


25.000 


296 


HCV lb 


40 


7 


10 


Al 


VTDPgGVAVA 


25.000 


297 


HCV lb 


40 


6 


10 


A_0201 


TVTDpGGVAV 


24.952 


298 


HCV lb 


40 


34 


9 


B_3501 


MPKIWESV 


12.000 


299 


HCV lb 


40 


25 


10 


B_3501 


VSAWsRTVPM 


10.000 


300 


HCV lb 


41 


15 


10 


Al 


ALDIyAPNPK 


10.000 


301 


HCV lb 


41 


7 


10 


A_0201 


LMLGsIPCAL 


97.045 


302 


HCV lb 


41 


6 


10 


A_0201 


VLMLgSIPCA 


71.872 


303 


HCV lb 


41 


35 


10 


A_02 01 


TLYPwAAYAA 


15.898 


304 


HCV lb 


41 


35 


9 


A_0201 


TLYPWAAYA 


87.437 


305 


HCV lb 


41 


46 


9 


A_02 01 


TLVLLPLPV 


69.552 


306 


HCV lb 


41 


7 


9 


A_0201 


LMLGSIPCA 


51.908 


307 


HCV lb 


41 


8 


9 


A_0201 


MLGSIPCAL 


36.316 


308 


HCV lb 


41 


48 


9 


A_02 01 


VLLPLPVGA 


31.249 



WO 2004/011650 



PCT/EP2003/008112 



- 76 - 



309 


HCV lb 


41 


6 


9 


A_0201 


VLMLGSIPC 


31 . 249 


310 


HCV lb 


41 


1 


9 


A_0201 


MVLTPVLML 


27 . 042 


311 


HCV lb 


41 


41 


9 


A24 


AYAAGTLVL 


200. 000 


312 


HCV lb 


41 


41 


10 


A24 


AYAAgTLVLL 


200. 000 


313 


HCV lb 


41 


15 


10 


A3 


ALDIyAPNPK 


20. 000 


314 


HCV lb 


41 


1 


9 


B7 


MVLTPVLML 


30. 000 


315 


HCV lb 


41 


42 


9 


B7 


YAAGTLVLL 


12. 000 


316 


HCV lb 


41 


44 


9 


B7 


AGTLVLLPL 


12 . 000 


317 


HCV lb 


41 


39 


9 


B7 


WAAYAAGTL 


12 . 000 


318 


HCV lb 


41 


22 


10 


B8 


NPKVaATDGL 


16 . 000 


319 


HCV lb 


41 


22 


10 


B_3501 


NPKVaATDGL 


60.000 


320 


HCV lb 


41 


50 


10 


B_3501 


LPLPvGACRW 


10.000 


321 


HCV lb 


41 


10 


10 


B„3501 


GSIPCALDIY 


10 .000 


322 


HCV lb 


41 


33 


10 


B_3501 


TSTLyPWAAY 


10. 000 


323 


HCV lb 


41 


10 


10 


B_4403 


GSIPCALDIY 


67.500 


324 


HCV lb 


41 


28 


10 


B_4403 


TDGLrTSTLY 


22.500 


325 


HCV lb 


41 


29 


9 


B_4403 


DGLRTSTLY 


27.000 


326 


HCV lb 


41 


34 


9 


B_4403 


STLYPWAAY 


12 . 000 


327 


HCV lb 


42 


2 


10 


B„4403 


DSTGtKSTAF 


10 .125 


328 


HCV lb 


43 








no hits 




329 


HCV lb 


44 


1 


9 


A_0201 


MMQPSRPRV 


85 .394 


330 


HCV lb 


44 


3 


9 


B__3501 


QPSRPRVCW 


10 . 000 


331 


HCV lb 


45 


32 


9 


A_0201 


KMMSPHAAV 


650.504 


332 


HCV lb 


45 


16 


9 


B7 


GPRSISFPL 


800.000 


333 


HCV lb 


45 


71 


9 


B7 


QSRSGVRWL 


40.000 


334 


HCV lb 


45 


7 


9 


B7 


HPRPSRLSA 


30.000 


335 


HCV lb 


45 


16 


9 


B8 


GPRSISFPL 


16.000 


336 


HCV lb 


45 


16 


9 


B_3501 


GPRSISFPL 


60.000 


337 


HCV lb 


45 


71 


9 


B_3501 


QSRSGVRWL 


15.000 


338 


HCV lb 


45 


30 


9 


B_3501 


RPKMMSPHA 


12 .000 


339 


HCV lb 


45 


26 


9 


B_4403 


AETGRPKMM 


18.000 


340 


HCV lb 


45 


47 


10 


A_02 01 


ILVSmSEKTT 


12 .668 


341 


HCV lb 


45 


45 


10 


A3 


VMILvSMSEK 


45 .000 


342 


HCV lb 


45 


39 


10 


B7 


AVSApQVMIL 


60 . 000 


343 


HCV lb 


... 


42 


10" 


B7~~~ 


' APQVmlLVSM" 


'60 . 000" 


344 


HCV lb 


45 


4 


10 


B7 


RSRHpRPSRL 


40 .000 


345 


HCV lb 


45 


70 


10 


B7 


AQSRsGVRWL 


12.000 


346 


HCV lb 


45 


15 


10 


B7 


AGPRsISFPL 


12 .000 


347 


HCV lb 


45 


4 


10 


B8 


RSRHpRPSRL 


40 . 000 


348 


HCV lb 


45 


61 


10 


B8 


TARS rRPAWA 


16 . 000 


349 


HCV lb 


45 


42 


10 


B„3501 


APQVmlLVSM 


40 . 000 


350 


HCV lb 


45 


4 


10 


B_3501 


RSRHpRPSRL 


30 . 000 


351 


HCV lb 


45 


30 


10 


B_3501 


RPKMmS PHAA 


12 . 000 


352 


HCV lb 


45 


26 


10 


B_4403 


AETGrPKMMS 


12 . 000 


353 


HCV lb 


45 


52 


10 


B_4403 


SEKTtGSTAT 


12.000 


354 


HCV lb 


46 


1 


9 


A24 


MYVPVSAPS 


12 . 600 


355 


HCV lb 


46 


3 


9 


B7 


VPVSAPSFM 


20 . 000 


356 


HCV lb 


46 


3 


9 


B_3501 


VPVSAPSFM 


40. 000 


357 


HCV lb 


46 


7 


9 


B_3501 


APSFMKAIW 


10. 000 


358 


HCV lb 


46 


2 


10 


A_02 01 


YVPVsAPSFM 


10.998 


359 


HCV lb 


46 


1 


10 


A24 


MYVPvSAPSF 


180.000 


360 


HCV lb 


47 


58 


9 


A24 


KYCNHHMSL 


400.000 
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361 


HCV 


lb 


47 


9 


9 


B7 


GPSMASRSL 


362 


HCV 


lb 


47 


34 


9 


B7 


MASRPPRTL 


363 


HCV 


lb 


47 


9 


9 


B_3501 


GPSMASRSL 


364 


HCV 


lb 


47 


4 


9 


B_3 501 


WSTMSGPSM 


365 


HCV 


lb 


47 


51 


9 


B_4403 


CASALVIKY 


366 


HCV 


lb 


47 


21 


10 


A_0201 


KISSgWTAHV 


367 


HCV 


lb 


47 


32 


10 


A_0201 


RMMAsRPPRT 


368 


HCV 


lb 


47 


58 


10 


A24 


KYCNhHMSLA 


369 


HCV 


lb 


47 


41 


10 


A3 


TLRGgTHTCK 


370 


HCV 


lb 


47 


13 


10 


B7 


ASRS1VMSKI 


371 


HCV 


lb 


47 


50 


10 


B_4403 


KCASaLVIKY 


372 


HCV 


lb 


48 


70 


9 


Al 


TTDPTPYRY 


373 


HCV 


lb 


48 


23 


9 


A3 


ALRTTRFSK 


374 


HCV 


lb 


48 


16 


9 


B7 


CAPATDAAL 


375 


HCV 


lb 


48 


56 


9 


B_3501 


KSSRTYSHLi 


376 


HCV 


lb 


48 


21 


9 


B_4403 


DAALRTTRF 


-jit 




lb 


48 


70 


10 


Al 


TTDPtPYRYC 


378 


HCV 


lb 


48 


19 


10 


Al 


ATDAaLRTTR 


379 


HCV 


lb 


48 


23 


10 


A_0201 


ALRTtRFSKV 


380 


HCV 


lb 


48 


75 


10 


A24 


PYRYcTSTIF 


381 


HCV 


lb 


48 


23 


10 


B8 


ALRTtRFSKV 


382 


HCV 


It) . 


48 


51 


10 


B8 


SARRrKSSRT 


383 


HCV 


lb 


48 


67 


10 


B_4403 


TETTtDPTPY 


384 


HCV 


lb 


48 


20 


10 


B_4403 


TDAA1RTTRF 



385 HCV lb 49 no hits 



386 


HCV 


lb 


50 


30 


9 


A_0201 


VLLSSSTSV 


387 


HCV 


lb 


50 


9 


9 


A_0201 


VLVNPVLFI 


388 


HCV 


lb 


50 


1 


9 


A_0201 


MLHGGPPHV 


389 


HCV 


lb 


50 


38 


9 


A_0201 


VSFSPQLYV 


390 


HCV 


lb 


50 


16 


9 


A_0201 


FIHVQPNQL 


391 


HCV 


lb 


50 


43 


9 


A3 


QLYVGTPER 


392 


HCV 


lb 


50 


24 


9 


B7 


LPCGGRVLL 


393 


HCV 


lb 


50 


52 


9 


B7 


SWPTTTGL 


394 


HCV 


lb 


50 


24 


9 


B_3501 


LPCGGRVLL 


395 


HCV 


lb" 


"50 


" 5 7" 


9 ~ 


B„4403~ 


* "TTGLGVKQY" ~ 


396 


HCV 


lb 


50 


37 


10 


A_0201 


SVSFsPQLYV 


397 


HCV 


lb 


50 


29 


10 


A_0201 


RVLLsSSTSV 


398 


HCV 


lb 


50 


23 


10 


A_0201 


QLPCgGRVLL 


399 


HCV 


lb 


50 


10 


10 


A_0201 


LVNPvLFIHV 


400 


HCV 


lb 


50 


1 


10 


A_0201 


MLHGgPPHVL 


401 


HCV 


lb 


50 


45 


10 


A_0201 


YVGTpERSW 


402 


HCV 


lb 


50 


53 


10 


A_0201 


WPTtTGLGV 


403 


HCV 


lb 


50 


15 


10 


A24 


LFIHvQPNQL 


404 


HCV 


lb 


50 


51 


10 


A24 


RSWpTTTGL 


405 


HCV 


lb 


50 


67 


10 


B_3501 


GPHTcDAGTI 


406 


HCV 


lb 


50 


51 


10 


B_3501 


RSWpTTTGL 


407 


HCV 


lb 


50 


36 


10 


B„3501 


TSVSf SPQLY 


408 


HCV 


lb 


50 


56 


10 


B_4403 


TTTGLGVKQY 


409 


HCV 


lb 


51 


6 


10 


B7 


AMRSgHPDAL 


410 


HCV 


lb 


51 


8 


10 


B_3501 


RSGHpDALNL 


411 


HCV 


lb 


52 


15 


9 


A_0201 


LLMCQLPLV 


412 


HCV 


lb 


52 


14 


9 


A_0201 


VLLMCQLPL 
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80.000 
18.000 
20.000 
10.000 
13.500 
33.472 
19.913 
10.000 
30.000 
12.000 
27 . 000 
1.250.000 
60.000 
12.000 
10.000 
13.500 
12.500 
12.500 
10.G43 
10 . 000 
24.000 
16 . 000 
180.000 
22 .500 

437.482 
224.357 
118.238 
15.707 
13.512 
20.000 
120.000 
20.000 
20.000 
-1^3-500 
33 .472 
22.517 
21.362 
19.657 
14.890 
11.478 
10.346 
36 .000 
12.000 
12 .000 
10.000 
10 .000 
20 .250 
120.000 
15.000 
1.006.209 
134.369 
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413 


HCV lb 


52 


8 


9 


A„0201 


SLQFRAVLIi 


21.362 


414 


HCV lb 


52 


12 


9 


A24 


RAVLLMCQL 


14.400 


415 


HCV lb 


52 


12 


9 


B7 


RAVLLMCQL 


12.000 


416 


HCV lb 


52 


14 


10 


A_0201 


VLLMc QLPLV 


1.006.209 


417 


HCV lb 


52 


19 


10 


A_0201 


QLPLvFTSWI 


218.046 


418 


HCV lb 


52 


16 


10 


A_0201 


LMCQ1PLVFT 


115.740 


419 


HCV lb 


52 


8 


10 


A_0201 


SLQFrAVLLM 


11.426 


420 


HCV lb 


52 


13 


10 


B7 


AVLLmCQLPL 


60.000 


421 


HCV lb 


52 


2 


10 


B_3501 


NPVWrESLQF 


30.000 


422 


HCV lb 


52 


20 


10 


B_3501 


LPLVfTSWIF 


20.000 


423 


HCV lb 


53 








no hits 




424 


HCV lb 


54 


1 


9 


A_0201 


MLLFLAASV 


437.482 


425 


HCV lb 


54 


19 


9 


A_0201 


KLLSRTQGT 


96.503 


426 


HCV lb 


54 


42 


9 


A_0201 


ILELEQSFV 


41.620 


427 


HCV lb 


54 


33 


9 


A_0201 


MIMSAASYT 


35.448 


428 


HCV lb 


54 


34 


9 


A„0201 


IMSAASYTI 


12.809 


429 


HCV lb 


54 


37 


9 


B7 


AASYTILEL 


36.000 


430 


HCV lb 


54 


12 


9 


B7 


SATQQREKL 


18.000 


431 


HCV lb 


54 


13 


9 


B7 


ATQQREKLL 


12.000 


432 


HCV lb 


54 


45 


9 


B_4403 


LEQSFVTWY 


540.000 


433 


HCV lb 


54 


43 


9 


B_4403 


LELEQSFVT 


12.000 


434 


HCV lb 


54 


44 


10 


Al 


ELEQsFVTWY 


45. 000 


435 


HCV lb 


54 


41 


10 


A_0201 


TILElEQSFV 


797.922 


436 


HCV lb 


54 


2 


10 


A_0201 


LLFLaASVGV 


437.482 


437 


HCV lb 


54 


32 


10 


A_0201 


CMIMSAASYT 


29.601 


438 


HCV lb 


54 


4 


10 


A_0201 


FLAASVGVSA 


22.853 


439 


HCV lb 


54 


34 


10 


A_0201 


IMSAaSYTIL 


16.130 


440 


HCV lb 


54 


45 


10 


A„0201 


LEQSfVTWYI 


14.226 


441 


HCV lb 


54 


44 


10 


A3 


ELEQsFVTWY 


10.800 


442 


HCV lb 


54 


49 


10 


B7 


FVTWy I PDTL 


20.000 


443 


HCV lb 


54 


12 


10 


B7 


SATQqREKLL 


12.000 


444 


HCV lb 


54 


36 


10 


B7 


SAASyTILEL 


12.000 


445 


HCV lb 


54 


12 


10 


B8 


SATQqREKLL 


16.000 


446 


HCV lb 


54 


43 


10 


B_4403 


LELEqSFVTW 


24.000 


447 


HCV lb 


54 


31 


To" 


B_4403 ' 


VCMImSAASl 


"13:500~ 


448 


HCV lb 


55 


14 


9 


A_0201 


KEQPGRFPV 


27.454 


449 


HCV lb 


55 


12 


9 


B_4403 


IEKEQPGRF 


40.000 


450 


HCV lb 


55 


14 


9 


B_4403 


KEQPGRFPV 


12.000 


451 


HCV lb 


56 


42 


9 


B7 


HPAHPIPSL 


120.000 


452 


HCV lb 


56 


12 


9 


B7 


RVSMTLPKL 


20.000 


453 


HCV lb 


56 


42 


9 


B_3501 


HPAHPIPSL 


20.000 


454 


HCV lb 


56 


8 


10 


A24 


KPHVrVSMTL 


11.200 


455 


HCV lb 


56 


8 


10 


B7 


KPHVrVSMTL 


80.000 


456 


HCV lb 


56 


35 


10 


B7 


EPRGdRSHPA 


20 .000 


457 


HCV lb 


56 


2 


10 


B7 


YPMRsAKPHV 


12.000 


458 


HCV lb 


56 


35 


10 


B8 


EPRGdRSHPA 


32.000 


459 


HCV lb 


56 


19 


10 


B8 


KLRD1RRGSV 


18.000 


460 


HCV lb 


56 


8 


10 


B__3501 


KPHVrVSMTL 


40.000 


461 


HCV lb 


56 


6 


10 


B_3501 


SAKPhtVRVSM 


18 . 000 


462 


HCV lb 


57 


15 


9 


A24 


PYQAVPQGL 


50.400 


463 


HCV lb 


57 


22 


9 


A3 


GLSRPNTTR 


18.000 


464 


HCV lb 


57 


23 


9 


B7 


LSRPNTTRL 


40.000 
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465 


HCV lb 


57 


8 


466 


HCV lb 


57 


23 


467 


HCV lb 


57 


22 


468 


HCV lb 


57 


14 


469 


HCV lb 


57 


14 


470 


HCV lb 


58 


63 


471 


HCV lb 


58 


2 


472 


HCV lb 


58 


46 


473 


HCV lb 


58 


63 


474 


HCV lb 


58 


43 


475 


HCV lb 


58 


61 


47 6 


HCV lb 


58 


60 


477 


HCV lb 


58 


2 


47 8 


HCV lb 


58 


55 


479 


HCV lb 


58 


11 


480 


HCV lb 


58 


55 


481 


HCV lb. 


58 


58 


482 


HCV lb 


58 


58 


483 


HCV lb 


59 


1 


484 


HCV lb 


60 




485 


HCV lb 


61 


2 


486 


HCV lb 


62 


7 


487 


HCV lb 


62 


10 


488 


HCV lb 


62 


6 


489 


HCV lb 


62 


6 


490 


HCV lb 


63 


7 


491 


HCV lb 


64 


16 


492 

Zf 


HCV 1 b 


64 


12 


493 


HCV lb 


64 


34 


494 


HCV lb 


64 


12 


495 


HCV lb 


64 


37 


496 


HCV lb 


64 


37 


497 


HCV lb 


64 


9 


498 


HCV lb 


65 


53 


499 


HCV lb 


~ ~ 65 


"53 



500 HCV lb 65 28 

501 HCV lb 65 53 

502 HCV lb 65 53 

503 HCV lb 65 23 

504 HCV lb 65 53 

505 HCV lb 65 4 

506 HCV lb 6 6 42 

507 HCV lb 66 14 

508 HCV lb 67 

509 HCV lb 68 25 

510 HCV lb 68 16 

511 HCV lb 68 1 

512 HCV lb 68 29 

513 HCV lb 68 8 

514 HCV lb 69 12 

515 HCV lb 69 10 

516 HCV lb 69 10 
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9 


B_3501 


LPGHSQAPY 


9 


B_3501 


LSRPNTTRL 


10 


A__0201 


GLSRpNTTRL 


10 


B7 


APYQaVPQGL 


10 


B_3501 


APYQaVPQGL 


9 


Al 


QVDAYPYRK 


9 


A_0201 


RLTDLSQLA 


9 


A24 


KWPIGLECL 


9 


A3 


QVDAYPYRK 


9 


B7 


KNRKWPIGL 


9 


B_4403 


GEQVDAYPY 


10 


Al 


VGEQvDAYPY 


10 


A„0201 


RLTDLSQLAV 


10 


B7 


APRSsVGEQV 


10 


B7 


VTRAkMEPPL 


10 


B 3501 


APRSsVGEQV 


10 


B_3501 


SSVGeQVDAY 


10 


B_4403 


SSVGeQVDAY 


9 


B_3501 


MSPDSQGWY 






no hits 


9 


B7 


WGRQLAGFD 


9 


B7 


VAQRVDGQIj 


10 


Al 


RVDGq;LAFLR 



10 


A24 


RVAQurVDGQL 


10 


B7 


RVAQ rVDGQL 


9 


A24 


RLQGRRRQI) 


9 


B7 


TVFDMSGDL 


9 


B7 


DPHGTVFDM 


9 


B7 


DAVSPPDSL 


9 


B_3501 


DPHGTVFDM 


10 


B7 


SPPDSLVPAL 


10 


B__3501 


SPPDsLVPAL 


10 


B_3501 


RPDDpHGTVF 


9 


B7 


KPRSSRLRL 


9 


'§3501 "" 


KPRSSRIiRL" 


10 


A_0201 


RQGHLLDVWV 


10 


B7 


KPRSsRLRLV 


10 


B8 


KPRSSRLRLV 


10 


B8 


DLSSiRQGHL 


10 


B_3501 


KPRSSRLRLV 


10 


B„4403 


WEMPsPPDGF 


9 


B7 


DVGVNTVCL 


9 


B7 


RATTIGKKL 






no hits 


9 


A_0201 


NLSLDLVLV 


9 


A_0201 


GLCCGGNHL 


9 


A„0201 


MVNFGPTHAV 


9 


A3 


DLVLVPACK 


10 


B7 


AVDAgRQEGD 


9 


A_0201 


QLHEGHLDI 


9 


A24 


RAQLHEGHL 


9 


B7 


RAQLHEGHL 



40.000 
15.000 
21.362 

240.000 
20.000 
20.000 
20.369 
12 . 000 
18.000 
40.000 

180.000 
22.500 

285.163 

120.000 
40.000 
12.000 
10. 000 
54.000 
20.000 

40.000 
12.000 
25.000 
11.200 
20.000 
12.000 
20.000 
20.000 
18.000 
40.000 
80.000 
40.000 
24.000 
1.200.000 
"120. 000 " " 
38.785 
40.000 
24.000 
16.000 
24.000 
160.000 
20.000 
12.000 

159.970 
21.362 
10.346 
13 .500 
18.000 
42 .774 
12.000 
12.000 
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517 


HCV 


lb 


69 


4 


10 


B7 


NVRAcQRAQL 


300.000 


518 


HCV 


lb 


70 


18 


9 


B_4403 


LEHHERTEY 


180.000 


519 


HCV 


lb 


70 


17 


10 


Al 


SLEHhERTEY 


45.000 


520 


HCV 


lb 


70 


9 


10 


B7 


EVRHSGYASL 


200.000 


521 


HCV 


lb 


70 


6 


10 


B„3501 


SAHEvRHSGY 


12.000 


522 


HCV 


lb 


71 


19 


9 


Al 


RGDPHLQVR 


12.500 


523 

wv mM *J 


HCV 


lb 


71 


19 


10 


A24 


RGDPhLQVRL 


11.520 


524 


HCV 




/ J. 






"R7 


OVRLaPGDKI 


30 .000 


525 


HCV 


lb 


72 








no hits 




526 


HCV 


lb 


73 








no hits 




527 


HCV 


lb 


74 


2 


9 


A24 


VYPGHVAHL 


300.000 


528 


HCV 


lb 


74 


1 


10 


A_0201 


MVYPgHVAHL 


23.388 


529 


HCV 


lb 


74 


2 


10 


A24 


VYPGhVAHLV 


10.500 


530 


HCV 


lb 


74 


1 


10 


B7 


MVYPgHVAHL 


20.000 


531 


HCV 


lb 


75 








no hits 
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Table 4e 
2a (1-3) 

No. Strain ORF Start 



1 


2a 


1 


2 


2 


2a 


2 


40 


3 


2a 


2 


35 


4 


2a 


2 


3 


5 


2a 


2 


19 


6 


2a 


2 


34 


7 


2a 


2 


22 


8 


2a 


2 


22 


9 


2a 


4 


16 


10 


2a 


4 


15 


11 


2a 


4 


11 


12 


2a 


4 




13 


2a 


4 


16 


14 


2a 


4 


12 


15 


2a 


4 


5 


16 


2a 


4 


8 


17 


2a 


4 


8 


18 


2a 


4 


18 


19 


2a 


4 


27 


20 


2a 


4 


8 


21 


2a 


4 


11 


22 


2a 


4 


8 


23 


2a 


4 


18 


24 


2a 


4 


8 


25 


2a 


4 


6 


26 


2a 


5 


5 


27 


2a 


6 


4 


28 


2a 


6 


9 


29 


2a 


6 


5 


30 


2a 


6 


4 


31 


2a 


6 


44 


32 


2 a ' 


*- .. 

D 


" - 44- 


33 


2a 


5 


3 


34 


2a 


6 


45 


35 


2a 


6 


37 


36 


2a 


6 


41 


37 


2a 


6 


23 


38 


2a 


6 


28 


39 


2a 


6 


41 


40 


2a 


6 


26 


41 


2a 


6 


38 


42 


2a 


6 


41 


43 


2a 


7 


2 


44 


2a 


7 


5 


45 


2a 


7 


8 


46 


2a 


8 


10 


47 


2a 


8 


4 


48 


2a 


8 


11 


49 


2a 


8 


13 


50 


2a 


8 


4 
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AA HLA 


Peptide sequence 


Score 


9 


B3501 


TPGIGRVTW 


10 


9 


A0201 


QMWLCSSAA 


29,78 


9 


A24 


GYRSHQMWL 


r\ r\ r\ 

200 


10 


B3501 


VPMTASPGSF 


20 


10 


B3501 


S PG AS RAREW 


10 


10 


B7 


AGYRSHQMWL 


12 


9 


B7 


ASRAREWEI 


-1 

12 


9 


B8 


ASRAREWEI 


20 


10 


A0201 


ILTPLTSNW 


48 , 478 


10 


A0201 


SILTPLTSNV 


35,385 


10 


A0201 


TVLGSILTPL 


15, 907 


10 


A0201 


VLGSILTPLT 


12, 668 


9 


A0201 


ILTPLTSNV 


118, 238 


9 


A0201 


VLGSILTPL 


83 , 527 


9 


A24 


TFCAPRTVL 


20 


10 


B3501 


APRTVLGSIL 


60 


9 


B3501 


APRTVLGSI 


24 


9 


B3501 


TPLTSNWL 


20 


9 


B3501 


GPGSRRGAW 


10 


10 


B7 


APRTVLGSIL 


2400 


10 


B7 


TVLGSILTPL 


20 


9 


B7 


APRTVLGSI 


240 


9 


B7 


TPLTSNWL 


80 


10 


B8 


APRTVLGSIL 


16 


8 


B8 


FCAPRTVL 


16 


8 


B3501 


LPLQNMSF 


20 


10 


A0201 


YILSSFSWLL 


1424, 813 


10 


A0201 


FSWLLGTSKV 


17, 334 


9 


A0201 


ILSSFSWLL 


1035 , 00* 


9 


A02 01 


YILSSFSWL 


522 , 431 


9 


A0201 


RLMPMMHLG 


42 , 278 


- 10 


Al 


-RLMPMMHLGK- — 


10 


10 


A24 


SYILSSFSWL 


360 


9 


A3 


LMPMMHLCK 


40 


10 


B3501 


CSSHCPNRLM 


10 


8 


B3501 


CPNRLMPM 


40 


9 


B3501 


WPPIPSPAY 


40 


9 


B3501 


SPAYGPFAY 


40 


9 


B3501 


CPNRLMPMM 


40 


9 


B3501 


IPSPAYGPF 


2 0 


9 


B3501 


SSHCPNRLM 


10 


9 


B7 


C PNRLMPMM 


20 


10 


A0201 


ALYGLPPYSA 


15,898 


9 


A0201 


GLPPYSARV 


69,552 


9 


A24 


PYSARVWCL 


20 


10 


A3 


GLPTACGTWR 


12 


8 


B3501 


SPLCRIGL 


20 


8 


B3501 


LPTACGTW 


10 


9 


B7 


TACGTWRSL 


12 


8 


B8 


SPLCRIGL 


16 
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51 


2a 


9 


21 


8 


B3501 


TPPRGGSF 


20 


52 


2a 


9 


5 


9 


B3501 


CPPDSVGRF 


40 


53 


2a 


9 


35 


9 


B3501 


TPSRHEVSW 


10 


54 


2a 


9 


9 


10 


B7 


SVGRFSLAQLi 


20 


55 


2a 


9 


10 


9 


B7 


VGRFSLAQL 


40 


56 


2a 


10 


8 


10 


A24 


KAPKSLSRTL 


14,4 


57 


2a 


10 


9 


9 


B3501 


APKSLSRTL 


60 


58 


2a 


10 


8 


10 


B7 


KAPKSLSRTL 


12 


59 


2a 


10 


9 


9 


B7 


APKSLSRTL 


240 


60 


2a 


10 


5 


9 


B7 


AVEKAPKSL 


18 


61 


2a 


10 


9 


9 


B8 


APKSLSRTL 


16 


62 


2a 


11 


4 


10 


B3501 


IPTLGLESEL 


20 


63 


2a 


11 


4 


10 


B7 


IPTLGLESEL 


80 


64 


2a 


11 


1 


9 


B7 


MASIPTLGL 


18 


65 


2a 


12 


19 


10 


A0201 


YATNATPWTL 


10,236 


66 


2a 


12 


33 


10 


Al 


ASEQFLTKQR 


13,5 


67 


2a 


12 


28 


10 


B3501 


LPPSSASEQF 


20 


68 


2a 


12 


11 


9 


B3501 


RAAPMTSSY 


12 


69 


2a 


12 


11 


9 


B4403 


RAAPMTSSY 


18 


70 


2a 


12 


19 


10 


B7 


YATNATPWTL 


12 


71 


2a 


12 


13 


9 


B7 


APMTSSYAT 


18 


72 


2a 


12 


20 


9 


B7 


ATNATPWTL 


12 


73 


2a 


14 


12 


10 


A0201 


MLWHTTEGWT 


75,181 


74 


2a 


14 


8 


9 


A0201 


GAWAMLWHT 


14,819 


75 


2a 


14 


5 


10 


B3501 


RPFGAWAMLW 


20 


76 


2a 


14 


5 


8 


B3501 


RPFGAWAM 


80 


77 


2a 


14 


5 


9 


B3501 


RPFGAWAML 


40 


78 


2a 


14 


4 


10 


B3901 


RRPFGAWAML 


15 


79 


2a 


14 


5 


9 


B7 


RPFGAWAML 


80 


80 


2a 


15 


5 


10 


Al 


VSEPQGCLIA 


67,5 


81 


2a 


15 


5 


9 


Al 


VSEPQGCLI 


13,5 


82 


2a 


15 


26 


10 


A24 


RGMSLRQRRL 


12 


83 


2a 


15 


6 


10 


B4403 


SEPQGCLIAW 


36 


84 


2a 


15 


26 


10 


B7 


RGMSLRQRRL 


12 


85 


2a 


15 


4 


9 


B7 


LVSEPQGCL 


30 


86 


2a 


15 


17 


9 


B7 


SVSATTQGL 


20 


87 


2a 


16 


5 


10 


B3501 


FPKQSNRGRI 


24 


88 


2a 


16 


5 


10 


B7 


FPKQSNRGRI 


12 


89 


2a 


17 


3 


10 


A0201 


LLMKWRNVPL 


134,36! 


90 


2a 


17 


2 


9 


A0201 


RLLMKWRNV 


87,496 


91 


2a 


17 


8 


10 


A24 


RNVPLKRLSL 


14,4 


92 


2a 


17 


4 


10 


A3 


LMKWRNVPLK 


60 


93 


2a 


17 


16 


10 


A3 


SLKRG S GWPR 


12 


94 


2a 


17 


10 


8 


B3501 


VPLKRLSL 


20 


95 


2a 


17 


3 


10 


B7 


LLMKWRNVPL 


12 


96 


2a 


17 


9 


9 


B7 


NVPLKRLSL 


30 


97 


2a 


17 


10 


8 


B8 


VPLKRLSL 


16 


98 


2a 


17 


4 


9 


B8 


LMKWRNVPL 


80 


99 


2a 


18 


15 


10 


A0201 


TLARSPPWRT 


55,89 


100 


2a 


18 


26 


9 


A0201 


SICCLGFCL 


17,03 r 


101 


2a 


18 


9 


10 


A3302 


SSHSRSTLAR 


15 


102 


2a 


18 


7 


10 


B3501 


GPSSHSRSTL 


20 


103 


2a 


18 


7 


10 


B7 


GPSSHSRSTL 


120 
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104 

105 

106 

107 

108 

109 

110 

111 

112 

113 

114 

115 

116 

117 

118 

119 

120 

121 

122 

123 

124 

125 

126 

127 

128 

129 

130 

131 

132 

133 

134 

135 

136 

137 

138 

139 

140 

141 

142 

143 

144 

145 

146 

147 

148 

149 

150 

151 

152 

153 

154 

155 

156 



2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 

2a 



20 
20 
20 
20 
21 
21 
21 
21 
21 
22 
22 
22 
22 
22 
22 
22 
22 
22 
22 
22 
22 
22 
24 
24 
24 
24 
24 
24 
24 
24 
24 
24 
24 
24 
24 
' 24 
24 
24 
24 
24 
24 
24 
24 
24 
24 
24 
24 
24 
24 
24 
24 
26 
26 



4 
4 
5 
2 
1 
1 
6 
7 
7 

37 
57 
6 

35 
30 
40 
51 
30 
6 

49 
30 
40 
51 
55 
57 
75 
55 
58 
56 
47 
7 

55 
51 
75 
32 
76 
~"48" 
73 
68 
69 
20 
39 
69 
68 
48 
58 
49 
69 
8 

75 
34 
39 
23 
7 



9 
9 
8 
9 

10 
9 
9 
9 
9 

10 

10 
10 

8 

8 

8 

8 

9 

10 
10 

9 

8 

8 

10 
10 

9 

9 

9 

9 

9 

10 
9 
9 

10 
10 
9 

To 

10 

10 
8 
8 
9 
9 
9 

10 
10 
9 
9 
9 
9 
9 
8 

10 
9 



A0201 

A24 
B3501 
B3501 
A0201 
A0201 
A0201 
B3501 

B7 
A0201 
A0201 
B3501 
B3501 
B3501 
B3501 
B3501 
B3501 
B7 
B7 
B7 
B8 
B8 
A0201 
A0201 
A02 01 
A0201 
A02 01 
A02 01 
Al 
A24 
A24 
A24 
A3 
A3 
A3 
*"B35bl~" 
B3501 
B3501 
B3501 
B3501 
B3501 
B3501 
B3501 
B7 
B7 
B7 
B7 
B7 
B7 
B7 
B8 
A0201 
A0201 



RLPLGSIHL 

RLPLGSIHL 

LPLGSIHL 

RSRLPLGSI 

MMWTWWMFTC 

MMWTWWMPT 

WMPTCSWGA 

MPTCSWGAM 

MPTCSWGAM 

LMSWPFRRQV 

SLGIQTWSPT 

WPSKPSASPL 

RPLMSWPF 

TPAVGRPL 

WPFRRQVL 

CPPSRGSL 

TPAVGRPLM 

WPSKPSASPL 

PPCPPSRGSL 

TPAVGRPLM 

WPFRRQVL 

CPPSRGSL 

KQLALSFTLT 

LALSFTLTSV 

FMMSHKSFL 

KQLALSFTL 

ALSFTLTSV 

QLALSFTLT 

WTPPRGVRK 

RFAACPGGPL 

KQLALSFTL 

RGVRKQLAL 

FMMSHKSFLR 

HQFLRPSWPK 

MMSHKSFLR 

TPPRGVRKQL 

WPFMMSHKSF 

GSARRWPFMM 

SARRWPFM 

SPCGRTSW 

WPKMRCSAW 

SARRWPFMM 

GSARRWPFM 

TPPRGVRKQL 

ALSFTLTSVL 

PPRGVRKQL 

SARRWPFMM 

FAACPGGPL 

FMMSHKSFL 

FLRPSWPKM 

WPKMRCSA 

RLAP CLRRPV 

TLPSLRETL 



21,362 
12 
20 
12 
116,441 
129, 098 
123,786 
40 
20 
64,9 
12, 668 
20 
40 
20 
20 
20 
40 
80 
12 
30 
16 
16 
18,59 
13, 975 
1444,253 
162, 682 
159,97 
14,159 
10 
40 
14,4 
12 
18 
13,5 

12 
" 2~0~ " 
20 
10 
18 
10 
30 
18 
10 
120 
12 
120 
30 
18 
12 
10 
16 
13,91 
10,468 
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157 


2a 


26 


14 


10 


Al 


TLELRRPYTR 


158 


2a 


26 


20 


9 


A24 


PYTRLAPCL 


159 


2a 


26 


14 


10 


A3101 


TLELRRPYTR 


160 


2a 


26 


10 


10 


A3 


SLRETLELRR 


161 


2a 


26 


14 


10 


A3 


TLELRRPYTR 


162 


2a 


26 


27 


9 


A3 


CLRRPVLPY 


163 


2a 


26 


19 


10 


B3501 


RPYTRLAPCL 


164 


2a 


26 


8 


10 


B3501 


LPSLRETLEL 


165 


2a 


26 


8 


8 


B3501 


LPSLRETL 


166 


2a 


26 


25 


9 


B3501 


APCLRRPVL 


167 


2a 


26 


8 


10 


B7 


LPSLRETLEL 


168 


2a 


26 


19 


10 


B7 


RPYTRLAPCL 


169 


2a 


26 


2 


10 


B7 


TPDALTLPSL 


170 


2a 


26 


24 


10 


B7 


LAPCLRRPVL 


171 


2a 


26 


25 


9 


B7 


APCLRRPVL 


172 


2a 


26 


16 


9 


B7 


ELRRPYTRL 


173 


2a 


26 


24 


10 


B8 


LAPCLRRPVL 


174 


2a 


26 


8 


8 


B8 


LPSLRETL 


175 


2a 


26 


10 


8 


B8 


SLRETLEL 


176 


2a 


26 


16 


9 


B8 


ELRRPYTRL 


177 


2a 


26 


25 


9 


B8 


APCLRRPVL 


178 


2a 


27 


3 


10 


A0201 


WLSSQKARGL 


179 


2a 


28 


2 


10 


A0201 


CLWHSAYRAA 


180 


2a 


28 


2 


9 


A02 01 


CLWHSAYRA 


181 


2a 


31 


2 


10 


B7 


APVPPRFSSL 


182 


2a 


31 


4 


9 


B7 


VPPRFSSLL 


183 


2a 


31 


2 


10 


B8 


APVPPRFSSL 


184 


2a 


32 


14 


10 


A24 


SYGVGHDDEL 


185 


2a 


32 


19 


9 


B4403 


HDDELVTHY 


186 


2a 


34 


14 


9 


A3 


VLFHPQPSR 


187 


2a 


34 


4 


10 


B3501 


SPREVRVRPS 


188 


2a 


34 


7 


9 


B7 


EVRVRPSVL 


189 


2a 


34 


4 


10 


B8 


SPREVRVRPS 


190 


2a 


34 


7 


8 


B8 


EVRVRPSV 


191 


2a 


34 


7 


9 


B8 


EVRVRPSVL 


192 


2a 


35 


1 


9 


B7 


MVRLHVDEL 


193 


2a 


36 


14 


9 


A0201 


RLPLQALAL 


194 


2a 


36 


2 


10 


A24 


WFWALAHAEF 


195 


2a 


36 


14 


9 


A24 


RLPLQALAL 


196 


2a 


36 


5 


10 


A3 


ALAHAEFPGR 


197 


2a 


36 


11 


10 


B3501 


FPGRLPLQAL 


198 


2a 


36 


15 


10 


B3501 


LPLQALALPL 


199 


2a 


36 


15 


8 


B3501 


LPLQALAL 


200 


2a 


36 


11 


10 


B7 


FPGRLPLQAL 


201 


2a 


36 


15 


10 


B7 


LPLQALALPL 


202 


2a 


36 


6 


10 


B7 


LAHAEFPGRL 


203 


2a 


37 


6 


10 


A0201 


LLFLRLARFV 


204 


2a 


37 


10 


10 


A0201 


RLARFVDWST 


205 


2a 


37 


3 


9 


A0205 


HLALLFLRL 


206 


2a 


37 


17 


9 


Al 


WSTPPPPKY 


207 


2a 


37 


35 


9 


Al 


VTCPYKICR 


208 


2a 


37 


24 


10 


A24 


KYRGRTIHVW 


209 


2a 


37 


43 


9 


A24 


RSMGVGSAL 



18 
24 
10 
12 
12 
36 
40 
30 
20 
20 
80 
80 
24 
18 
360 
60 
16 
16 
12 
16 
16 
19, 653 
12,37 
41,234 
240 
80 
16 
220 
67,5 
30 
12 
200 
12 
24 
160 
"200 " 
21, 362 
11 
12 
12 
20 
20 
20 
120 
80 
12 
481, 23 
55,89 
14 
15 
12,5 

10 
16,8 
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210 


2a 


37 


24 


9 


A24 


KYRGRTIHV 


10 


211 


2a 


37 


31 


10 


A3 


HVWPVTCPYK 


15 


212 


2a 


37 


60 


9 


A3 


GLRLRVDAY 


36 


213 


2a 


37 


6 


9 


A3 


LLFLRLARF 


15 


214 


2a 


37 


5 


9 


A3 


ALLFLRLAR 


12 


215 


2a 


37 


52 


10 


B3501 


IPSPSGRQGL 


20 


216 


2a 


37 


54 


10 


B3501 


SPSGRQGLRL 


20 


217 


2a 


37 


54 


8 


B3501 


SPSGRQGL 


20 


218 


2a 


37 


37 


9 


B3501 


CPYKICRSM 


40 


219 


2a 


37 


17 


9 


B3501 


WSTPPPPKY 


10 


220 


2a 


37 


43 


9 


B3501 


RSMGVGSAL 


10 


221 


2a 


37 


59 


10 


B4403 


QGLRLRVDAY 


18 


222 


2a 


37 


78 


9 


B4403 


REAGRLARC 


18 


223 


2a 


37 


52 


10 


B7 


IPSPSGRQGL 


120 


224 


2a 


37 


54 


10 


B7 


SPSGRQGLRL 


80 


225 


2a 


37 


60 


10 


B7 


GLRLRVDAYL 


40 


226 


2a 


37 


37 


9 


B7 


CPYKICRSM 


20 


227 


2a 


37 


43 


9 


B7 


RSMGVGSAL 


12 


228 


2a 


37 


54 


8 


B8 


SPSGRQGL 


16 


229 


2a 


38 


2 


9 


A0201 


ALLPTAPRT 


27,572 


230 


2a 


38 


7 


9 


B3501 


APRTAPTGL 


60 


231 


2a 


38 


7 


10 


B7 


APRTAPTGLC 


90 


232 


2a 


38 


6 


10 


B7 


TAPRTAPTGL 


12 


233 


2a 


38 


7 


9 


B7 


APRTAPTGL 


2400 


234 


2a 


38 


7 


9 


B8 


APRTAPTGL 


16 


235 


2a 


40 


12 


10 


B3501 


RPTRSGDSPW 


20 


236 


2a 


42 


9 


10 


A24 


RYHHPRHRNS 


10 


237 


2a 


42 


9 


9 


A24 


RYHHPRHRN 


10 


238 


2a 


43 


6 


10 


A0201 


AILGQTHVEL 


10,868 


239 


2a 


43 


7 


9 


A0201 


ILGQTHVEL 


36,316 


240 


2a 


43 


6 


10 


B7 


AILGQTHVEL 


12 


241 


2a 


44 


29 


10 


Al 


ACDPTAWLPY 


1250 


242 


2a 


44 


13 


8 


B3501 


KPRRPYPL 


120 


243 


2a 


44 


31 


8 


B3501 


DPTAWLPY 


40 


244 


2a 


44 


31 


9 


B3501 


DPTAWLPYY 


40 


245 


2a~ 


44" 


' 3 0~ ~ 




"B4403 


- "cDPTAWLPYY 


22 , 5 ~ 


246 


2a 


44 


29 


10 


B4403 


ACDPTAWLPY 


18 


247 


2a 


44 


2 


9 


B4403 


DEQAHSLCF 


120 


248 


2a 


44 


30 


9 


B4403 


CDPTAWLPY 


22,5 


249 


2a 


44 


31 


9 


B4403 


DPTAWLPYY 


13,5 


250 


2a 


44 


27 


10 


B7 


VAACDPTAWL 


18 


251 


2a 


44 


28 


9 


B7 


AACDPTAWL 


54 


252 


2a 


45 


1 


9 


A0201 


MLCEGPSGL 


148, 896 


253 


2a 


46 


12 


10 


A0201 


YMGPHGPDDT 


12, 131 


254 


2a 


46 


14 


10 


B3501 


GPHGPDDTFF 


30 


255 


2a 


46 


6 


8 


B3501 


HPVCSNYM 


40 


256 


2a 


46 


17 


8 


B3501 


GPDDTFFL 


12 


257 


2a 


46 


14 


9 


B3501 


GPHGPDDTF 


20 


258 


2a 


47 


2 


10 


B7 


SWQPPGPPL 


30 


259 


2a 


47 


3 


9 


B7 


WQPPGPPL 


30 
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Table 4f 
2a (4-6) 



No. 


Strain 


ORF 


Start 


AA 


HLA 


Peptide sequence 


Score 


1 


HCV 2 a 


1 


10 


9 


A_0201 


YSWSILDDV 


19.536 


2 


HCV 2a 


2 


8 


10 


A_0201 


RLLQgEELCA 


18.382 


3 


HCV 2a 


2 


10 


10 


A_0201 


liQGEeLCADL) 


15.096 


4 


HCV 2 a 


2 


6 


10 


B7 


LARLLQGEEL 


120.000 


5 


HCV 2a 


2 


6 


10 


B8 


LARLLQGEEL 


16.000 


6 


HCV 2 a 


3 








no hits 




7 


HCV 2 a 


4 


12 


9 


A_0201 


KGYEPVHPL 


14.728 


8 


HCV 2 a 


4 


56 


9 


A3 


VLHGGLLAR 


18.000 


9 


HCV 2 a 


4 


48 


9 


B7 


NPRQQIDDV 


40.000 


10 


HCV 2 a 


4 


48 


9 


B_3501 


NPRQQIDDV 


12.000 


11 


HCV 2 a 


4 


70 


9 


B_4403 


DEGPRNARA 


24.000 


12 


HCV 2a 


4 


13 


10 


Al 


GYEPvHPLDR 


22.500 


13 


HCV 2a 


4 


60 


10 


A_0201 


GLLArHDLEC 


18.382 


14 


HCV 2 a 


4 


79 


10 


B7 


IPRQdIHQHL 


800.000 


15 


HCV 2a 


4 


48 


10 


B7 


NPRQqIDDVL 


800.000 


16 


HCV 2a 


4 


75 


10 


B7 


NARAiPRQDI 


27.000 


17 


HCV 2 a 


4 


79 


10 


B8 


IPRQdIHQHL 


16.000 


18 


HCV 2a 


4 


48 


10 


B8 


NPRQqIDDVL 


16.000 


19 


HCV 2 a 


4 


79 


10 


B_3501 


IPRQdIHQHL 


60 .000 


20 


HCV 2 a 


4 


48 


10 


B„3501 


NPRQqIDDVL 


60 .000 


21 


HCV 2a 


4 


15 


10 


B_3501 


EPVHpLDRAF 


20.000 


22 


HCV 2 a 


4 


70 


10 


B__4403 


DEGPrNARAI 


36.000 


23 


HCV 2 a 


5 


6 


9 


A_0201 


LVGNRAQTV 


10.346 


24 


HCV 2 a 


6 


10 


9 


Al 


RVEIRSKPY 


45.000 


25 


HCV 2 a 


6 


36 


9 


Al 


LTEHHAIKH 


11.250 


26 


HCV 2 a 


6 


25 


9 


A_0201 


KLIPRSPCV 


243 .432 


27 


HCV 2 a 


6 


35 


9 


A3 


ALTEHHAIK 


30.000 


28 


HCV 2 a 


6 


27 


9 


B7 


IPRSPCWA 


30.000 


29 


HCV 2 a 


6 


25 


10 


A_02 01 


KLIPrSPCW 


99.807 


30 


HCV 2 a 


6 


2 


10 


A_0201 


VLAHgQARRV 


~"23 1 648" 


31 


HCV 2 a 


6 


17 


10 


A24 


PYGS1RWRKL 


22 . 000 


32 


HCV 2 a 


6 


16 


10 


A3 


KPYGSLRWRK 


13 .500 


33 


HCV 2 a 


6 


20 


10 


A3 


SLRWrKLI PR 


12 . 000 


34 


HCV 2 a 


6 


27 


10 


B7 


IPRSpCWAL 


800. 000 


35 


HCV 2 a 


6 


12 


10 


B7 


EIRSkPYGSL 


60.000 


36 


HCV 2 a 


6 


27 


10 


B8 


IPRSpCWAL 


16.000 


37 


HCV 2 a 


6 


27 


10 


B_3501 


IPRSpCWAL 


60.000 


38 


HCV 2 a 


6 


14 


10 


B_3501 


RSKPyGSLRW 


15.000 


39 


HCV 2 a 


6 


11 


10 


B„4403 


VEIRsKPYGS 


30.000 


40 


HCV 2 a 


7 


25 


9 


A_0201 


TLLPEGHLL 


79.041 


41 


HCV 2a 


7 


26 


9 


A3 


LLPEGHLLY 


12.000 


42 


HCV 2 a 


7 


18 


9 


B7 


SPIEGDLTL 


80.000 


43 


HCV 2a 


7 


18 


9 


B_3501 


SPIEGDLTL 


40. 000 


44 


HCV 2a 


7 


2 


9 


B_4403 


AEDQVSPSL 


12.000 


45 


HCV 2a 


7 


25 


10 


Al 


TLL PeGHLL Y 


25.000 


46 


HCV 2 a 


7 


26 


10 


A_0201 


LLPEgHLLYI 


919.865 


47 


HCV 2a 


7 


17 


10 


A24 


RSPIeGDLTL 


12.000 
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48 


HCV 2a 


7 


1 


10 


A24 


MAEDqVSPSL 


10.080 


49 


HCV 2a 


7 


25 


10 


A3 


TLLPeGHLLY 


18-000 


50 


HCV 2a 


7 


18 


10 


B7 


SPIEgDLTLL 


80.000 


51 


HCV 2a 


7 


11 


10 


B7 


DVRQgKRSPI 


30.000 


52 


HCV 2a 


7 


11 


10 


B8 


DVRQgKRSPI 


40.000 


53 


HCV 2a 


7 


42 


10 


B_3501 


RPRGsGRGQY 


240.000 


54 


HCV 2 a 


7 


18 


10 


B_3501 


SPIEgDLTLL 


60.000 


55 


HCV 2 a 


7 


17 


10 


B_3 501 


RSPIeGDLTL 


10 .000 


56 


HCV 2 a 


8 


9 


10 


B_3501 


KPQGgSHRGI 


16.000 


57 


HCV 2a 


9 


8 


9 


A_0201 


GLGHSWWCA 


63 .342 


58 


HCV 2 a 


9 


23 


9 


B_3 501 


RPRDDVECF 


360.000 


59 


HCV 2 a 


9 


34 


9 


B„4403 


DEVYGLSHA 


36.000 


60 


HCV 2 a 


9 


8 


10 


A_0201 


GLGHsWWCAV 


118.238 


61 


HCV 2a 


9 


6 


10 


A_0201 


LVGLgHSWWC 


30.483 


62 


HCV 2a 


9 


30 


10 


A24 


CFNGdEVYGL 


30.000 


63 


HCV 2 a 


9 


23 


10 


B_3 501 


RPRDdVECFN 


24.000 


64 


HCV 2a 


9 


28 


10 


B_4403 


VECFnGDEVY 


120.000 


65 


HCV 2 a 


10 


22 


9 


B7 


AARWRATSL 


360.000 


66 


HCV 2 a 


10 


22 


9 


B8 


AARWRATSL 


320.000 


67 


HCV 2 a 


10 


15 


10 


Al 


GIEVgSNAAR 


18.000 


68 


HCV 2a 


10 


21 


10 


B7 


NAARwRATSL 


12.000 


69 


HCV 2 a 


10 


21 


10 


B8 


NAARwRATSL 


16.000 


70 


HCV 2 a 


10 


16 


10 


B_4403 


IEVGsNAARW 


54.000 


71 


HCV 2 a 


11 


45 


9 


A24 


STNDVYDDL 


10.080 


72 


HCV 2 a 


11 


26 


9 


B7 


GPRSLHREV 


40.000 


73 


HCV 2 a 


11 


41 


9 


B7 


APMSSTNDV 


36.000 


74 


HCV 2 a 


11 


26 


9 


B_3501 


GPRSLHREV 


12.000 


75 


HCV 2 a 


11 


37 


9 


B_4403 


AEHNAPMSS 


12.000 


76 


HCV 2 a 


11 


41 


10 


B„3501 


APMSsTNDVY 


40.000 


77 


HCV 2 a 


11 


32 


10 


B_4403 


REVGqAEHNA 


18.000 


78 


HCV 2 a 


11 


41 


10 


B_4403 


APMSSTNDVY 


12.000 


79 


HCV 2 a 


12 


13 


9 


A24 


AFLHKPWL 


30, 000 


80 


HCV 2 a 


12 


14 


9 


A3 


FLHKPWLR 


18.000 


81 


HCV 2 a 


12 


60 


9 


B7 


ALREGAALL 


120.000 


82 


HCV 2a 


12 


20 


9 


B7 


VLRRDNEHL 


40 . 000~ 


83 


HCV 2 a 


12 


59 


9 


B7 


QALREGAAL 


12.000 


84 


HCV 2 a 


12 


60 


9 


B8 


ALREGAALL 


12.000 


85 


HCV 2 a 


12 


25 


9 


B_4403 


NEHLGCQHY 


120.000 


86 


HCV 2 a 


12 


24 


10 


Al 


DNEHlGCQHY 


11.250 


87 


HCV 2 a 


12 


53 


10 


Al 


HVDVr PQALR 


10.000 


88 


HCV 2 a 


12 


6 


10 


A_0201 


TQVDgAIAFL 


112.335 


89 


HCV 2 a 


12 


14 


10 


A3 


FLHKpWLRR 


36.000 


90 


HCV 2 a 


12 


19 


10 


B7 


WLRrDNEHL 


20. 000 


91 


HCV 2 a 


12 


12 


10 


B7 


IAFLhKPWL 


12.000 


92 


HCV 2 a 


12 


59 


10 


B7 


QALReGAALL 


12.000 


93 


HCV 2 a 


12 


12 


10 


B8 


IAFLhKPWL 


16.000 


94 


HCV 2 a 


12 


36 


10 


B_4403 


AE VPhVE SRA 


48.000 


95 


HCV 2 a 


13 








no nits 




96 


HCV 2a 


14 


18 


9 


B7 


EPSCPAESL 


120.000 


97 


HCV 2 a 


14 


18 


9 


B_3501 


EPSCPAESL 


20.000 


98 


HCV 2 a 


15 


7 


9 


A_0201 


RQARVTFQL 


12.562 


99 


HCV 2 a 


15 


7 


9 


A24 


RQARVTFQL 


11.200 
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100 

101 

102 

103 

104 

105 

106 

107 

108 

109 

110 

111 

112 

113 

114 

115 

116 

117 

118 

119 

120 

121 

122 

123 

124 

125 

126 

127 

128 

129 

130 

131 

132 

133 

134 

135 

136 

137 

138 

139 

140 

141 

142 

143 

144 

145 

146 

147 

148 

149 

150 

151 



HCV 2a 
HCV 2a 
HCV 2a 
HCV 2 a 
HCV 2a 
HCV 2a 
HCV 2 a 
HCV 2a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2a 
HCV 2 a 
HCV 2a 
HCV 2a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2a 
HCV 2 a 
HCV 2 a 
HCV 2a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2 a 
HCV 2a 



15 

15 

15 

15 

16 

17 

17 

18 

19 

19 

19 

19 

20 

20 

20 

20 

20 

20 

20 

20 

20 

21 

22 

22 

22 

22 

22 

22 

22 

23 

23 

23 

23 

24 

25 

25 

26 

27 

27 

27 

27 

28 

28 

28 

28 

29 

30 

31 

32 

32 

32 

32 



8 


10 


B7 


Q 

O 


J- u 


■RQ 




1 ft 


J3 — > JuX 


o 
-3 


1 ft 

JL U 




1 


10 


A 0201 


JL -J 


10 


B 3501 


4 


10 


B_4403 


16 


9 


B_4403 


2 


10 


A_0201 


14 


10 


B7 


o 


10 


B7 


6 


9 


B_3501 


i n 
10 


XL) 


7\ no ni 
A UZUl 


2 


10 


B7 




10 


B7 


7 


10 


B7 


15 


10 


B7 


2 


10 


B_3501 


11 


10 


B_3501 


7 


10 


B_3501 



19 


9 


B7 


16 


9 


B7 


8 


9 


B_3501 


16 


9 


B_3501 


19 


9 


B_3501 


23 


10 


A_02 01 


15 


10 


A24 


5 


9 


B_3501 


5 


10 


A24 


5 


10 


B7 


5 


10 


B_3501 



5 
7 



10 B7 

10 B_3501 



9 


9 


A24 


3 


10 


Al 


8 


10 


A_02 01 


8 


10 


B7 


20 


9 


A_0201 


22 


9 


B7 


11 


9 


B_3501 


12 


10 


B7 


4 


10 


A3 


10 


10 


B7 


28 


9 


A24 


18 


9 


B7 


18 


9 


B_3501 


14 


10 


A3 



QARVtFQLWL 
QARVtFQLWIi 
DSRS tPIRTF 
AEGRrQARVT 
MLSApGHIPV 
MPPS1PEEAF 
RETPpAGRGS 
no hits 
RESPERPLjW 
VLRArGRSFL 
SGREsPERPL 
VLRArGRSFIi 
GSPRSLPQM 
SLPQmGVTPA 
APIAgSPRSL 
LPQMgVTPAL 
SPRS1PQMGV 
GVTPaLSAAIi 
APIAgSPRSL 
LPQMgVTPAL 
SPRS1PQMGV 
no hits 
APCPGLCCLj 
YPPAPCPGL 
CPRHTPPGY 
YPPAPCPGL 
APCPGLCCL 
GLCCLQQPPL 
GYPPaPCPGL 
KPQQDSLW 
KPQQdSLWL 
KPQQdSLWL 
KPQQdSLWL 
no hits 
~ LPRPpQLGPT 
RPPQLGPTCW 
no hits 
LFGKGSGHL 
NSPPIALFGK 
ALFGkGSGHL 
ALFGkGSGHL 
SLNGRRSSV 
NGRRSSVSL 
GPPRAHHTF 
PPRAhHTFSL 
TLWPpRSSQF 
no hits 
AVRGaVGKRA 
VYRSCPPRL 
SPPTCKWAL 
SPPTCKWAL 
HLSHsPPTCK 



120.000 
16.000 
15.000 
12.000 

118.238 
20.000 
12.000 



24. 
15. 
60. 
60. 
10. 
H - 
240. 
80. 
60 
20 
20 
20 
12 



000 
.180 
.000 
.000 
.000 
.426 
.000 
.000 
.000 
.000 
.000 
.000 
.000 



240. 

120 . 

120. 
20. 
20. 
21. 

360. 
12 
12 
80 
40 



000 
000 
.000 
.000 
.000 
.362 
.000 
.000 
.000 
.000 
.000 



2 0.000 
20.000 

20.000 
15.000 
10.275 
12.000 
69.552 
40.000 
20.000 
80.000 
15.000 

15.000 
200.000 
80.000 
20. 000 
30 . 000 
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152 


HCV 2a 


32 


27 


10 


B7 


QVYRsCPPRL 


20.000 


153 


HCV 2a 


33 








no hits 




154 


HCV 2a 


34 








no hits 




155 


HCV 2a 


35 


8 


9 


Al 


GLEAVRHSY 


45.000 


156 


HCV 2a 


35 


8 


9 


A3 


GLEAVRHSY 


18.000 


157 


HCV 2 a 


35 


1 


9 


B7 


MALPGGGGL 


12.000 


158 


HCV 2 a 


36 


83 


9 


Al 


RSEVFLWR 


27.000 


159 


HCV 2a 


36 


121 


9 


A_0201 


RLVFLiLVFL 


270.234 


160 


HCV 2 a 


36 


87 


9 


A_0201 


FLWRTPNL 


98.267 


161 


HCV 2 a 


36 


56 


9 


A24 


GYPGFPQDL 


360.000 


162 


HCV 2 a 


36 


121 


9 


A24 


RLVFLLVFL 


14 .400 


163 


HCV 2a 


36 


69 


9 


A24 


RSLGMGWRL 


12.000 


164 


HCV 2 a 


36 


118 


9 


B7 


CGRRLVFLL 


40.000 


165 


HCV 2 a 


36 


12 


9 


B7 


RVSMTLPTL 


20.000 


166 


HCV 2a 


36 


117 


9 


B8 


SCGRRLVFL 


16.000 


167 


HCV 2a 


36 


42 


9 


B_3501 


HPAQPSPSF 


20 . 000 


168 


HCV 2 a 


36 


69 


9 


B_3501 


RSLGMGWRL 


10.000 


169 


HCV 2 a 


36 


84 


9 


B_4403 


SEVFLWRT 


48.000 


170 


HCV 2a 


36 


79 


10 


A_0201 


RGWDrSEVFL 


26.100 


171 


HCV 2 a 


36 


114 


10 


A_O201 


NLTScGRRLV 


13.910 


172 


HCV 2 a 


36 


86 


10 


A24 


VFLVvRTPNL 


30.000 


173 


HCV 2a 


36 


8 


10 


A24 


KPHVrVSMTL 


11.200 


174 


HCV 2 a 


36 


51 


10 


A24 


PYRGqGYPGF 


10.000 


175 


HCV 2 a 


36 


70 


10 


A3 


SLGMgWRLPR 


24.000 



176 


HCV 2 a 


36 


89 


10 


B7 


WRTpNLGPL 


200. 000 


177 


HCV 2 a 


36 


8 


10 


B7 


KPHVrVSMTL 


80.000 


178 


HCV 2 a 


36 


77 


10 


B7 


LPRGwDRSEV 


60.000 


179 


HCV 2a 


36 


19 


10 


B7 


TLRD1CRGSL 


60.000 


180 


HCV 2 a 


36 


64 


10 


B7 


LPVErRSLGM 


20.000 


181 


HCV 2 a 


36 


35 


10 


B7 


EPRGdRSHPA 


20.000 


182 


HCV 2 a 


36 


35 


10 


B8 


EPRGdRSHPA 


32.000 


183 


HCV 2 a 


36 


19 


10 


B8 


TLRD1CRGSL 


12.000 


184 


HCV 2 a 


36 


64 


10 


B_3501 


LPVErRSLGM 


80.000 


185 


HCV 2a 


36 


8 


10 


B_3501 


KPHVrVSMTL 


40.000 


186 


HCV 2 a 


36 


6 


10* 


B_3501 


SAKPhVRVSM' 


18:600~ 


187 


HCV 2 a 


36 


77 


10 


B_3501 


LPRGwDRSEV 


18.000 


188 


HCV 2 a 


36 


66 


10 


B_4403 


VERRSLGMGW 


12 .000 


189 


HCV 2 a 


37 


109 


9 


Al 


YTDPYISKL 


12 .500 


190 


HCV 2 a 


37 


147 


9 


A_0201 


WMMFPNHEL 


262.591 


191 


HCV 2 a 


37 


77 


9 


A_0201 


RVSSWGVYV 


33.472 


192 


HCV 2 a 


37 


70 


9 


A_0201 


FLRAEATRV 


24.315 


193 


HCV 2a 


37 


148 


9 


A„0201 


MMFPNHELT 


16.588 


194 


HCV 2a 


37 


36 


9 


A24 


RYRPQTAAL 


480.000 


195 


HCV 2 a 


37 


167 


9 


A24 


RAIGWGSL 


16.800 


196 


HCV 2 a 


37 


105 


9 


A3 


GLTEYTDPY 


54.000 


197 


HCV 2a 


37 


27 


9 


A3 


SLVFTAQLK 


30.000 


198 


HCV 2 a 


37 


45 


9 


B7 


PPREMRDAL 


120.000 


199 


HCV 2 a 


37 


147 


9 


B7 


WMMFPNHEL 


18 .000 


200 


HCV 2a 


37 


51 


9 


B7 


DALTARARL 


18.000 


201 


HCV 2 a 


37 


167 


9 


B7 


RAIGWGSL 


12.000 


202 


HCV 2a 


37 


18 


9 


B7 


RASGNGVSL 


12.000 


203 


HCV 2a 


37 


54 


9 


B8 


TARARLFHA 


16.000 
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204 


HCV 2 a 


37 


45 


9 


B_3501 


PPREMRDAL 


12.000 


205 


HCV 2a 


37 


91 


9 


B_3501 


SSPCNLSIM 


10.000 


206 


HCV 2a 


37 


73 


9 


B_4403 


AEATRVSSW 


144.000 


207 


HCV 2a 


37 


129 


9 


B_4403 


MEKKCVIRT 


12.000 


208 


HCV 2a 


37 


47 


9 


B_4403 


REMRDALTA 


12.000 


209 


HCV 2 a 


37 


157 


9 


B_4403 


GECLTVSQA 


12.000 


210 


HCV 2a 


37 


109 


10 


Al 


YTDPylSKLR 


125.000 


211 


HCV 2 a 


37 


105 


10 


A__0201 


GLTEy TDP Y I 


235.260 


212 


HCV 2 a 


37 


25 


10 


A_0201 


SLiSLvFTAQli 


81.177 


213 


HCV 2 a 


37 


147 


10 


A_0201 


WMMFpNHELT 


44.885 


214 


HCV 2 a 


37 


108 


10 


A24 


EYTDpYI SKL 


264 . 000 


215 


HCV 2 a 


37 


27 


10 


A3 


SBVFtAQLKR 


12.000 


216 


HCV 2 a 


37 


62 


10 


B7 


ALRGgAPSFL 


120.000 


217 


HCV 2 a 


37 


44 


10 


B7 


LPPReMRDAL 


120.000 


218 


HCV 2a 


37 


54 


10 


B7 


TARArLFHAL 


120.000 


219 


HCV 2 a 


37 


126 


10 


B7 


AIRMeKKCVI 


12.000 


220 


HCV 2 a 


37 


19 


10 


B7 


ASGNgVSLSL 


12.000 


221 


HCV 2 a 


37 


97 


10 


B7 


SIMAgRSRGL 


12.000 


222 


HCV 2 a 


37 


120 


10 


B7 


WSRVsWAIRM 


10.000 


223 


HCV 2 a 


37 


126 


10 


B8 


AIRMeKKCVI 


20.000 


224 


HCV 2a 


37 


54 


10 


B8 


TARArLFHAL 


16.000 


225 


HCV 2 a 


37 


134 


10 


B8 


VI RTmRTH I V 


12.000 


226 


HCV 2 a 


37 


120 


10 


B„3501 


WSRVsWAIRM 


30.000 


227 


HCV 2 a 


37 


44 


10 


B_3501 


LPPReMRDAL 


20 .000 


228 


HCV 2 a 


37 


90 


10 


B_3 501 


ASSPcNLSIM 


10.000 


229 


HCV 2 a 


37 


111 


10 


B_3501 


DPYIsKLRSW 


10.000 


230 


HCV 2 a 


37 


100 


10 


B_4403 


AGRSr GLTEY 


13 .500 


231 


HCV 2 a 


38 


19 


9 


A_0201 


ALQAARAFT 


40.986 


232 


HCV 2 a 


38 


11 


10 


B7 


I VGA 1 1 P AAL 


20.000 


233 


HCV 2 a 


39 


16 


9 


A_0201 


RLYPQVWPL 


1.179 .204 


234 


HCV 2 a 


39 


24 


9 


A_02 01 


LLLNIGPPT 


46.873 


235 


HCV 2 a 


39 


20 


9 


A_0201 


QVWPLLLNI 


17.427 


236 


HCV 2 a 


39 


17 


9 


A24 


LYPQVWPLL 


420.000 


237 


HCV 2 a 


39 


16 


9 


A3 


RLYPQVWPL 


40.500 


238 


HCV 2 a 


39 


18 


9 


B7 


YPQVWPLLL 


80"1 0 OCT 


239 


HCV 2a 


39 


10 


9 


B_3501 


TPLARQRLY 


40.000 


240 


HCV 2 a 


39 


18 


9 


B_3501 


YPQVWPLLL 


20.000 


241 


HCV 2 a 


39 


16 


10 


A_02 01 


RLYPqVWPLL 


116.211 


242 


HCV 2 a 


39 


17 


10 


A24 


LYPQvWPLLL 


300.000 


243 


HCV 2a 


39 


16 


10 


A24 


RLYPqVWPLL 


13 .440 


244 


HCV 2 a 


39 


5 


10 


A3 


MLWs TPLAR 


12.000 


245 


HCV 2 a 


39 


3 


10 


B7 


FPMLvVSTPL 


240.000 


246 


HCV 2 a 


39 


3 


10 


B_3501 


FPMLvVSTPL 


20.000 


247 


HCV 2 a 


40 


19 


9 


A_0201 


VLMSLSVTV 


437.482 


248 


HCV 2 a 


40 


34 


9 


A24 


SYEKPIGSF 


150.000 


249 


HCV 2 a 


40 


13 


9 


A24 


WYMASSVLM 


37.500 


250 


HCV 2a 


40 


22 


9 


A3 


SLSVTVESK 


60.000 


251 


HCV 2 a 


40 


42 


9 


A3 


FLSAHAFKR 


12.000 


252 


HCV 2a 


40 


15 


9 


B7 


MASSVLMSL 


12.000 


253 


HCV 2 a 


40 


6 


9 


B_3501 


SSGKEQAWY 


15.000 


254 


HCV 2 a 


40 


7 


9 


B_3501 


SGKEQAWYM 


12.000 


255 


HCV 2a 


40 


51 


9 


B_3501 


NSTRWAGEY 


10.000 
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256 


HCV 2 a 


40 


27 


9 


B_4403 


VESKHRVSY 


120.000 


257 


HCV 2a 


40 


26 


10 


Al 


TVESkHRVSY 


90-000 


258 


HCV 2a 


40 


14 


10 


A_0201 


YMASsVLMSL 


163.232 


259 


HCV 2a 


40 


18 


10 


A_0201 


SVLMsLSVTV 


22.517 


260 


HCV 2a 


40 


34 


10 


A24 


SYEKpIGSFL 


420.000 


261 


HCV 2a 


40 


11 


10 


B7 


QAWYmASSVL 


12.000 


262 


HCV 2a 


40 


5 


10 


B_3501 


AS SGkEQAWY 


15.000 


263 


HCV 2 a 


40 


6 


10 


B_3501 


SSGKeQAWYM 


10.000 


264 


HCV 2 a 


40 


33 


10 


B_3501 


VSYEkPIGSF 


10.000 


265 


HCV 2 a 


40 


35 


10 


B_4403 


YEKPIGSFLS 


12.000 


266 


HCV 2a 


41 


22 


9 


A_0201 


WLTALPDKL 


48.151 


267 


HCV 2 a 


41 


60 


9 


A_0201 


ALTLEAASL 


21.362 


268 


HCV 2 a 


41 


15 


9 


A24 


SFHTDLMWL 


20.000 


269 


HCV 2 a 


41 


29 


9 


A3 


KLRTSLAPY 


18.000 


270 


HCV 2 a 


41 


55 


9 


B7 


KVRSFALTL 


200.000 


271 


HCV 2a 


41 


26 


9 


B7 


LPDKLRTSL 


36.000 


272 


HCV 2 a 


41 


34 


9 


B7 


LAPYPYLDL 


18.000 


273 


HCV 2 a 


41 


60 


9 


B7 


ALTLEAASL 


12.000 


274 


HCV 2a 


41 


53 


9 


B8 


SSKVRSFAL 


80.000 


275 


HCV 2a 


41 


53 


9 


B_3501 


SSKVRSFALi 


15.000 


276 


HCV 2 a 


41 


37 


9 


B_3501 


YPYLDLAEW 


15.000 


277 


HCV 2 a 


41 


29 


9 


B_3501 


KLRTSLAPY 


12.000 


278 


HCV 2 a 


41 


63 


9 


B_4403 


LEAASLMSF 


120.000 


279 


HCV 2a 


41 


62 


10 


Al 


TLEAaSLMSF 


45.000 


280 


HCV 2 a 


41 


25 


10 


A_0201 


ALPDkLRTSL 


87.586 


281 


HCV 2 a 


41 


33 


10 


A_0201 


SLAPyPYLDL 


32.044 


282 


HCV 2 a 


41 


39 


10 


A_0201 


YLDLaEWGGV 


28.283 


283 


HCV 2 a 


41 


20 


10 


A3 


LMWLtALPDK 


150.000 


284 


HCV 2 a 


41 


11 


10 


B7 


SSRRsFHTDL 


40.000 


285 


HCV 2 a 


41 


25 


10 


B7 


ALPDkLRTSL 


18.000 


286 


HCV 2 a 


41 


59 


10 


B7 


FALT1EAASL 


12.000 


287 


HCV 2 a 


41 


52 


10 


B7 


ASSKvRSFAL 


12.000 


288 


HCV 2 a 


41 


14 


10 


B„3501 


RSFHtDLMWL 


15.000 


289 


HCV 2 a 


41 


11 


10 


B_3501 


SSRRSFHTDL 


15.000 


290 


HCV 2 a~ 


~ 41 


"43 


"To 


" B_4403~ 


AEWGgVNWHA 


™ 18 70 00 — 


291 


HCV 2 a 


42 


115 


9 


A_0201 


RLLGGGVGV 


257 .342 


292 


HCV 2 a 


42 


94 


9 


A_0201 


VLMASCWRA 


234.365 


293 


HCV 2 a 


42 


105 


9 


A_0201 


MVLSLRPTV 


38.280 


294 


HCV 2 a 


42 


108 


9 


B7 


SLRPTVRRL 


40.000 


295 


HCV 2 a 


42 


21 


9 


B_3501 


EPGAASPPW 


10.000 


296 


HCV 2a 


42 


97 


9 


B_3501 


ASCWRASPM 


10.000 


297 


HCV 2 a 


42 


29 


9 


B_4403 


WEGGRSSTW 


18.000 


298 


HCV 2 a 


42 


116 


10 


A__0201 


LLGGgVGVFL 


199.738 


299 


HCV 2 a 


42 


93 


10 


A_0201 


KVLMaSCWRA 


42.220 


300 


HCV 2 a 


42 


124 


10 


A_02 01 


FLGGgRAQPA 


22.853 


301 


HCV 2 a 


42 


78 


10 


B7 


APVErPESPL 


360.000 


302 


HCV 2a 


42 


108 


10 


B7 


SLRPtVRRLL 


60.000 


303 


HCV 2 a 


42 


44 


10 


B7 


SPGSpSRGGM 


30.000 


304 


HCV 2a 


42 


112 


10 


B7 


TVRR1LGGGV 


10.000 


305 


HCV 2 a 


42 


44 


10 


B_3501 


SPGSpSRGGM 


40.000 


306 


HCV 2 a 


42 


78 


10 


B_3501 


APVErPESPL 


40.000 


307 


HCV 2 a 


42 


91 


10 


B_3501 


WPKV1MASCW 


30.000 
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308 


HCV 2a 


42 


20 


10 


B_4403 


SEPGaASPPW 


54. 000 


309 


HCV 2a 


42 


54 


10 


B_4403 


EEVEpVSERA 


12.000 


310 


HCV 2a 


43 








no hits 




311 


HCV 2a 


44 








no hits 




312 


HCV 2 a 


45 








no hits 




313 


HCV 2a 


46 


1 


9 


A„0201 


MLAPQGHRV 


118.238 


314 


HCV 2 a 


46 


10 


9 


A„0201 


VMMPVPAHT 


33.853 


315 


HCV 2 a 


46 


3 


9 


B7 


APQGHRWM 


90.000 


316 


HCV 2 a 


46 


12 


9 


B7 


MPVPAHTPL 


80.000 


317 


HCV 2 a 


46 


3 


9 


B_3501 


APQGHRWM 


40.000 


318 


HCV 2 a 


46 


12 


9 


B_3501 


MPVPAHTPL 


20.000 


319 


HCV 2a 


46 


11 


10 


A__0201 


MMPVpAHTPL 


26.228 


320 


HCV 2 a 


46 


3 


10 


B7 


APQGhRWMM 


60.000 


321 


HCV 2 a 


46 


3 


10 


B_3501 


APQGhRWMM 


40.000 


322 


HCV 2a 


47 


25 


9 


A_0201 


QLWSLLSRL 


407.808 


323 


HCV 2a 


47 


28 


9 


A_0201 


SLLSRLVIV 


242.674 


324 


HCV 2 a 


47 


35 


9 


A_0201 


IVREPSSWV 


17.731 


325 


HCV 2a 


47 


29 


9 


A3 


LLSRLVIVR 


24.000 


326 


HCV 2a 


47 


22 


9 


B7 


SVIQLWSLL 


20.000 


327 


HCV 2 a 


47 


35 


9 


B7 


IVREPSSWV 


15.000 


328 


HCV 2 a 


47 


10 


9 


B_3501 


RSHEPAHGM 


40.000 


329 


HCV 2 a 


47 


25 


10 


A__0201 


QLWS1LSRLV 


115 .456 



330 


HCV 2 a 


47 


34 


10 


A__0201 


VIVRePSSWV 


89 .418 


331 


HCV 2 a 


47 


17 


10 


A_0201 


GMGQsSVIQL 


35.485 


332 


HCV 2 a 


47 


24 


10 


A_0201 


IQLWsLLSRL 


31.334 


333 


HCV 2a 


47 


28 


10 


A3 


SLLSrLVIVR 


36.000 


334 


HCV 2a 


47 


17 


10 


A3 


GMGQsSVIQL 


10.800 


335 


HCV 2 a 


47 


37 


10 


B_4403 


REPSSWVTRC 


18.000 


336 


HCV 2a 


48 


109 


9 


A_0201 


RMLRRIWL 


53.831 


337 


HCV 2 a 


48 


110 


9 


A_0201 


MLRRIWLV 


20.668 


338 


HCV 2 a 


48 


74 


9 


A_0201 


TLPRPMLPT 


17.140 


339 


HCV 2 a 


48 


19 


9 


A_0201 


RMPAQMTPT 


12.379 


340 


HCV 2 a 


48 


109 


9 


A24 


RMLRRIWL 


12.000 


341 


HCV 2a 


48 


114 


9 


A24 


IWLVDNGL 


10.080 


342 


HCV 2 a 


~48~ 


"Tie 


V 


" A3 


~ VLVDNGLVR 


"~ " 12TffO'0~ 


343 


HCV 2 a 


48 


114 


9 


B7 


IWLVDNGL 


20 . 000 


344 


HCV 2a 


48 


75 


9 


B7 


LPRPMLPTA 


20.000 


345 


HCV 2 a 


48 


122 


9 


B7 


LVRAALNAI 


20.000 


346 


HCV 2 a 


48 


103 


9 


B7 


DASQPPRML 


18.000 


347 


HCV 2 a 


48 


67 


9 


B7 


PARI ST STL 


12.000 


348 


HCV 2 a 


48 


37 


9 


B7 


GSRLMTSSM 


10.000 


349 


HCV 2 a 


48 


37 


9 


B_3501 


GSRLMTSSM 


30.000 


350 


HCV 2 a 


48 


58 


9 


B_3501 


RAPEMPAPY 


24.000 


351 


HCV 2 a 


48 


139 


9 


B_3501 


GSVDSPARY 


20.000 


352 


HCV 2 a 


48 


109 


10 


A_0201 


RMLRrlWLV 


427.474 


353 


HCV 2 a 


48 


116 


10 


A„0201 


VLVDnGLVRA 


79 .642 


354 


HCV 2 a 


48 


121 


10 


A_0201 


GLVRaALNAI 


23 .995 


355 


HCV 2 a 


48 


74 


10 


A__0201 


TLPRpMLPTA 


11.426 


356 


HCV 2 a 


48 


113 


10 


A24 


RIWLVDNGL 


20.160 


357 


HCV 2a 


48 


80 


10 


B7 


LPTAaPTRPL 


120.000 


358 


HCV 2 a 


48 


66 


10 


B7 


YPARiSTSTL 


80.000 


359 


HCV 2a 


48 


122 


10 


B7 


LVRAaLNAIM 


50.000 
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360 


HCV 2a 


48 


11 


10 


B7 


SPGPtWRRRM 


30.000 


3 61 


HCV 2a 


48 


75 


10 


B7 


LPRPmLPTAA 


20.000 


362 


HCV 2a 


48 


11 


10 


B_3501 


SPGPtWRRRM 


40.000 


363 


HCV 2a 


48 


66 


10 


B_3501 


YPARiSTSTL 


20.000 


364 


HCV 2a 


48 


80 


10 


B_3501 


LPTAaPTRPL 


20.000 


3 65 


HCV 2a 


48 


43 


10 


B_3501 


SSMEgFSPDM 


20.000 


366 


HCV 2a 


48 


92 


10 


B_3501 


KPVApAGGAI 


16.000 


367 


HCV 2 a 


48 


70 


10 


B_3 501 


ISTStLPRPM 


10. 000 


368 


HCV 2 a 


48 


128 


10 


B_4403 


NAIMeATAGF 


11.250 


369 


HCV 2a 


49 


40 


9 


A_0201 


WILDFSISA 


181.139 


370 


HCV 2 a 


49 


9 


9 


A_0201 


CLAQNCSTLt 


21.362 


371 


HCV 2 a 


49 


41 


9 


A_0201 


ILDFSISAI 


16.317 


372 


HCV 2a 


49 


38 


9 


A_0201 


KPWILDFSI 


11.475 


373 


HCV 2a 


49 


51 


9 


B7 


CPSSMRAAL 


120.000 


374 


HCV 2 a 


49 


34 


9 


B7 


ACCNKPWIL 


12.000 


375 


HCV 2 a 


49 


24 


9 


B7 


AGCMSWACL 


12.000 


376 


HCV 2a 


49 


34 


9 


B8 


ACCNKPWIL 


16.000 


377 


HCV 2a 


49 


51 


9 


B_3501 


CPSSMRAAL 


20.000 


378 


HCV 2a 


49 


38 


9 


B_3501 


KPWILDFSI 


16.000 


379 


HCV 2a 


49 


32 


9 


B_4403 


LEACCNKPW 


36.000 


380 


HCV 2 a 


49 


19 


9 


B_4403 


HEASTAGCM 


12.000 


381 


HCV 2 a 


49 


41 


10 


Al 


ILDFSISAIR 


10.000 


382 


HCV 2a 


49 


40 


10 


A_0201 


WILDf SISAI 


230.237 


383 


HCV 2 a 


49 


50 


10 


A24 


RCPSsMRAAL 


12.000 


384 


HCV 2a 


49 


1 


10 


B7 


MPLMkFHMCL 


80.000 


385 


HCV 2 a 


49 


23 


10 


B7 


TAGCmSWACL 


12.000 


386 


HCV 2a 


49 


33 


10 


B7 


EACCnKPWIL 


12.000 


387 


HCV 2 a 


49 


33 


10 


B8 


EACCnKPWIL 


32.000 


388 


HCV 2 a 


49 


1 


10 


B_3501 


MPLMkFHMCL 


20.000 


389 


HCV 2a 


49 


46 


10 


B_3501 


ISAIrCPSSM 


10.000 


390 


HCV 2 a 


49 


19 


10 


B_4403 


HEAStAGCMS 


12.000 


391 


HCV 2 a 


50 


57 


9 


Al 


VTEPKRYRR 


450.000 


392 


HCV 2 a 


50 


6 


9 


Al 


MMETHPVAK 


18.000 


393 


HCV 2 a 


50 


8 


9 


Al 


ETHPVAKQY 


12.500 


394 


HCV 2 a 


"so'"" 


3 sT 


" 9~~ 


A~To'2oi 


"~ CMHVAMYFV " 


"635:435 


395 


HCV 2a 


50 


43 


9 


A_0201 


AMYFVTGCV 


20.897 


396 


HCV 2 a 


50 


62 


9 


A24 


RYRRGVGPT 


10.000 


397 


HCV 2 a 


50 


6 


9 


A3 


MMETHPVAK 


20.000 


398 


HCV 2 a 


50 


23 


9 


B7 


TPPARTHVL 


80.000 


399 


HCV 2 a 


50 


66 


9 


B7 


GVGPTRVGL 


30.000 


400 


HCV 2 a 


50 


4 


9 


B7 


RPMMETHPV 


12.000 


401 


HCV 2 a 


50 


74 


9 


B7 


LSRVRHFHM 


10.000 


402 


HCV 2 a 


50 


74 


9 


B8 


LSRVRHFHM 


20 .000 


403 


HCV 2 a 


50 


23 


9 


B8 


TPPARTHVL 


16.000 


404 


HCV 2 a 


50 


74 


9 


B_3501 


LSRVRHFHM 


30.000 


405 


HCV 2 a 


50 


36 


9 


B„3501 


RSACMHVAM 


20.000 


406 


HCV 2 a 


50 


23 


9 


B_3501 


TPPARTHVL 


20.000 


407 


HCV 2 a 


50 


59 


9 


B„3501 


EPKRYRRGV 


12 .000 


403 


HCV 2a 


50 


4 


9 


B_3501 


RPMMETHPV 


12.000 


409 


HCV 2 a 


50 


83 


9 


B_3501 


TSQDGGGAL 


10.000 


410 


HCV 2a 


50 


8 


9 


B_4403 


ETHPVAKQY 


20.250 


411 


HCV 2a 


50 


37 


9 


B_4403 


SACMHVAMY 


18.000 
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412 


HCV 2a 


50 


57 


10 


Al 


VTEPkRYRRG 


22.500 


413 


HCV 2a 


50 


73 


10 


A_J)201 


GLSRvRHFHM 


28.814 


414 


HCV 2 a 


50 


38 


10 


A_0201 


ACMHvAMYFV 


21.250 


415 


HCV 2 a 


50 


39 


10 


A_0201 


CMHVaMYFVT 


19.198 


416 


HCV 2a 


50 


22 


10 


A24 


KTPPaRTHVL 


14.400 


417 


HCV 2a 


50 


65 


10 


A24 


RGVGpTRVGL 


12.000 


418 


HCV 2 a 


50 


43 


10 


A3 


AMYFvTGCVK 


100.000 


419 


HCV 2a 


50 


31 


10 


B7 


LiVMT S RS ACM 


15.000 


420 


HCV 2a 


50 


36 


10 


B_3501 


RSACmHVAMY 


20.000 


421 


HCV 2 a 


50 


54 


10 


B_3501 


TSLVtEPKRY 


15. 000 


422 


HCV 2a 


50 


7 


10 


B_4403 


METHpVAKQY 


405.000 


423 


HCV 2a 


50 


36 


10 


B_4403 


RSACmHVAMY 


18.000 


424 


HCV 2 a 


51 


30 


9 


A_0201 


SLTWSAGV 


69.552 


425 


HCV 2 a 


51 


28 


9 


A_02 01 


ALSLTWSA 


11.426 


426 


HCV 2 a 


51 


26 


9 


A24 


KYALSLTW 


10.000 


427 


HCV 2a 


51 


21 


9 


B7 


KPGVLKYAL 


80.000 


428 


HCV 2a 


51 


23 


9 


B7 


GVLKYALSL 


20.000 


429 


HCV 2 a 


51 


21 


9 


B_3501 


KPGVLKYAL 


40.000 


430 


HCV 2 a 


51 


19 


9 


B_4403 


TGKPGVLKY 


27.000 


431 


HCV 2a 


51 


15 


10 


A_0201 


WSWHtGKPGV 


17.334 


432 


HCV 2 a 


51 


26 


10 


A24 


KYALsLTWS 


12.000 


433 


HCV 2 a 


51 


18 


10 


B_4403 


HTGKpGVLKY 


13 .500 


434 


HCV 2 a 


52 








no hits 




435 


HCV 2 a 


53 


14 


9 


A„0201 


FEWQKIKCL 


36.476 


436 


HCV 2a 


53 


18 


9 


B_3 501 


KIKCLPPLM 


12.000 


437 


HCV 2 a 


53 


13 


10 


A24 


FFEWqKIKCL 


30.000 


438 


HCV 2 a 


54 


1 


9 


B7 


MPRMWAST 


20 . 000 


439 


HCV 2 a 


54 


1 


10 


B7 


MPRMvVASTA 


20.000 


440 


HCV 2 a 


54 


7 


10 


B_3501 


ASTAwHSSHM 


10.000 


441 


HCV 2 a 


55 


16 


9 


Al 


GLMPCALDK 


10.000 


442 


HCV 2a 


55 


52 


9 


A_0201 


TLVLFPLPV 


264.298 


443 


HCV 2 a 


55 


41 


9 


A_0201 


TLYPWAAYA 


87.437 


444 


HCV 2 a 


55 


12 


9 


A_0201 


VLMLGLMPC 


71.872 


445 


HCV 2 a 


55 


13 


9 


A__0201 


LMLGLMPCA 


51.908 


446" 


~HCV 2a" 


55" 


14™" 


9 


AT02br' 


MLGLMPCAL " 


— 3 67 31 6~ 


447 


HCV 2 a 


55 


54 


9 


A_0201 


VLFPLPVGA 


31.249 


448 


HCV 2 a 


55 


7 


9 


A_02 01 


TVLTPVLML 


15.907 


449 


HCV 2 a 


55 


47 


9 


A24 


AYATGTLVL 


200.000 


450 


HCV 2 a 


55 


24 


9 


A24 


KYAPNPRVA 


12.000 


451 


HCV 2 a 


55 


16 


9 


A3 


GLMPCALDK 


270.000 


452 


HCV 2 a 


55 


7 


9 


B7 


TVLTPVLML 


30.000 


453 


HCV 2 a 


55 


5 


9 


B7 


WTVLTPVL 


20.000 


454 


HCV 2 a 


55 


10 


9 


B7 


TPVLMLGLM 


20.000 


455 


HCV 2 a 


55 


45 


9 


B7 


WAAYATGTL 


12 .000 


456 


HCV 2 a 


55 


1 


9 


B7 


MAAPWTVL 


12.000 


457 


HCV 2 a 


55 


10 


9 


B_3501 


TPVLMLGLM 


40.000 


458 


HCV 2a 


55 


40 


9 


B_4403 


STLYPWAAY 


12.000 


459 


HCV 2 a 


55 


13 


10 


A_0201 


LMLGLMPCAL 


97.045 


460 


HCV 2 a 


55 


8 


10 


A_0201 


VLTPvLMLGL 


83 .527 


461 


HCV 2 a 


55 


12 


10 


A_02 01 


VLMLgLI^PCA 


71.872 


462 


HCV 2 a 


55 


17 


10 


A__02 01 


LMPCaLDKYA 


33 .548 


463 


HCV 2 a 


55 


41 


10 


A_0201 


TLYPwAAYAT 


23.846 
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464 


HCV 


2a 


55 


51 


465 


HCV 


2a 


55 


47 


466 


HCV 


2a 


55 


24 


467 


HCV 


2a 


55 


16 


468 


HCV 


2a 


55 


28 


469 


HCV 


2a 


55 


46 


470 


HCV 


2a 


55 


3 


471 


HCV 


2a 


55 


49 


472 


HCV 


2a 


55 


28 


473 


HCV 


2a 


55 


28 


474 


HCV 


2a 


55 


56 


475 


HCV 


2a 


55 


39 


47 6 


HCV 


2a 


55 


34 


477 


HCV 


2a 


55 


56 


478 


HCV 


2a 


56 


36 


479 


HCV 


2a 


56 


47 


480 


HCV 


2a 


56 


108 


481 


HCV 


2a 


56 


93 


482 


HCV 


2a 


56 


40 


483 


HCV 


2a 


56 


57 


484 


HCV 


2a 


56 


52 



485 


HCV 2 a 


56 


108 


486 


HCV 2 a 


56 


57 


4o / 


rlv_ V Z. a. 




1 OR 

_L \J 


488 


HCV 2 a 


56 


40 


489 


HCV 2 a 


56 


93 


490 


HCV 2 a 


56 


36 


491 


HCV 2 a 


56 


65 


492 


HCV 2 a 


56 


56 


493 


HCV 2a 


56 


65 


494 


HCV 2 a 


56 


17 


495 


HCV 2 a 


56 


34 


496 


HCV 2 a 


56 


47 


497 


HCV 2 a 


56 


63 


498 


HCV 2a 


56 


108 


499 


HCV 2 a 


56 


77 


500 


HCV 2 a 


56 


53 


501 


HCV 2 a 


56 


4 


502 


HCV 2 a 


56 


108 


503 


HCV 2 a 


56 


108 


504 


HCV 2 a 


56 


77 


505 


HCV 2 a 


56 


82 


506 


HCV 2 a 


56 


2 


507 


HCV 2 a 


56 


64 


508 


HCV 2 a 


57 


31 


509 


HCV 2 a 


57 


22 


510 


HCV 2 a 


57 


8 


511 


HCV 2 a 


57 


27 


512 


HCV 2a 


57 


3 


513 


HCV 2 a 


57 


21 


514 


HCV 2 a 


57 


33 


515 


HCV 2 a 


57 


3 
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10 


A_0201 


GTLVLFPLPV 


10 


A24 


AYATgTLiVLF 


10 


A24 


KYAPnPRVAA 


10 


A3 


GLMPCALDKY 


10 


B7 


NPRVaATEGL 


10 


B7 


AAYAtGTLVL 


10 


B7 


APWtVLTPV 


10 


B7 


ATGTlVLFPL 


10 


B8 


NPRVaATEGL 


10 


B_3501 


NPRVaATEGL 


10 


B_3501 


FPLPvGACKY 


10 


B_3501 


TSTLyPWAAY 


10 


B_4403 


TEGLsTSTLY 


10 


B_4403 


FPLPVGACKY 


9 


A_0201 


GPPEDPFKV 


9 


A3 


GLGESNAPR 


9 


B7 


GPREPARVL 


9 


B7 


HPTKSPSAL 


9 


B7 


DPFKVERGL 


9 


B7 


SPRLRAGMT 


9 


B7 


NAPRLSPRL 


9 


B8 


GPREPARVL 


9 


B8 


SPRLRAGMT 


9 


B_3501 


GPREPARVL 


9 


B_3501 


DPFKVERGL 


9 


B_3501 


HPTKSPSAL 


9 


B_3501 


GPPEDPFKV 


9 


B_3501 


TSAFRVTRY 


9 


B_3501 


LSPRLRAGM 


9 


B_4403 


TSAFRVTRY 


9 


B_4403 


REHTAARKI 



10 


Al 


STGPp EDPFK 


10 


A_0201 


GLGEsNAPRL 


10 


A3 


GMTSaFRVTR 


To" 


' B7 " 


" GPREpARVLL 


10 


B7 


APHEhGSKDL 


10 


B7 


APRLsPRLRA 


10 


B7 


ASTGmKSMDL 


10 


B8 


GPREpARVLL 


10 


B_3501 


GPREpARVLL 


10 


B_3501 


APHEhGSKDL 


10 


B_3501 


GSKD1VPGGL 


10 


B„3501 


SSAStGMKSM 


10 


B_4403 


MTSAfRVTRY 


9 


A_0201 


TMAPKRPRV 


9 


A_0201 


VLSRPVMLT 


9 


A_0201 


WVTVDRTWI 


9 


A3 


VMLTTMAPK 


9 


B7 


VPRKDWVTV 


9 


B7 


SVLSRPVML 


9 


B_3501 


APKRPRVCW 


9 


B_3501 


VPRKDWVTV 



13.582 
100.000 
12.000 
40.500 
800.000 
36.000 
12.000 
12.000 
16. 000 
60.000 
40.000 
10.000 
180.000 
27.000 
10.797 
18. 000 
1.200.000 
80.000 
80.000 
20.000 
12.000 
24.000 
16 .000 
120.000 
20.000 
20.000 
12.000 
10.000 
10.000 
27.000 
13 .500 
10.000 
87 .586 
36.000 
"1:2*00. "000 
240.000 
135 .000 
12.000 
24.000 
120.000 
40.000 
30.000 
10.000 
13 .500 
50.232 
29.137 
23.096 
45.000 
40.000 
20.000 
30.000 
18.000 
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516 


HCV 2a 


57 


20 


9 


B_3501 


CSVliSRPVM 


10.000 


517 


HCV 2a 


57 


22 


10 


A_0201 


VLSRpVMLTT 


29.137 


518 


HCV 2a 


57 


23 


10 


B7 


LSRPvMLTTM 


10.000 


519 


HCV 2a 


57 


33 


10 


B8 


APKRpRVCWA 


16.000 


520 


HCV 2a 


57 


23 


10 


B_3501 


LSRPvMLTTM 


30.000 


521 


HCV 2a 


58 








no hits 




522 


HCV 2a 


59 


12 


9 


A__0201 


TMTFFSIGL 


58.628 


523 


HCV 2 a 


59 


21 


9 


A_0201 


KMIGSTATA 


12.558 


524 


HCV 2 a 


59 


27 


9 


B7 


ATAKSRRPL 


18.000 


525 


HCV 2a 


59 


28 


9 


B8 


TAKSRRPLA 


16.000 


526 


HCV 2 a 


59 


33 


9 


B„3 501 


RPLAAQSDI 


16.000 


527 


HCV 2a 


59 


21 


10 


A3 


KMIGsTATAK 


135.000 


528 


HCV 2a 


59 


9 


10 


B7 


APQTmTFFSI 


24.000 


529 


HCV 2a 


59 


26 


10 


B7 


TATAkSRRPL 


18.000 


530 


HCV 2a 


59 


11 


10 


B7 


QTMTf FSIGL 


12.000 


531 


HCV 2 a 


59 


28 


10 


B8 


TAKSrRPLAA 


16.000 


532 


HCV 2a 


60 


16 


10 


B7 


MPSRpPRACM 


45.000 


533 


HCV 2a 


60 


16 


10 


B_3 501 


MPSRpPRACM 


40.000 


534 


HCV 2 a 


60 


1 


10 


B_3501 


MSNTtPGQNM 


10.000 


535 


HCV 2 a 


61 








no hits 




536 


HCV 2 a 


62 


8 


9 


A_0201 


KMTKYRKPL 


53.999 


537 


HCV 2a 


62 


133 


9 


A_0201 


KLHAAVSLC 


39.992 


538 


HCV 2a 


62 


104 


9 


A_0201 


KMAHSWEC 


28.883 


539 


HCV 2 a 


62 


1 


9 


A24 


MYQAATKKM 


41.250 


540 


HCV 2 a 


62 


11 


9 


A24 


KYRKPLQLA 


12.000 


541 


HCV 2 a 


62 


17 


9 


A3 


QLAALAACK 


20.000 


542 


HCV 2 a 


62 


82 


9 


A3 


TIFWWRWSR 


18. 000 


543 


HCV 2 a 


62 


76 


9 


A3 


YMYCTSTIF 


10.000 


544 


HCV 2 a 


62 


126 


9 


B7 


SQRSPRVKL 


90.000 


545 


HCV 2 a 


62 


143 


9 


B7 


IPPTYILIL 


80.000 


546 


HCV 2 a 


62 


112 


9 


B7 


CNRGDSVJLL 


40.000 


547 


HCV 2a 


62 


129 


9 


B7 


SPRVKLHAA 


20.000 


548 


HCV 2 a 


62 


129 


9 


B8 


SPRVKLHAA 


16.000 


549 


HCV 2 a 


62 


51 


9 


B8 


SARRRNKST 


16.000 


550 


HCV 2 a 


62 


70 


9 


B_3501 


RAGDRPYMY 


24.000 


"551 


HCV 2 a ~ 


62 


"143 


' "9" 


B_3501 


~ "TPPTYIIiXLi 


-20.-000 - 


552 


HCV 2 a 


62 


4 


9 


B_4403 


AATKKMTKY 


20.250 


553 


HCV 2 a 


62 


98 


9 


B„4403 


SEKEQGKMA 


12.000 


554 


HCV 2 a 


62 


110 


9 


B__4403 


VECNRGDSW 


12.000 


555 


HCV 2 a 


62 


139 


10 


A_0201 


SLCSiPPTYI 


57.380 


556 


HCV 2 a 


62 


75 


10 


A24 


PYMYcTSTIF 


15.000 


557 


HCV 2 a 


62 


125 


10 


A24 


KSQRsPRVKL 


13 .200 


558 


HCV 2 a 


62 


11 


10 


A24 


KYRKpLQLAA 


12 .000 


559 


HCV 2 a 


62 


68 


10 


B7 


FVRAgDRPYM 


75.000 


560 


HCV 2 a 


62 


129 


10 


B7 


SPRVkLHAAV 


40.000 


561 


HCV 2 a 


62 


131 


10 


B7 


RVKLhAAVSL 


20.000 


562 


HCV 2 a 


62 


9 


10 


B8 


MTKYrKPLQL 


80.000 


563 


HCV 2 a 


62 


123 


10 


B8 


SSKSqRSPRV 


12.000 


564 


HCV 2a 


62 


74 


10 


B_3501 


RPYMyCTSTI 


16.000 


565 


HCV 2 a 


62 


129 


10 


B_3501 


SPRVkLHAAV 


12.000 


566 


HCV 2a 


62 


13 8 


10 


B_3501 


VSLCSIPPTY 


10.000 


567 


HCV 2a 


62 


125 


10 


B_3501 


KSQRsPRVKL 


10.000 


568 


HCV 2a 


62 


3 


10 


B_4403 


QAATkKMTKY 


20 .250 


569 


HCV 2 a 


63 


30 


9 


A_02 01 


VLFNRKT S V 


437.482 
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57 0 


hcv z a 


UJ 


Q 


9 


A_0201 


VLVKPVEFI 


571 


HCV z a 


00 




9 


B7 


APQVLVKPV 


572 


hcv z a 




9 4 


9 


B_3501 


DPRGGRVLF 


57-5 


HU V Za 




99 


10 


A_0201 


RVLFnRKTSV 


err ji 
5/4 


riv_ V za 


u 0 


8 

CJ 


10 


A_0201 


QVLVkPVEFI 


575 


hcv za 






10 

tab w 


A_0201 


KTSVsFSPHV 


ETC 
5 / O 


riu V za 




31 


10 


A24 


LFNRkTSVSF 


e *r 

577 


HCV za 


0 0 


94- 


10 


B8 


DPRGgRVLFN 


57 8 


hcv za 


D *± 


7 


9 


A_0201 


VLISWMFCL 


579 


hcv za 


O 


D 


9 

-7 


A 0201 


LVLISWMFC 


580 


HC v za 


0 


/ 


9 


A3 


VLISWMFCL 


581 


HCV 


£ A 


A 


9 


B7 


LPLVLISWM 


582 


HCV za 


S A 


A 


9 


B 3501 


LPLVLISVJM 


583 


TT /— IT 7 n-, 

HCV za 


0 41 


c 
0 


10 


A 0201 


LVLIsWMFCL 


584 


hcv za 


f,A 




10 


A 0201 


QLPLvLISWM 


585 


hcv z a 


0 e ± 


1 


10 


B7 


EPGErRPAKL 


586 


HCV Za 


&A 


0 


1 0 


B7 


LVLIsWMFCL 


58/ 


HCV 


O f± 


1 


10 


B8 


EPGErRPAKL 


P O A 

588 


hcv za 


D41 


1 Q 


1 0 


B8 


ERRPaKLSVL 


589 


HCV 2 a 




1 

X 0 


1 0 


B 3501 


EPGErRPAKL 


r— a #\ 

590 


hcv za 






1 0 


B 3501 


LPLVLISWMF 


591 


HCV za 


£T C 


A 


1 0 

J— VJ 


A3 


TLAHaPCIEK 


592 


T T /""IT. T — * 

HCV za 


DO 


j 


Q 

-J 


A 0201 


SMMTSGTRI 


593 


hcv za. 


D / 


1 Q 


q 


A 0201 


VMVPRMEQL 


594 


hcv za 


D / 


j -3 


q 


A 0201 

JLJ. Z^ W JU 


IMNIWAASI 


595 


HCV 2 a 


O / 


"5 "7 
J / 


Q 


"R 4403 


GEIMNIWAA 


596 


HCV A3. 


O / 


1 n 


1 0 

JL VJ 


A 0201 


IMSHalRCPV 


p-» a n 

597 


HCV za 


O / 


9 A 
Z O 


1 0 

J- VJ 


A 0201 


OLHScTNQWC 


598 


HCV za 


D / 


9 1 
Z J- 


1 n 

J- VJ 


B7 


VPRMeQLHSC 


599 


hcv za 


D / 


1 1 
JL J_ 


1 0 

J— VJ 


B 3501 


MSHAiRCPW 


600 


hcv za 


0 / 


37 


10 


B_4403 


GEIMnlWAAS 


601 


hcv za 


D £5 


9 
z 


9 


A 0201 


SMCVRKPCV 


602 


hcv z a 




9 S 


9 


A 0201 


IQHRDVFPT 


603 


hcv za 


O 0 


1 9 


9 


B7 


APRCCTATF 


604 


TT/— IT 7 O — > 

hcv z a 


O O 


Q 


9 


B7 


CVRAPRCCT 


605 


— ... T TAT T ., _O.TJ3 — 

hcv za- 


.... (ZQ . 


1.9 

j-^i — 


.. _ 9 


— B -3 5 01- - 


.... - APRCCTA1IF . . 


606 


hcv za 


D O 


9 A 


10 


A 0201 


GIQHrDVFPT 


607 


n /"IT 7 O rra 

hcv za 


D zf 


I 


9 


A 0201 


MLSLEQSLV 


608 


hcv z a 




9 


10 


B_3501 


LSLEqSLVTM 


c n o 


H\^v z a 


7D 


1 A 


9 


A 0201 


KEQPGRFPV 


61U 


hcv z a 


/ \J 


12 


9 


B_4403 


IEKEQPGRF 


Oil 


xlv^ V Z a. 




14 


9 


B_4403 


KEQPGRFPV 




n<«» v Zj a. 


71 


83 


9 


Al 


RSEVFLWR 




rlV_- V Z a. 


71 


121 


9 


A_0201 


RLVFLLVFL 


*T*1 A 


ril— V Z a. 


71 


R7 


9 


A_0201 


FLWRTPNL 




rlL v Z a 


71 




9 


A24 


GYPGFPQDL 


616 


HCV 2 a 


71 


1/1 


Q 


&9 A 


"RLVFLLVFL 


617 


HCV 2 a 


71 


69 


9 


A24 


RSLGMGWRL 


618 


HCV 2 a 


71 


118 


9 


B7 


CGRRLVFLL 


619 


HCV 2 a 


71 


12 


9 


B7 


RVSMTLPTL 


620 


HCV 2 a 


71 


117 


9 


B8 


SCGRRLVFL 


621 


HCV 2 a 


71 


42 


9 


B_3501 


HPAQPSPSF 


622 


HCV 2a 


71 


69 


9 


B_3501 


RSLGMGWRL 


623 


HCV 2 a 


71 


84 


9 


B_4403 


SEVFLWRT 
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109-935 
12.000 
60.000 
22.517 
20.936 
12.848 
15.000 
16.000 
484.457 
25.565 
12.150 
20.000 
40.000 
156.843 
62.845 
80.000 
20.000 
48.000 
16.000 
40.000 
20.000 
60.000 
27.879 
29.559 
12.809 
20 . 000 
85.394 
27 .324 
20.000 
10.000 
20 .000 
50.232 
17 .134 
12.000 
"1.250 

iQ.opg 

.3.669 
118.238 
20.000 
27.454 
40.000 
12 .000 
27 .000 
270.234 
98.267 
360.000 
14.400 
12.000 
40 .000 
20 .000 
16 .000 
20.000 
10.000 
48.000 
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624 


HCV 2 a 


71 


79 


10 


A_02 01 


RGWDrSEVFL 


26.100 


625 

\f M 


HCV 2a 


71 


114 


10 


A_0201 


NLTScGRRLV 


13.910 


626 


HCV 2a 


71 


86 


10 


A24 


VFLVvRTPNL 


30.000 


627 


HCV 2a 


71 


8 


10 


A24 


KPHVrVSMTL 


11.200 


628 


HCV 2a 


71 


51 


10 


A24 


PYRGqGYPGF 


10.000 


629 


HCV 2a 


71 


70 


10 


A3 


SLGMgWRLPR 


24.000 


630 


HCV 2a 


71 


89 


10 


B7 


WRTpNLGPL 


200. 000 


631 


HCV 2a 


71 


8 


10 


B7 


KPHVrVSMTL 


80.000 


632 


HCV 2 a 


71 


77 


10 


B7 


LPRGwDRSEV 


60.000 


633 


HCV 2a 


71 


19 


10 


B7 


TLRDlCRGSL 


60.000 


634 


HCV 2 a 


71 


64 


10 


B7 


LPVErRSLGM 


20.000 


635 


HCV 2 a 


71 


35 


10 


B7 


EPRGdRSHPA 


20.000 


Q -J \J 


HCV 2 a 


71 


2 


10 


B7 


YPMRsAKPHV 


12.000 


637 


HCV 2a 


71 


35 


10 


B8 


EPRGdRSHPA 


32.000 


638 


HCV 2 a 


71 


19 


10 


B8 


TLRD1CRGSL 


12.000 


639 


HCV 2 a 


71 


64 


10 


B_3501 


LPVErRSLGM 


80.000 


640 


HCV 2 a 


71 


8 


10 


B_3501 


KPHVrVSMTL 


40.000 


641 


HCV 2 a 


71 


6 


10 


B_3501 


SAKPhVRVSM 


18.000 


642 


HCV 2a 


71 


77 


10 


B_3501 


LPRGwDRSEV 


18.000 


643 


HCV 2 a 


71 


66 


10 


B_4403 


VERRs LGMGW 


12.000 
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No. 


Strain 


ORF 


Start 


AA 


HLA 


Peptide sequence 


Score 


1 


HCV 2b 


1 


15 


9 


A_0201 


LLSSRRKRL 


36,32 


2 


HCV 2b 


1 


17 


9 


B7 


SSRRKRLAM 


15 


3 


HCV 2b 


1 


2 


9 


B7 


GATLRHESL 


12 


4 


HCV 2b 


1 


17 


9 


B8 


SSRRKRLAM 


20 


5 


HCV 2b 


1 


2 


9 


B8 


GATLRHESL 


16 


6 


HCV 2b 


1 


14 


10 


B8 


ELLSSRRKRL 


16 


7 


HCV 2 b 


1 


17 


9 


B_3501 


SSRRKRLAM 


30 


8 


HCV 2b 


1 


16 


10 


B_3501 


LSSRRKRLAM 


10 


9 


HCV 2b 


2 


43 


9 


A_0201 


WLPISWGT 


30,76 


10 


HCV 2b 


2 


44 


10 


A_0201 


VLPISWGTSL 


36,32 


11 


HCV 2 b 


2 


20 


10 


A_0201 


LLGAPATPGI 


17,74 


12 


HCV 2b 


2 


52 


10 


A_0201 


SLSLaPLSEA 


11,43 


13 


HCV 2b 


2 


45 


9 


B7 


LPISWGTSL 


80 


14 


HCV 2b 


2 


13 


9 


B7 


CPLAGLVLL 


80 


15 


HCV 2b 


2 


62 


9 


B7 


SPELWHTVL 


24 


16 


HCV 2b 


2 


56 


10 


B7 


APLSEASPEL 


240 


17 


HCV 2b 


2 


6 


10 


B7 


AVGQVGSCPL 


60 


18 


HCV 2b 


2 


9 


10 


B7 


QVGSCPLAGL 


30 


19 


HCV 2 b 


2 


61 


10 


B7 


ASPE1WHTVL 


12 


20 


HCV 2 b 


2 


45 


9 


B_3501 


LPISWGTSL 


20 


21 


HCV 2b 


2 


13 


9 


B_3501 


CPLAGLVLL 


20 


22 


HCV 2b 


2 


56 


10 


B_3501 


APLSEASPEL 


20 


23 


HCV 2b 


2 


61 


10 


B_3 501 


ASPELWHTVL 


10 


24 


HCV 2b 


2 


59 


10 


B_4403 


SEAS PELWHT 


24 


25 


HCV 2b 


2 


1 


10 


B_4403 


METRVAVGQV 


18 


26 


HCV 2b 


3 


37 


9 


Al 


ATTPLMIAR 


12,5 


27 


HCV 2b 


3 


53 


9 


A_0201 


SLTQFSIFL 


446,47 


28 


HCV 2b 


3 


11 


9 


A_0201 


FLSSYLLFC 


289, 09 


29 


HCV 2b 


3 


9 


9 


A_0201 


ALFLSSYLL 


79, 04 


30 


HCV 2b 


3 


4 


9 


A_0201 


GIYPVALFL 


51,7 


31~ 


HCV 2 b 


... _ 3 ... 


" *5"5~ 


9" 


' X10201" " 


- - TQFSIFLDV 


-49,-57 ~ 


32 


HCV 2b 


3 


16 


9 


A__0201 


LLFCRALQC 


31, 25 


33 


HCV 2 b 


3 


35 


9 


A_02 01 


ALATTPLMI 


10,43 


34 


HCV 2 b 


3 


8 


9 


A__02 01 


VALFLSSYL 


10,26 


35 


HCV 2b 


3 


15 


10 


A_0201 


YLLFCRALQC 


84, 56 


36 


HCV 2 b 


3 


27 


10 


A_0201 


LQWKSGTSAL 


30, 56 


37 


HCV 2b 


3 


52 


10 


A_0201 


S SLTQFSIFL 


10,78 


38 


HCV 2b 


3 


14 


9 


A24 


SYLLFCRAL 


300 


39 


HCV 2b 


3 


10 


9 


A24 


LFLSSYLLF 


15 


40 


HCV 2 b 


3 


3 


10 


A24 


RGIYPVALFL 


16,8 


41 


HCV 2b 


3 


5 


10 


A24 


IYPVALFLSS 


10, 8 


42 


HCV 2b 


3 


21 


10 


A3 


ALQCQCLQWK 


30 


43 


HCV 2b 


3 


9 


10 


A3 


ALFLSSYLLF 


20 


44 


HCV 2 b 


3 


11 


10 


A3 


FLSSYLLFCR 


18 


45 


HCV 2b 


3 


69 


10 


A3 


TMVPCAAGYK 


13,5 


46 


HCV 2b 


3 


9 


9 


B7 


ALFLSSYLL 


12 


47 


HCV 2b 


3 


8 


9 


B7 


VALFLSSYL 


12 


48 


HCV 2b 


3 


1 


10 


B7 


MQRGiYPVAL 


40 
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49 


HCV 2b 


3 


18 


10 


50 


HCV 2b 


3 


8 


10 


51 


HCV 2b 


3 


18 


10 


52 


HCV 2b 


3 


49 


9 


53 


HCV 2b 


3 


6 


10 


54 


HCV 2b 


3 


33 


10 


55 


HCV 2b 


3 


3 


9 


56 


HCV 2b 


4 


17 


9 


57 


HCV 2b 


4 


7 


9 


58 


HCV 2b 


4 


16 


9 


59 


HCV 2b 


4 


11 


9 


60 


HCV 2b 


4 


13 


10 


61 


HCV 2b 


4 


2 


10 


62 


HCV 2 b 


4 


13 


10 


63 


HCV 2b 


5 


27 


9 


64 


HCV 2b 


5 


13 


9 


65 


HCV 2b 


5 


20 


9 


66 


HCV 2b 


5 


36 


10 


67 


HCV 2b 


5 


13 


10 


68 


HCV 2b 


5 


12 


10 


69 


HCV 2b 


5 


44 


9 


70 


HCV 2 b 


5 


20 


9 


71 


HCV 2b 


5 


23 


9 


72 


HCV 2 b 


5 


19 


10 


73 


HCV 2b 


5 


28 


9 


74 


HCV 2b 


6 






75 


HCV 2b 


7 






76 


HCV 2b 


8 


1 


10 


77 


HCV 2b 


9 


43 


10 


78 


HCV 2b 


9 


2 


10 


79 


HCV 2b 


9 


16 


9 


80 


HCV 2 b 


9 


8 


10 


81 


HCV 2b 


9 


23 


10 


82 


HCV 2 b 


9 


11 


10 


83 


HCV 2b 


9 


11 ~ 


10 


84 


HCV 2b 


9 


44 


10 


85 


HCV 2 b 


10 






86 


HCV 2b 


11 


32 


9 


87 


HCV 2 b 


11 


24 


10 


88 


HCV 2b 


11 


20 


9 


89 


HCV 2 b 


11 


20 


10 


90 


HCV 2b 


11 


51 


10 


91 


HCV 2b 


11 


1 


9 


92 


HCV 2 b 


11 


49 


9 


93 


HCV 2b 


11 


10 


g 


94 


HCV 2b 


12 


26 


9 


95 


HCV 2 b 


12 


65 


9 


96 


HCV 2b 


12 


58 


9 


97 


HCV 2b 


12 


47 


9 


98 


HCV 2b 


12 


76 


9 


99 


HCV 2 b 


12 


46 


10 


100 HCV 2b 


12 


58 


10 



- 100 - 



B7 


FCRA1QCQCL 


40 


B7 


VALF1SSYLL 


12 


B8 


FCRA1QCQCL 


16 


B_3501 


SPGSSLTQF 


20 


B_3501 


YPVALFLSSY 


40 


B_3501 


TSALATTPLM 


10 


B_4403 


RGIYPVALF 


15 


A_0201 


ALLASLSLV 


591,89 


B7 


PARQWAGPL 


12 


B7 


GALLASLSL 


12 


B7 


WAGPLGALL 


12 


B7 


GPLGALLASL 


80 


B_3501 


RPPIPPARQW 


20 


B_3501 


GPLGALLASL 


20 


A„0201 


CLPAVGWMI 


78,25 


A_0201 


FMPTNSTAL 


70,97 


A_0201 


ALAAPSVCL 


21,36 


A_0201 


FVSGGEPWNT 


22,5 


A_0201 


FMPTNSTALA 


16,51 


A24 


CFMPTNSTAL 


36 


B7 


NTRPTSPML 


40 


B7 


ALAAPSVCL 


18 


B7 


APSVCLPAV 


12 


B7 


TALAAPSVCL 


18 


B_3501 


LPAVGWMIF 


20 




no hits 






no hits 




B7 


MGRCGSSSFL 


40 


Al 


HVETSCMASR 


18 


Al 


TTSPPCQLGR 


12,5 


Al 


GTWRLPWSL 


18,47 


Al 


QLGRPRVCGT 


17,14 


Al 


SLSCSAQWRR 


12 


B7 


RPRVC GTWRL 


800 


B_3501 


' RPRVCGTWRlT 


~ lib 


B_4403 


VETSCMASRF 


60 




no hits 




A_0201 


GLVTRPWLA 


37, 26 


A24 


GFSGrYITGL 


20 


A3 


HLFRGFSGR 


60 


A3 


HLFRGFSGRY 


18 


B7 


AQRGTSWDGL 


120 


B_3501 


MSRPGRSRF 


15 


B_3501 


TPAQRGTSW 


10 


B_3501 


CPPSHNPSW 


10 


A_02 01 


ALGDTPWAC 


152,7 


A_0201 


FLTTARHQL 


98,27 


A_0201 


SLDGRPVFL 


47 


A_0201 


LLTSSRLNL 


36,32 


A_02 01 


KLTRWATCT 


26, 08 


A_0201 


NLLTSSRLNL 


79,04 


A_0201 


SLDGRPVFLT 


39,76 
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101 


HCV 


2b 


12 


65 


10 


A__0201 


FLTTARHQLC 


22, 85 


102 


HCV 


2b 


12 


57 


10 


A_0201 


TSLDGRPVFL 


11, 64 


103 


HCV 


2b 


12 


64 


10 


A24 


VFLTTARHQL 


30 


104 


HCV 


2b 


12 


40 


9 


B7 


APGVWPNLL 


240 


105 


HCV 


2b 


12 


19 


9 


B7 


HPEDPCSAL 


36 


106 


HCV 


2b 


12 


4 


9 


B7 


GVHCCRQGL 


30 


107 


HCV 


2b 


12 


96 


9 


B7 


LPHIPVRGI 


12 


108 


HCV 


2b 


12 


39 


9 


B7 


CAPGVWPNL 


12 


109 


HCV 


2b 


12 


88 


9 


B7 


VAGRAPRSL 


12 


110 


HCV 


2b 


12 


92 


10 


B7 


APRSLPHIPV 


180 


111 


HCV 


2b 


12 


68 


10 


B7 


TARHQLCPKL 


12 0 


112 


HCV 


2b 


12 


44 


10 


B7 


WPNLLTSSRL 


80 


113 


HCV 


2b 


12 


50 


10 


B7 


SSRLNLSTSL 


40 


114 


HCV 


2b 


12 


87 


10 


B7 


QVAGRAPRSL 


20 


115 


HCV 


2b 


12 


39 


10 


B7 


CAPGVWPNLL 


12 


116 


HCV 


2b 


12 


68 


10 


B7 


TARHQLCPKL 


16 


117 


HCV 


2b 


12 


74 


10 


B7 


CPKLTRWATC 


16 


118 


HCV 


2b 


12 


40 


9 


B_3501 


APGVWPNLL 


20 


119 


HCV 


2b 


12 


19 


9 


B_3501 


HPEDPCSAL 


12 


120 


HCV 


2b 


12 


57 


9 


B_3501 


TSLDGRPVF 


10 


121 


HCV 


2b 


12 


44 


10 


B_3501 


WPNLLTSSRL 


20 


122 


HCV 


2b 


12 


50 


10 


B_3 501 


SSRLNLSTSL 


15 


123 


HCV 


2b 


12 


92 


10 


B_3501 


APRSLPHIPV 


12 


124 


HCV 


2b 


12 


57 


10 


B_3501 


TSLDGRPVFL 


10 



125 


HCV 


2b 


12 


35 


9 


B„4403 


SERPCAPGV 


24 


126 


HCV 


2b 


12 


35 


10 


B_4403 


SERPCAPGVW 


72 


127 


HCV 


2b 


13 


33 


10 


Al 


ASEQSLTRLR 


13,5 


128 


HCV 


2b 


13 


37 


9 


A_0201 


SLTRLRPQV 


69,55 


129 


HCV 


2b 


13 


24 


9 


A_0201 


IQWTLPPSL 


30,56 


130 


HCV 


2b 


13 


38 


9 


B7 


LTRLRPQVL 


40 


131 


HCV 


2b 


13 


13 


9 


B7 


APMISSSAT 


18 


132 


HCV 


2b 


13 


20 


9 


B7 


ATSAIQWTL 


12 


133 


HCV 


2b 


13 


19 


11 


B7 


SATSAalQWTL 


12 


134 


HCV 


2b 


13 


23 


10 


B7 


AIQWTLPPSL 


12 


135 


HCV" 


2b ' 


.... .. 


32 


To 


~B7 


LASEQSLTRL " 


■ "12 


136 


HCV 


2b 


13 


38 


9 


B8 


LTRLRPQVL 


80 


137 


HCV 


2b 


13 


42 


9 


B_3501 


RPQVLGWWF 


40 


138 


HCV 


2b 


13 


7 


10 


B_4403 


MEAAQPAPMI 


12 


139 


HCV 


2b 


14 


5 


9 


A_J)201 


SLFMARLSL 


79, 04 


140 


HCV 


2b 


14 


4 


10 


A24 


RSLFmARLSL 


12 


141 


HCV 


2b 


14 


2 


10 


B7 


RARS LFMARL 


120 


142 


HCV 


2b 


14 


2 


10 


B_3501 


RARSLFMARL 


18 


143 


HCV 


2b 


14 


4 


10 


B_3501 


RSLFMARLSL 


10 


144 


HCV 


2b 


15 


12 


9 


A_0201 


SMPSPTTGV 


50,23 


145 


HCV 


2b 


15 


3 


9 


A_0201 


SQQPFGAWA 


10,53 


146 


HCV 


2b 


15 


5 


9 


B7 


QPFGAWASM 


20 


147 


HCV 


2b 


15 


19 


10 


B7 


GVSTsPLYQL 


30 


148 


HCV 


2b 


15 


5 


9 


B_3501 


QPFGAWASM 


40 


149 


HCV 


2b 


16 








no hits 




150 


HCV 


2b 


17 


1 


10 


A_0201 


MMPGQLGTSL 


26,23 


151 


HCV 


2b 


17 


2 


9 


B7 


MPGQLGTSL 


80 


152 


HCV 


2b 


17 


2 


9 


B_3501 


MPGQLGTSL 


20 
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153 HCV 2b 


18 


5 


154 HCV 2b 


18 


5 


155 HCV 2b 


18 


5 


156 HCV 2b 


18 


8 


157 HCV 2b 


18 


5 


158 HCV 2b 


19 


17 


159 HCV 2b 


19 


4 


160 HCV 2b 


19 


29 


161 HCV 2b 


19 


6 


162 HCV 2b 


19 


22 


163 HCV 2b 


19 


3 


164 HCV 2b 


19 


22 


165 HCV 2b 


19 


6 


166 HCV 2b 


20 


4 


167 HCV 2b 


20 


2 


168 HCV 2b 


20 


2 


169 HCV 2b 


21 


6 


170 HCV 2b 


21 


6 


171 HCV 2b 


21 


7 


172 HCV 2b 


21 


7 


173 HCV 2b 


22 




174 HCV 2b 


23 


70 


175 HCV 2b 


23 


91 


176 HCV 2b 


23 


100 


177 HCV 2b 


23 


8 


178 HCV 2b 


23 


18 


179 HCV 2b 


23 


19 


180 HCV 2b 


23 


80 


181 HCV 2b 


23 


84 


182 HCV 2b 


23 


35 


183 HCV 2b 


23 


22 


184 HCV 2b 


23 


55 


185 HCV 2b 


23 


46 


186 HCV 2b 


23 


59 


187 HCV 2b 


23 


76 


188 HCV 2b 


23 


38 


189 HCV 2b 


23 


34 


190 HCV 2b 


23 


19 


191 HCV 2b 


23 


13 


192 HCV 2b 


23 


38 


193 HCV 2b 


23 


55 


194 HCV 2b 


23 


59 


195 HCV 2b 


24 


7 


196 HCV 2b 


24 


7 


1 Q*7 TTPV 9V\ 


94 


a 

D 


198 HCV 2b 


24 


4 


199 HCV 2b 


24 


4 


200 HCV 2b 


25 


11 


201 HCV 2b 


25 


11 


202 HCV 2b 


26 


11 


203 HCV 2b 


27 


21 


204 HCV 2b 


27 


4 







- 102 - 




10 


B / 


fa Jr rvj^faj\ii, Ji ± JL 


20 


1 n 


tar? 
B / 


GPPP GTfP"R'T r P 


16 


y 


B J DU1 


GPPP GTfTPTTT 
O Jr JtvK. O iSJh Jli J. 


24 


1 a 
1U 


Q Q C A "1 

B J jul 




24 


y 


B / 


b Jr ±vfc\. o J\Ji Ji» _L 


80 000 


*i n 
1U 


Ao 


T .TVTDT/iTVNT A PPV 
JjlXLrvW JvLN/iJr JT J\ 


20 


1 a 
10 


a *a 
Aj 


TaTT.TaTPI T*P"K"CV 


15 


1 A 
10 


A3 


b JjJrLJxvja bl/vivK. 


12 


Q 

y 


B / 


Ta7PT /FR If CI YM 


20 


y 


T-> ^7 
B / 


1\ Air Jr Jt\ Jr Jr O J-J 




10 


B / 


T 'I'D TtT lt« VMP PT. 

J_> 1 JA.JS.S x JXlKJr Jj 




y 


Bo 


lNIAJr JriTvJr Jr o J_i 


16 

-JL \J 


9 


B 3 b U J. 


W Jr J_i 1 KJS.O X JYl 


AO 


9 


•n A O A 1 

A„0^L)1 


t t mmTiTD ot <n 




10 


B / 


T "OT T rnrpT«TD OT 
J-iirljijl IWKdJj 


RO 

O \J 


10 


B_3501 


T TIT T 4-rr*T«TD OT 


9 0 


1 A 

10 


tv A 9 A 1 

A_U / U J. 


TATMTJfp -F CT«7TT AM 

Wl v IJr 1 I, ovVJi/iiu 


1 3 7AR 


3 


7\ A O A 1 

A_0 Z U 1 


TaTM TDrrTC OTaTT? A 
WiXlJrxJ? oWJi/i 


470 "^87 


9 


-T-> 1-1 

B7 


TV/rTHTlTT' OTaTC TV T\jT 

JXLF 1 b bWJiAlXl 


9 n nno 


y 


B 3 3 U 1 


IXUr 1 J? toWJli/iJ. ¥ l 


40 000 






no hits 




9 


Al 


QRDPLjPIiPR 


A. A . jUU 


9 


A__0 2 01 


(~*T nPTlTTfDT 

J-»yo F J. JrvK± 


i J . -? -? — > 


9 


A_0201 


IjIjSAAPQ-ri 1 




9 


TV A / 

A24 


RWQTKL. o A-Lj 


1 9 nnn 

•L A . VJ U vJ 


10 


A24 


KTPmCPVi JrJ-> 


1 9 nnn 


9 


B / 


1 JrJXl± Jrv 1 Jr Jj 


"^fin noo 

J vJ » U VJ u 


3 


B / 


OT 7"0 O OTTD TiT . 

B VKbol Kl J-j 


9nn ooo 

ill L' L/ . W U U 


9 


B7 


STRTIiBRCjIj 


4n nnn 


9 


B7 


Ab fa fa F Li AR Jj 


1 R 000 

J. O • VJ vJ VJ 


3 


B / 


JL Jr V 1 Jr J_ioxv± 


1 9 000 


1 A 

10 


B / 


T TiT D/fCDPrpT 
Jj ir JbRy fa-Ktj 1 Li 


1 90 000 

JL VJ » UUU 


10 


B / 


y JXLJ><jJnL. Jr Jr C J-J 


40 000 

*± VJ . VJ VJ VJ 


10 


t-> r-j 

B / 


\JI B Kt3 C J_i 1 W b J-l 


40 000 

*± VJ • VJ VJ VJ 


"1 A 

10 


B / 


T TDTJ/^o^rP GOT 1 


3 0 000 

«j vj . uuu 


1 A 
J.U 


B / 


G T3T, A t*T .PT ,nM 
o Jr IjAI Jjit Jji^J/l 


20 000 


1 A 

10 


B / 


rp7\ OCcDT.STJT. 
1 Ab b S Jr Jj/iTClJ 


1 000 


3 


Bo 


m TJ>TV/TT< rj\ TTTX "T>T , 

1 Jr J>J, 1 Jr V 1 Jr Jj 


9 0 00 0 

Zj VJ • uu u 


y 


no 
Bo 


POIT QT/TpTJTVr 

L-o/VJ-io JS-l ±rl v J 


10 00 0 


1 A 


tjQ 
±3o 


G "DT . 2i rT . PT >OM 
O IT ±->r\L J-J Jr J_i<^lvL 


40 000 


-1 A 

10 


Bo 


T T3T DrrCDprpT. 

BJrijRgbKvaiJj 


90 00 0 

/&\J - VJ VJ VJ 


1 A 
1U 


Bo 


PCPPK TTaTGT. 


1 5 000 


Q 

y 


A \JA U J_ 


T'T.Gr'T.PT.PT. 

1 ±jo<jJjJr jjrs.J-f 


21 362 


1 A 


7\ no n i 


L J_>ok3 _l ir jjxvu v 


31 994 


1U 


jo/ 
AZ4t 


PT'T.GrrT.PT.PT. 
JS. ± Jj o y Jj r Xj jtv Jj 


14 400 


1 A 
10 


B / 


GOT? T 1 ! Gr'T.PT, 
b*— ixl JL oVjJjJr Jj 


40 000 


10 


B8 


SCRT1SGLPL 


16 . 000 


9 


B_4403 


AEKSQLASS 


12.000 


10 


B_4403 


AEKSqLASSY 


360. 00( 


10 


A„0201 


SIFSsKLGEV 


10.580 


9 


A_0201 


RIjSGNLERL 


24.075 


9 


B7 


TPSHCTHTL 


80.000 
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205 HCV 2b 


27 


4 


9 


B_3501 


TPSHCTHTL 


20.000 


206 HCV 2b 


27 


31 


9 


B_4403 


LERGRVGRV 


18.000 


207 HCV 2b 


28 


1 


9 


Al 


MPDPAYYSF 


25 


208 HCV 2b 


28 


6 


9 


A24 


YYSFAYSYL 


200 


209 HCV 2b 


28 


5 


10 


A24 


AYYSf AYSYL 


200 


210 HCV 2b 


28 


3 


9 


B„3501 


DPAYYSFAY 


40 


211 HCV 2b 


28 


3 


9 


B_4403 


DPAYYSFAY 


27 


212 HCV 2b 


29 








no hits 




213 HCV 2b 


30 








no hits 




214 HCV 2b 


31 


4 


9 


Al 


DAELVTNSY 


45 


215 HCV 2b 


31 


41 


9 


A_02 01 


GLFLHAGSV 


33 , 46 


216 HCV 2b 


31 


37 


10 


A_0201 


GIWLGLFLHA 


10,77 


217 HCV 2b 


31 


32 


9 


A24 


RPLGCGIWL 


12 


218 HCV 2b 


31 


32 


9 


B7 


RPLGCGIWL 


80 


219 HCV 2b 


31 


25 


10 


B7 


GPGNCLRRPL 


120 


220 HCV 2b 


31 


21 


10 


B7 


CSRVgPGNCL 


60.000 


221 HCV 2b 


31 


14 


9 


B8 


DPRLRCSCS 


16 


222 HCV 2b 


31 


32 


9 


B„3 501 


RPLGCGIWL 


40 


223 HCV 2b 


31 


25 


10 


B_3501 


GPGNCLRRPL 


20 


224 HCV 2b 


31 


21 


10 


B_3501 


CSRVgPGNCL 


15 


225 HCV 2b 


31 


4 


9 


B_4403 


DAELVTNSY 


20,25 


226 HCV 2b 


31 


3 


10 


B_4403 


HDAElVTNSY 


67,5 


227 HCV 2b 


32 


2 


9 


A24 


RYRPSSVGL 


480 


228 HCV 2b 


32 


9 


9 


A3 


GLRAGLLLY 


36 


229 HCV 2b 


32 


7 


9 


B7 


SVGLRAGLL 


20 


230 HCV 2b 


32 


7 


10 


B7 


SVGLRAGLLL 


20 


231 HCV 2b 


33 








no hits 




232 HCV 2b 


34 








no hits 




233 HCV 2b 


35 








no hits 




234 HCV 2b 


36 


41 


9 


A_0201 


GMGGPPFPV 


291,35 


235 HCV 2b 


36 


1 


9 


A_0201 


MLLLRPTGT 


46, 87 


23 6 HCV 2b 


36 


40 


10 


A_0201 


VGMGgPPFPV 


16, 56 


237 HCV 2b 


36 


33 


10 


A24 


CYEIHRKVGM 


37,5 


238 HCV 2b 


36 


50 


9 


B7 


AGRRQDLCM 


30 


239 HCV 2b 


36 


47 


... - iq - 


B7 


" fpvagrrqdlT 


120 


240 HCV 2b 


36 


17 


9 


B_3 501 


SPKHRGRAV 


12 


241 HCV 2b 


36 


25 


10 


B_3501 


VPLWtFSSCY 


40 


242 HCV 2b 


36 


34 


9 


B_4403 


YEIHRKVGM 


20 


243 HCV 2b 


37 








no hits 




244 HCV 2b 


38 








no hits 




245 HCV 2b 


39 


14 


9 


A_0201 


LLPGDRLHL 


36,32 


246 HCV 2b 


39 


13 


10 


A_0201 


SLLPGDRLHL 


79, 04 


247 HCV 2b 


39 


19 


10 


A_02 01 


RLHLHHWPHT 


12,67 


248 HCV 2b 


39 


7 


9 


B7 


GASRRGSLL 


12 


249 HCV 2b 


39 


7 


9 


B8 


GASRRGSLL 


16 


250 HCV 2b 


40 








no hits 




251 HCV 2b 


41 


7 


9 


A_0201 


ILGQTHVEL 


36,32 


252 HCV 2b 


41 


13 


9 


A_0201 


VELHQWHTV 


14,46 


253 HCV 2b 


41 


6 


10 


A_0201 


TILGqTHVEL 


10, 87 


254 HCV 2b 


41 


20 


9 


B7 


TVPGGTLHL 


20 


255 HCV 2b 


41 


31 


10 


B_3501 


KSRSGINDGF 


30 


256 HCV 2b 


42 


33 


9 


A_0201 


QLLHRRALC 


18,38 
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257 HCV 2b 


42 


33 


10 


258 HCV 2b 


42 


29 


9 


259 HCV 2b 


42 


34 


10 


260 HCV 2b 


42 


22 


9 


261 HCV 2b 


42 


27 


9 


262 HCV 2b 


42 


26 


9 


263 HCV 2b 


42 


25 


10 


264 HCV 2b 


42 


26 


10 


265 HCV 2b 


42 


22 


9 


266 HCV 2b 


42 


22 


9 


267 HCV 2b 


42 


2 


10 


268 HCV 2b 


43 


33 


9 


269 HCV 2b 


43 


33 


10 


270 HCV 2b 


43 


29 


9 


271 HCV 2b 


43 


34 


10 


272 HCV 2b 


43 


22 


9 


273 HCV 2b 


43 


27 


9 


274 HCV 2b 


43 


26 


9 


07c VtCXT 9"K 
.z / 0 v £ u 


*± j 


25 


10 


276 HCV 2b 


43 


26 


10 


277 HCV 2b 


43 


22 


9 


278 HCV 2b 


43 


22 


9 


279 HCV 2b 


43 


2 


10 


280 HCV 2b 


44 






281 HCV 2b 


45 


2 


10 


282 HCV 2b 


45 


3 


9 
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A_0201 


QLLHRRALCA 


18,38 


A3 


NLPHQLLHR 


12 


A3 


LLHRrALCAK 


30 


B7 


LPKHVAGNL 


80 


B7 


AGNLPHQLL 


18 


B7 


VAGNLPHQL 


12 


B7 


HVAGnLPHQL 


20 


B7 


VAGN1PHQLL 


18 


B8 


LPKHVAGNL 


16 


B8 


LPKHVAGNL 


60 


B_3501 


FvSKHl GPRPL 


30 


A_02 01 


QLLHRRALC 


18,38 


A_0201 


QLLHrRALCA 


18,38 


A3 


NLPHQLLHR 


12 


A3 


LLHRRALCAK 


30 


B7 


LPKHVAGNL 


80 


B7 


AGNLPHQLL 


18 


B7 


VAGNLPHQL 


12 


B7 


HVAGnLPHQL 


20 


B7 


VAGN1PHQLL 


18 


B8 


LPKHVAGNL 


16 


B_3501 


LPKHVAGNL 


60 


B_3501 


RSKHl GPRPL 


30 




no hits 




B7 


SWQpPGPPL 


30 


B7 


WQPPGPPL 


30 
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Table 4h 
2b (4-6) 



No. 


Strain 


ORF 


Start 


AA 


HLA 


Peptide seqpience 


Score 


1 


HCV 2 b 


1 


2 


9 


A_0201 


RLTDLSQLA 


20-369 


2 


HCV 2b 


1 


15 


10 


Al 


KMEPpRKEEK 


90.000 


3 


HCV 2 b 


1 


2 


10 


A„0201 


RLTDLSQLAV 


285.163 


4 


HCV 2 b 


1 


15 


10 


A3 


KMEPpRKEEK 


90.000 


5 


HCV 2b 


2 


13 


9 


A_0201 


FQLWPAGLV 


15.603 


6 


HCV 2 b 


2 


7 


9 


A_0201 


RQAHVAFQLi 


12.562 


7 


HCV 2b 


2 


12 


9 


A24 


AFQL.WPAGL. 


30.000 


8 


HCV 2b 


2 


7 


9 


A24 


RQAHVAFQLi 


11.200 


9 


HCV 2 b 


2 


3 


9 


B8 


AMRRRQAHV 


12 .000 


10 


HCV 2 b 


3 








no bits 




11 


HCV 2 b 


4 








no hits 




12 


HCV 2b 


5 


21 


9 


A24 


TFSSWSSTL 


20.000 


13 


HCV 2b 


5 


55 


9 


A24 


RTQFGSHRL 


12.000 


14 


HCV 2b 


5 


22 


9 


B_3501 


FSSWSSTLM 


10.000 


15 


HCV 2b 


5 


50 


9 


B_3501 


RSPWSRTQF 


10.000 


IS 


HCV 2b 


5 


17 


9 


B_3501 


VPVGTFSSW 


10.000 


17 


HCV 2 b 


5 


14 


9 


B_4403 


REWPVGTF 


240.000 


18 


HCV 2b 


5 


1 


10 


B7 


MSRSqEGCSL 


40.000 


19 


HCV 2 b 


5 


12 


10 


B7 


GPREvVPVGT 


20.000 


20 


HCV 2b 


5 


30 


10 


B7 


MVQKaHDHPL 


20.000 


21 


HCV 2 b 


5 


1 


10 


B_3501 


MSRSqEGCSL. 


22.500 


22 


HCV 2 b 


5 


12 


10 


B_3501 


GPREvVPVGT 


12.000 


23 


HCV 2 b 


5 


14 


10 


B_4403 


REWpVGTFS 


18 . 000 


24 


HCV 2 b 


6 








no bits 




25 


HCV 2 b 


7 


1 


10 


B_3501 


MPLRdF PVRW 


10.000 


26 


HCV 2 b 


8 


13 


9 


A_0201 


VLWPWGGL 


90.126 


27 


HCV 2b 


8 


5 


9 


A__0201 


WLAVCPGPV 


41.592 


28 


HCV 2 b 


8 


6 


9 


B7 


LAVCPGPVL 


18.000 


29 


HCV 2 b 


8 


13 


10 


A_0201 


VLWPWGGLV 


127.579 


30 


HCV 2 b 


8 


5 


10 


A_0201 


WLAVcPGPVL 


40.289 


31 


HCV 2 b 


8 


8 


10 


A„0201 


VCPGpVLWPV 


13.314 


32 


HCV 2b 


9 


10 


9 


B7 


APSQFSLYV 


12.000 


33 


HCV 2b 


9 


9 


10 


A_0201 


IAPSqFSLYV 


34.322 


34 


HCV 2b 


9 


7 


10 


B7 


CPIApSQFSL 


80.000 


35 


HCV 2b 


9 


7 


10 


B„3501 


CPIApSQFSL 


20. 000 


36 


HCV 2b 


10 


10 


9 


A24 


RYLSVRAGS 


21.000 


37 


HCV 2b 


10 


26 


9 


A3 


QLVACCCQK 


30.000 


•J o 




10 


4 


9 


B7 


GPWCSSRYL 


80. 000 


39 


HCV 2 b 


10 


4 


9 


B„3501 


GPWCSSRYL 


20.000 


40 


HCV 2b 


10 


18 


10 


B7 


SPPGkFGAQL 


80.000 


41 


HCV 2b 


10 


18 


10 


B__3501 


SPPGkFGAQL 


20. 000 


42 


HCV 2b 


11 








no hits 




43 


HCV 2b 


12 








no hits 




44 


HCV 2b 


13 








no hits 




45 


HCV 2b 


14 


2 


9 


B7 


WPRGPLCPL 


1.200.000 


46 


HCV 2b 


14 


2 


9 


B8 


WPRGPLCPL 


16. 000 


47 


HCV 2b 


14 


2 


9 


B_3501 


WPRGPLCPL 


60.000 


48 


HCV 2 b 


15 








no hits 
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49 


HCV 2b 


16 


20 


9 


A24 


PYLPICSGL 


50.400 


50 


HCV 2b 


16 


11 


9 


B_3501 


AAVDSADPY 


12.000 


51 


HCV 2b 


16 


14 


9 


B_3501 


DSADPYPYL 


10.000 


52 


HCV 2b 


16 


11 


9 


B_4403 


AAVDSADPY 


18.000 


53 


HCV 2b 


16 


13 


9 


B_4403 


VDSADPYPY 


15.000 


54 


HCV 2b 


16 


12 


10 


Al 


AVDSaDPYPY 


50.000 


55 


HCV 2b 


16 


15 


10 


Al 


SADPyPYLPI 


25.000 


56 


HCV 2b 


16 


21 


10 


A_0201 


YLPicSGLRV 


319.939 


57 


HCV 2b 


16 


19 


10 


B7 


YPYLpICSGL 


80.000 


58 


HCV 2 b 


16 


19 


10 


B_3501 


YPYLpICSGL 


20.000 


59 


HCV 2 b 


16 


10 


10 


B_4403 


SAAVdSADPY 


18.000 


60 


HCV 2b 


17 


2 


10 


B7 


LQRIyAPPPL 


40.000 


61 


HCV 2 b 


18 


3 


9 


B7 


NATVCKGSL 


12.000 


62 


HCV 2b 


18 


10 


10 


A3 


SLSGtWGSTR 


18.000 


63 


HCV 2b 


19 


6 


9 


B7 


NASSTASCL 


12.000 


64 


HCV 2b 


20 








no bits 




65 


HCV 2b 


21 


8 


9 


Al 


GLEAVRHSY 


45.000 


66 


HCV 2b 


21 


8 


9 


A3 


GLEAVRHSY 


18.000 


67 


HCV 2b 


21 


1 


9 


B7 


MALPGGGGL 


12.000 


68 


HCV 2b 


22 


2 


10 


B7 


ICREtSYGTL 


40.000 


69 


HCV 2b 


22 


2 


10 


B8 


ICREtSYGTL 


24.000 


70 


HCV 2b 


23 








no bits 




71 


HCV 2b 


24 


24 


9 


A_0201 


VSLiSFVFTA 


10.340 


72 


HCV 2 b 


24 


18 


9 


B7 


LASGNGVSL 


12 .000 


73 


HCV 2 b 


24 


25 


10 


A__0201 


SLSFvFTAQL 


81.177 


74 


HCV 2b 


24 


23 


10 


A_0201 


GVSLsFVFTA 


22.036 


75 


HCV 2 b 


24 


17 


10 


A__0201 


RLASgNGVSL 


21.362 


76 


HCV 2b 


25 


100 


9 


A_0201 


WMMLPSQEL 


262.591 


77 


HCV 2 b 


25 


88 


9 


A_0201 


TMTTRTQIV 


35.012 


78 


HCV 2b 


25 


51 


9 


A_0201 


IMAGRSSGL 


26.228 


79 


HCV 2 b 


25 


168 


9 


A_0201 


YLVIASVKA 


22.853 


80 


HCV 2b 


25 


101 


9 


A_0201 


MMLPSQELT 


16.588 


81 


HCV 2b 


25 


121 


9 


A_0201 


VIGWGSLV 


16.258 


82 


HCV 2b 


25 


116 


9 


A_0201 


SQAARVIGV 


16.219 


83 


HCV 2b 


"25 " 


" 68 


9" 


A_l02 0T" 


" "SKLRFWFRV 


T3V3 92 


84 


HCV 2b 


25 


120 


9 


A24 


RVIGWGSL 


16.800 


85 


HCV 2b 


25 


161 


9 


A24 


RSPGGAEYL 


12.000 


86 


HCV 2b 


25 


131 


9 


A24 


KYRRR PRE S 


11.000 


87 


HCV 2b 


25 


58 


9 


A3 


GLTEYTAPY 


54.000 


88 


HCV 2 b 


25 


123 


9 


A3 


GWGSLVKK 


20.250 


89 


HCV 2b 


25 


208 


9 


B7 


AALHAARAL 


36.000 


90 


HCV 2b 


25 


120 


9 


B7 


RVIGWGSL 


20.000 


91 


HCV 2b 


25 


95 


9 


B7 


IVGAYWMML 


20.000 


92 


HCV 2b 


25 


169 


9 


B7 


LVIASVKAL 


20.000 


93 


HCV 2b 


25 


4 


9 


B7 


EALTARARL 


18.000 


94 


HCV 2b 


25 


100 


9 


B7 


WMMLPSQEL 


18. 000 


95 


HCV 2b 


25 


7 


9 


B8 


TARARLFHA 


16.000 


96 


HCV 2b 


25 


64 


9 


B_3501 


APYISKLRF 


20.000 


97 


HCV 2b 


25 


180 


9 


B__3501 


RSSSSLPWL 


10.000 


98 


HCV 2b 


25 


161 


9 


B_3501 


RSPGGAEYL 


10. 000 


99 


HCV 2b 


25 


183 


9 


B„3501 


SSLPWLSEM 


10.000 


100 


HCV 2b 


25 


44 


9 


B_3501 


SSPCSLSIM 


10.000 
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101 HCV 2b 25 137 9 

102 HCV 2b 25 148 9 

103 HCV 2b 25 82 9 

104 HCV 2b 25 166 9 

105 HCV 2b 25 110 9 

106 HCV 2b 25 145 9 

107 HCV 2b 25 2 10 

108 HCV 2b 25 58 10 

109 HCV 2b 25 168 10 

110 HCV 2b 25 112 10 

111 HCV 2b 25 100 10 

112 HCV 2b 25 1 10 

113 HCV 2b 25 87 10 

114 HCV 2b 25 78 10 

115 HCV 2b 25 50 10 

116 HCV 2b 25 61 10 

117 HCV 2b 25 65 10 

118 HCV 2b 25 131 10 

119 HCV 2b 25 176 10 

120 HCV 2b 25 15 10 

121 HCV 2b 25 7 10 

122 HCV 2b 25 201 10 

123 HCV 2b 25 135 10 

124 HCV 2b 25 208 10 

125 HCV 2b 25 50 10 

126 HCV 2b 25 7 10 

127 HCV 2b 25 135 10 

128 HCV 2b 25 80 10 

129 HCV 2b 25 28 10 

130 HCV 2b 25 162 10 

131 HCV 2b 25 64 10 

132 HCV 2b 25 182 10 

133 HCV 2b 25 43 10 

134 HCV 2b 25 3 10 
"135 " ~ " HCV 2b ""25 5T 10 

136 HCV 2b 25 53 10 

137 HCV 2b 2 6 9 9 

138 HCV 2b 26 1 9 

139 HCV 2b 26 5 10 

140 HCV 2b 26 3 10 

141 HCV 2b 26 3 10 

142 HCV 2b 27 5 9 

143 HCV 2b 27 21 9 

144 HCV 2b 27 20 9 

145 HCV 2b 27 8 9 

146 HCV 2b 27 28 9 

147 HCV 2b 27 3 7 9 

148 HCV 2b 27 13 9 

149 HCV 2b 27 12 10 

150 HCV 2b 27 4 10 

151 HCV 2b 27 21 10 

152 HCV 2b 27 20 10 



B_4403 
B_4403 
B_4403 
B_4403 
B_4403 
B_4403 
Al 

A_0201 

A_0201 

A_0201 

A_0201 

A_0201 

A__0201 

A_0201 

A_0201 

A24 

A24 

A24 

B7 

B7 

B7 

B7 

B7 

B7 

B7 

B8 

B_3501 

B_3501 

B_3501 

B_3501 

B_35G1 

B_3501 

B_3 501 

B„4403 

B_4403 

B_4403 

A24 

A3 

A3 

B7 

B_3501 

A_0201 

A_0201 

A24 

A3 

A3 

B_3501 
B_4403 
Al 

A_0201 
A_0201 
A24 



RESSATDTF 

QDVISSKSY 

MEKKWVIMT 

AEYLVIASV 

GECLTVSQA 

FEEQDVISS 

MSEAlTARAR 

GLTEyTAPYI 

YLVIaSVKAL, 

CLTVsQAARV 

WMMLpSQELT 

MMSEaLTARA 

VIMTiRTQIV 

WAS SmEKKWV 

SIMAgRSSGL 

EYTApYISKL 

PYISkLRFWF 

KYRRr PRESS 

ALRFrSSSSL 

ALRGgAPSFIi 

TARArLFHAL 

IVGStlPAAL 

RPREsSATDT 

AALHaARALM 

SIMAgRSSGL 
TARArLFHAL 
RPREsSATDT 
SSMEkKWVIM 
ATREsSWGEY 
SPGGaEYLVI 
APYIsKLRFW 
SSSLpWLSEM 
ASSPCSLSIM 
SEALtARARL 
"SGLTeYTAPY" 
AGRSsGLTEY 
KTPLARQRL 
MVFPMLWK 
MLWkTPLAR 
FPMLvVKTPL 
FPMLvVKTPL 
VLMSLSVTV 
YENPIGSFL 
SYENPIGSF 
SLSVTVESK 
FLLPQALRR 
KSTRSAGEY 
VESKQRVSY 
TVESkQRVSY 
SVLMsLSVTV 
YENPiGSFLL 
SYENpIGSFL 



90.000 
67.500 
12.000 
12.000 
12.000 
12 .000 
13 .500 
235.260 
226.014 
69.552 
44.885 
25.008 
24.663 
24.440 
10.868 
220.000 
18.000 
10.000 
120 .000 
120.000 
120.000 
20.000 
20.000 
13 .500 
12.000 
16.000 
24.000 
20.000 
12.000 
12.000 
10.000 
10.000 
10.000 
24.000 
18.000- 
13.500 
14.400 
22.500 
12.000 
240.000 
20.000 
437.482 
10.509 
150. 000 
60.000 
18. 000 
20.000 
120.000 
90.000 
22.517 
11.082 
420.000 
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153 


HCV 2b 


27 


19 


10 


B_3501 


VSYEnPIGSF 


10.000 


154 


HOT 2b 


27 


21 


10 


B_4403 


YENPiGSFLL 


12.000 


155 


HCV 2b 


28 


43 


9 


A_0201 


WLTAPLDKL 


110.747 


156 


HCV 2b 


28 


19 


9 


A_0201 


FLAMAWSI 


110.379 


157 


HCV 2b 


28 


21 


9 


A_0201 


AMAWSIGV 


50.232 


158 


HCV 2b 


28 


81 


9 


A_0201 


ALTLEAARL 


21.362 


159 


HCV 2b 


28 


6 


9 


A24 


FF PPL AGS I 


10.800 


160 


HCV 2b 


28 


55 


9 


B7 


FAPNPYRDL 


18 . 000 


161 


HCV 2b 


28 


72 


9 


B7 


QASSTERSL 


12.000 


162 


HCV 2b 


28 


81 


9 


B7 


ALTLEAARL 


12.000 


163 


HCV 2b 


28 


58 


9 


B_3501 


NPYRDLAEW 


15.000 


164 


HCV 2b 


28 


74 


9 


B_3501 


SSTERSLAL 


10.000 


165 


HCV 2b 


28 


84 


9 


B_4403 


LEAARLTSC 


18.000 


166 


HCV 2b 


28 


54 


10 


A24 


SFAPnPYRDL 


24.000 


167 


HCV 2b 


28 


41 


10 


A3 


RMWLtAPLDK 


200.000 


168 


HCV 2b 


28 


71 


10 


B7 


AQASsTERSL 


12.000 


169 


HCV 2b 


28 


11 


10 


B7 


AGSIqNTSFL 


12.000 


170 


HCV 2b 


28 


80 


10 


B7 

•* 


L ALT 1 E AARL 


12.000 


171 


HCV 2b 


28 


73 


10 


B7 


ASSTeRSLAL 


12 .000 


172 


HCV 2b 


28 


46 


10 


B_3501 


APLDkLRTSF 


40.000 


173 


HCV 2b 


28 


35 


10 


B_3501 


RSSHtDRMWL 


15.000 


174 


HCV 2b 


28 


64 


10 


B_4403 


AEWGgVNAQA 


18.000 


175 


HCV 2b 


29 


2 


9 


B_3501 


RAPVQEYDM 


12.000 


176 


HCV 2 b 


30 


5 


9 


B7 


SPSEGGADL 


80 .000 


177 


HCV 2b 


30 


5 


9 


B_3501 


SPSEGGADL 


40.000 


178 


HCV 2b 


30 


42 


9 


B_3501 


VSPEGCWTL 


10.000 


179 


HCV 2 b 


30 


33 


10 


Al 


DSDPaSEAAV 


15.000 


180 


HCV 2b 


30 


49 


10 


A_0201 


TLSPpVSAPV 


69.552 


181 


HCV 2b 


30 


41 


10 


A_0201 


AVSPeGCWTL 


14.019 


182 


HCV 2 b 


30 


41 


10 


B7 


AVSPeGCWTL 


60.000 


183 


HCV 2 b 


30 


22 


10 


B7 


SPGSpSRGGM 


30.000 


184 


HCV 2b 


30 


22 


10 


B„3501 


SPGSpSRGGM 


40.000 


185 


HCV 2b 


30 


7 


10 


B_4403 


SEGGaDLAGS 


18.000 


186 


HCV 2b 


30 


38 


10 


B_4403 


SEAAvSPEGC 


16.000 


187 


HCV 2b 


31 


74 


9 


A_0201 


VMWDGSVJSM" 


207 . 5~69 " 


188 


HCV 2b 


31 


31 


9 


A_0201 


SQSYAVLWV 


89.205 


189 


HCV 2b 


31 


80 


9 


A_02 01 


VNMEANTSV 


11.709 


190 


HCV 2b 


31 


32 


9 


A_02 01 


QSYAVLWW 


10.275 


191 


HCV 2b 


31 


34 


9 


A_0201 


YAVLWWQV 


10.220 


192 


HCV 2b 


31 


36 


9 


A3 


VLWWQVAF 


15.000 


193 


HCV 2b 


31 


56 


9 


B7 


LACEGGDPL 


12.000 


194 


HCV 2 b 


31 


15 


9 


B7 


SIRVTSPPM 


10.000 


195 


HCV 2b 


31 


31 


10 


A_02 01 


SQSYaVLWW 


49. 874 


196 


HCV 2b 


31 


9 


10 


A_0201 


ITLEsDSIRV 


24.912 


197 


HCV 2b 


31 


43 


10 


A24 


AFKDgADSWL 


24.000 


198 


HCV 2b 


31 


36 


10 


A3 


VLWVvQVAFK 


300.000 


199 


HCV 2b 


31 


73 


10 


B7 


AVMWdGSVNM 


45.000 


200 


HCV 2b 


31 


2 


10 


B7 


ESRESRTITL 


40. 000 


201 


HCV 2b 


31 


17 


10 


B7 


RVTSpPMKRL 


30.000 


202 


HCV 2 b 


31 


28 


10 


B7 


STMSqSYAVL 


12.000 


203 


HCV 2b 


31 


2 


10 


B8 


ESRESRTITL 


240.000 


204 


HCV 2b 


31 


2 


10 


B_3501 


ESRESRTITL 


30.000 
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205 


HCV 2b 


31 


14 


10 


B_3501 


DSIRvTSPPM 


206 


HCV 2b 


32 


103 


9 


A_0201 


SLLSKLVIV 


207 


HCV 2b 


32 


110 


9 


A_0201 


IVSELNTCV 


208 


HCV 2b 


32 


11 


9 


A_0201 


QVFGPVTFM 


209 


HCV 2b 


32 


30 


9 


B7 


APHEHRWM 


210 


HCV 2b 


32 


39 


9 


B7 


TPVPAHTPL 


211 


HCV 2 b 


32 


20 


9 


B7 


VPKRTWPEM 


212 


HCV 2 b 


32 


97 


9 


B7 


SVIQACSLL 


213 


HCV 2b 


32 


100 


9 


B7 


QACSLLSKL 


214 


HCV 2b 


32 


53 


9 


B8 


EMKGRPGIL 


215 


HCV 2 b 


32 


20 


9 


B_3501 


VPKRTWPEM 


216 


HCV 2b 


32 


30 


9 


B_3501 


APHEHRWM 


217 


HCV 2b 


32 


57 


9 


B_3501 


RPGILGSNF 


218 


HCV 2b 


32 


39 


9 


B_3501 


TPVPAHTPL 


219 


HCV 2 b 


32 


111 


10 


Al 


VSELnTCVTR 


220 


HCV 2b 


32 


11 


10 


A_0201 


QVFGpVTFMV 


221 


HCV 2b 


32 


107 


10 


A_0201 


KLVIvSELNT 


222 


HCV 2b 


32 


109 


10 


A_0201 


VIVSeLNTCV 


223 


HCV 2b 


32 


65 


10 


A_0201 


FADSqFLKSV 


224 


HCV 2b 


32 


27 


10 


A_0201 


EMFApHEHRV 


225 


HCV 2b 


32 


46 


10 


A3 


PLYPfWQEMK 


226 


HCV 2b 


32 


45 


10 


B7 


TPLYpFWQEM 


227 


HCV 2b 


32 


20 


10 


B_3501 


VPKRtWPEMF 


228 


HCV 2 b 


32 


45 


10 


B_3501 


TPLYpFWQEM 


229 


HCV 2b 


32 


39 


10 


B„3501 


TPVPaHTPLY 


230 


HCV 2b 


32 


41 


10 


B__ 3501 


VPAHtPLYPF 


231 


HCV 2 b 


32 


4 


10 


B_3501 


VPCHmFRQVF 


232 


HCV 2b 


32 


105 


10 


B_3501 


LSKLvIVSEL 


233 


HCV 2b 


32 


67 


10 


B_3501 


DSQF1KSVRM 


234 


HCV 2b 


32 


112 


10 


B_4403 


SELNtCVTRS 


235 


HCV 2b 


32 


39 


10 


B_4403 


TPVPaHTPLY 


236 


HCV 2 b 


33 


86 


9 


A_0201 


MMFKRMWL 


237 


HCV 2b 


33 


147 


9 


A_0201 


CMAGCMSWA 


238 


HCV 2b 


33 


51 


9 


A_0201 


ILPRPILPT 


239 


HCV 2 b 


33 


125 


9 


A_0201 


CMPLMKFHM 


240 


HCV 2b 


33 


11 


9 


A_0201 


KIAGRRFTT 


241 


HCV 2 b 


33 


166 


9 


A_0201 


ILDLSISAI 


242 


HCV 2b 


33 


165 


9 


A_0201 


SILDLSISA 


243 


HCV 2b 


33 


123 


9 


A24 


RYCMPLMKF 


244 


HCV 2b 


33 


176 


9 


B7 


CPSSMRAAL 


245 


HCV 2b 


33 


120 


9 


B7 


SPARYCMPL 


246 


HCV 2b 


33 


91 


9 


B7 


MWLVGSGL 


247 


HCV 2b 


33 


52 


9 


B7 


LPRPILPTA 


248 


HCV 2b 


33 


83 


9 


B7 


HPPMMFKRM 


249 


HCV 2 b 


33 


44 


9 


B7 


PARTSTNIL 


250 


HCV 2b 


33 


159 


9 


B7 


ACCRRPSIL 


251 


HCV 2 b 


33 


159 


9 


B8 


ACCRRPSIL 


252 


HCV 2b 


33 


83 


9 


B__3501 


HPPMMFKRM 


253 


HCV 2b 


33 


35 


9 


B__3501 


RAPEMPAPY 


254 


HCV 2b 


33 


120 


9 


B_3501 


SPARYCMPL 


255 


HCV 2b 


33 


176 


9 


B_3501 


CPSSMRAAL 


256 


HCV 2 b 


33 


163 


9 


B_3501 


RPSILDLSI 



PCT/EP2003/008112 



10.000 
242.674 
42.418 
20.346 
90.000 
80.000 
20.000 
20.000 
12.000 
160.000 
120 .000 
80.000 
40.000 
20.000 
27.000 
300.383 
26.082 
16.258 
15.535 
13.939 
45.000 
20.000 
60.000 
40 .000 
40.000 
20.000 
20.000 
15.000 
10.000 
72.000 
18.000 
91.513 
45.388 
29.137 
20 "."81 0 
20. 800 
16.317 
10.363 
220.000 
120.000 
80.000 
20.000 
20.000 
20.000 
12.000 
12.000 
16.000 
40. 000 
24.000 
20.000 
20.000 
16.000 
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257 HCV 2b 33 20 9 

258 HCV 2b 33 188 9 

259 HCV 2b 33 188 9 

260 HCV 2b 33 118 9 

261 HCV 2b 33 9 9 

262 HCV 2b 33 21 10 

263 HCV 2b 33 166 10 

264 HCV 2b 33 86 10 

265 HCV 2b 33 165 10 

266 HCV 2b 33 147 10 

267 HCV 2b 33 98 10 

268 HCV 2b 33 77 10 

269 HCV 2b 33 51 10 

270 HCV 2b 33 93 10 

271 HCV 2b 33 90 10 

272 HCV 2b 33 16 10 

273 HCV 2b 33 90 10 

274 HCV 2b 33 175 10 

275 HCV 2b 33 57 10 

276 HCV 2b 33 126 10 

277 HCV 2b 33 43 10 

278 HCV 2b 33 160 10 

279 HCV 2b 33 52 10 

280 HCV 2b 33 120 10 

281 HCV 2b 33 158 10 

282 HCV 2b 33 30 10 

283 HCV 2b 33 158 10 

284 HCV 2b 33 160 10 

285 HCV 2b 33 120 10 

286 HCV 2b 33 43 10 

287 HCV 2b 33 57 10 

288 HCV 2b 33 126 10 

289 HCV 2b 33 20 10 

290 HCV 2b 33 69 10 

291 HCV 2b 33 191 10 

292 HCV 2b 33 13 9 10 

293 HCV 2b 33 171 10 

294 HCV 2b 33 187 10 

295 HCV 2b 33 79 10 

296 HCV 2b 33 105 10 

297 HCV 2b 34 2 9 

298 HCV 2b 34 2 9 

299 HCV 2b 35 7 9 

300 HCV 2b 35 11 9 
3 01 HCV 2b 35 3 0 9 

302 HCV 2b 35 3 6 9 

303 HCV 2b 35 27 9 

304 HCV 2b 35 3 6 9 

305 HCV 2b 35 27 9 

306 HCV 2b 35 51 9 

307 HCV 2b 35 6 10 

308 HCV 2b 3 5 7 10 



B_3501 

B_3501 

B_4403 

B_4403 

B„4403 

Al 

Al 

A_0201 

A„0201 

A_02 01 

A_0201 

A__0201 

A_0201 

A_0201 

A_02 01 

A24 

A24 

A24 

B7 

B7 

B7 

B7 

B7 

B7 

B7 

B8 

B8 

B8 

B_3501 
B_3501 
B_3501 
B„3501 
B_3501 
B_3501 
B_J}5U1 
B_3501 
B_3501 
B_3501 
B__4403 
B_4403 
B7 

B_3501 

A_0201 

A_0201 

A24 

B7 

B7 

B_3501 
B_3501 
B_3501 
A„0201 
A 0201 



SSTEGFSPL 

SSISSKASY 

SSISSKASY 

VESPARYCM 

GDKIAGRRF 

STEGf SPLMI 

ILDLsISAIR 

MMFKrMWLV 

SILD1SISAI 

CMAGcMSWAC 

GLVNaALKAI 

AIWEaNHPPM 

JLPRpILPTA 

VLVGsGLVNA 

RMWlVGSGL 

RFTTs STEGF 

RMW1VGSGL 

RCPSsMRAAL 

LPTAaPTRPL 

MPLMkFHMCL 

YPARtSTNIL 

CCRRpSIIjDLi 

LPRPiLPTAA 

SPARyCMPLM 

VACCrRPSILi 

ILKAtRAPEM 

VACCrRPSIL 

CCRRpSILDL 

SPARyCMPLM 

YPARtSTNIL 

LPTAaPTRPL 

MPLMkFHMCL 

SSTEgFSPLM 

KPVApAGGAI 

" sskasykisl" 

CSILgHDDCM 

ISAIrCPSSM 

HSSIsSKASY 

WEANhPPMMF 

KAIIdATAGF 

RPMMEMQPV 

RPMMEMQPV 

CMHVAIYFV 

AIYFVTGWV 

RYRRGVGPV 

GPVSVGFSL 

APKRYRRGV 

GPVSVGFSL 

APKRYRRGV 

TSHEGGGAF 

ACMHvAI YF V 

CMHValYFVT 



10.000 
10.000 
30.000 
12.000 
11.250 
11.250 
10.000 
726 .706 
50.051 
26.910 
23 .995 
23 .246 
19.425 
19.425 
15.428 
20.000 
16.800 
12.000 
120.000 
80.000 
80.000 
40.000 
20.000 
20 . 000 
12 .000 
40.000 
16.000 
16.000 
40.000 
20.000 
20.000 
20.000 
20.000 
16.000 
15.000 " 
10.000 
10.000 
10.000 
80.000 
16.875 
12.000 
12.000 
635.435 
21.881 
10.000 
80.000 
18.000 
20.000 
12.000 
10.000 
21.250 
19.198 
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309 


HCV 


2b 


35 


30 


10 


A24 


RYRRgVGPVS 


310 


HCV 


2b 


35 


4 


10 


B_3501 


RSACmHVAIY 


311 


HCV 


2b 


35 


22 


10 


B_3501 


I SLVt APKRY 


312 


HCV 


2b 


35 


4 


10 


B_4403 


RSACmHVAIY 


313 


HCV 


2b 


35 


22 


10 


B_4403 


I SLVt APKRY 


314 


HCV 


2b 


36 








no bits 


315 


HCV 


2b 


37 








no hits 


316 


HCV 


2b 


38 


1 


9 


Al 


MTESKSPVY 


317 


HCV 


2b 


38 


8 


9 


A24 


VYPVIRASV 


318 


HCV 


2b 


38 


2 


10 


B_4403 


TESKsPVYPV 


319 


HCV 


2b 


39 


18 


9 


B7 


NIRCLPPLM 


320 


HCV 


2b 


39 


16 


10 


A_0201 


WQNIrCLPPL 


321 


HCV 


2b 


39 


13 


10 


A24 


FFEWqNIRCL 


322 


HCV 


2b 


39 


22 


10 


B_3501 


LPPLmEARGI 


323 


HCV 


2b 


40 


1 


9 


A_0201 


MLAWGWTV 


324 


HCV 


2b 


40 


34 


9 


B7 


MPRMWAST 


325 


HCV 


2b 


40 


13 


9 


B7 


VAVARTTSL 


326 


HCV 


2b 


40 


13 


9 


B8 


VAVARTTSL 


327 


HCV 


2b 


40 


6 


10 


A_0201 


WTVpGGVAV 


328 


HCV 


2b 


40 


12 


10 


B7 


GVAVaRTT S L 


JZ7 






An 


9 ft 




B7 


WSRTvPMPRM 


330 


HCV 


2b 


40 


28 


10 


B_3501 


WSRTVPMPRM 


331 


HCV 


2b 


40 


40 


10 


B_3501 


ASTEwHS SQM 


332 


HCV 


2b 


40 


25 


10 


B_3501 


VSAWsRTVPM 


333 


HCV 


2b 


41 


1 


9 


A_0201 


MLGLI PWAL 


334 


HCV 


2b 


42 


9 


9 


A24 


KSIDLATPL 


335 


HCV 


2b 


42 


47 


9 


A3 


GLGDSNAPR 


336 


HCV 


2b 


42 


15 


9 


B7 


TPLAHTAAL 



337 


HCV 


2b 


42 


40 


9 


B7 


DPLRVERGL 


338 


HCV 


2b 


42 


52 


9 


B7 


NAPRLSSFL 


339 


HCV 


2b 


42 


9 


9 


B_3501 


KSIDLATPL 


340 


HCV 


2b 


42 


40 


9 


B_„3501 


DPLRVERGL 


341 


HCV 


2b 


42 


15 


9 


B_3501 


TPLAHTAAL 


342 


HCV 


2b 


42 


36 


9 


B_3 501 


GPPDDPLRV 


343 


HCV 


2b 


42 


56 


9 


B_3501 


LSSFLRTGM 


344 


HCV 


2b 


42 


51 


9 


B_4403 


SNAPRLSSF 


345 


HCV 


2b 


42 


47 


10 


A_0201 


GLGDsNAPRL 


346 


HCV 


2b 


42 


22 


10 


A_0201 


ALNKpTACPL 


347 


HCV 


2b 


42 


63 


10 


A3 


GMTSaFRVTR 


348 


HCV 


2b 


42 


53 


10 


B7 


APRLs SFLRT 


349 


HCV 


2b 


42 


22 


10 


B7 


ALNKpTACPL 


350 


HCV 


2b 


42 


14 


10 


B7 


ATPLaHTAAL 


351 


HCV 


2b 


43 


2 


9 


B7 


APRRPRVC . 


352 


HCV 


2b 


44 








no hits 


353 


HCV 


2b 


45 


12 


9 


A_0201 


TMTFFSIGL 


354 


HCV 


2b 


45 


28 


9 


B8 


TARSRKPWA 


355 


HCV 


2b 


45 


9 


10 


B7 


APHTmTFFSI 


356 


HCV 


2b 


45 


11 


10 


B7 


HTMTf FSIGL 


357 


HCV 


2b 


45 


28 


10 


B8 


TARS r KPWAA 


358 


HCV 


2b 


46 


2 


9 


A_0201 


VINSIWIYL 


359 


HCV 


2b 


46 


9 


9 


A_0201 


YLAPARCLT 


360 


HCV 


2b 


46 


5 


9 


A_0201 


SIWIYLAPA 



PCT/EP2003/008112 



14. 


000 


20. 


000 


10. 


000 


18. 


000 


13 . 


500 


225 . 


000 


10. 


500 


12. 


000 


10. 


000 


22. 


915 


30. 


000 


12. 


000 


271. 


948 


20. 


000 


12. 


000 


16. 


000 


10. 


,346 


20, 


.000 


15. 


.000 


30. 


.000 


20. 


.000 


10 


. 000 


272 


.371 


17 


.280 


12 


.000 


80 


.000 


80 


.000 


12 


.000 


20 


.000 


20 


.000 


20 


.000 


12 


.000 


1U 


. uuu 


12 


.000 


87 


.586 


21 


.352 


36 


.000 


60 


.000 


12 


.000 


12 


.000 


135 


.000 


58 


.628 



16.000 
24.000 
12.000 
16.000 
46.689 
34.279 
13.040 
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361 


HCV 2b 


46 


7 


9 


A_0201 


WIYLAPARC 


10.055 


3 62 


HCV 2b 


46 


8 


9 


A24 


IYLAPARCL 


300.000 


363 


HCV 2b 


46 


11 


9 


B7 


APARCLTRV 


12.000 


3 64 


HCV 2b 


46 


1 


10 


A_0201 


MVINSIWIYL 


29.711 


365 


HCV 2b 


46 


9 


10 


A3 


YL AP aRCLTR 


12.000 


366 


HCV 2b 


46 


1 


10 


B7 


MVINSIWIYL 


20.000 


367 


HCV 2b 


47 








no hits 




368 


HCV 2 b 


48 








no hits 




369 


HCV 2b 


49 


13 


9 


Al 


IiAECKMMSF 


45.000 


370 


HCV 2b 


49 


17 


9 


A_0201 


KMMSFSSAA 


176.565 


371 


HCV 2b 


49 


40 


9 


A3 


ILASASNRK 


20.000 


372 


HCV 2b 


49 


9 


9 


A3 


ALAALAECK 


20.000 


373 


HCV 2b 


49 


31 


10 


A_0201 


MMS I qRHAQI 


12.809 


374 


HCV 2b 


49 


22 


10 


B_3501 


SSAAsAWPSM 


10.000 


375 


HCV 2b 


49 


14 


10 


B_4403 


AECKitiMSFSS 


12.000 


376 


HCV 2b 


50 








no hits 




377 


HCV 2b 


51 


30 


9 


A_0201 


VLFSRKTSV 


437.482 


378 


HCV 2b 


51 


9 


9 


A_0201 


VLVNPVPFI 


224.357 


379 


HCV 2b 


51 


32 


9 


B7 


FSRKTSVSL 


40.000 


380 


HCV 2b 


51 


23 


9 


B7 


QAPRGGLVL 


12.000 


381 


HCV 2b 


51 


6 


9 


B7 


APHVLVNPV 


12.000 


382 


HCV 2b 


51 


24 


9 


B7 


APRGGLVLF 


12 .000 


383 


HCV 2 b 


51 


24 


9 


B„3501 


APRGGLVLF 


60.000 


384 


HCV 2b 


51 


32 


9 


B_3501 


FSRKTSVSL 


15.000 


385 


HCV 2 b 


51 


29 


10 


A_0201 


LVLFsRKTSV 


38.280 


386 


HCV 2b 


51 


10 


10 


A_02 01 


LVNPvPFIQV 


19.657 


387 


HCV 2 b 


51 


31 


10 


A24 


LFSRkTSVSL 


20.000 


388 


HCV 2b 


51 


20 


10 


B7 


QPNQaPRGGL 


180.000 


389 


HCV 2b 


51 


24 


10 


B7 


APRGgLVLFS 


12.000 


390 


HCV 2b 


51 


20 


10 


B_3501 


QPNQaPRGGL 


20.000 


391 


HCV 2b 


52 


32 


9 


A_0201 


GQPELLNLL 


20.425 


392 


HCV 2 b 


52 


10 


9 


A24 


SYSKVPHPI 


70.000 


393 


HCV 2b 


52 


32 


9 


A24 


GQPELLNLL 


10.368 


394 


HCV 2b 


52 


3 


9 


B_4403 


STLVTLVSY 


18.000 


395 


HCV 2b 


52" 


5 


io 




LVTLVSYSKV 


" 157519" 


396 


HCV 2b 


52 


31 


10 


A24 


SGQPeLLNLL 


10.368 


397 


HCV 2 b 


52 


4 


10 


A3 


TLVT1VSYSK 


135.000 


398 


HCV 2b 


52 


30 


10 


B_3501 


RSGQpELLNL 


15.000 


399 


HCV 2b 


52 


2 


10 


B_3501 


SSTLvTLVSY 


10.000 


400 


HCV 2b 


53 


40 


9 


A_02 01 


KLPTVRPTV 


243.432 


401 


HCV 2b 


53 


6 


9 


A_0201 


KLSLQLRAV 


111.979 


402 


HCV 2b 


53 


16 


9 


A_0201 


FMCQLPLVL 


29.098 


403 


HCV 2b 


53 


22 


9 


A_0201 


LVLINWTFC 


25.565 


404 


HCV 2b 


53 


24 


9 


A_0201 


LINWTFCWA 


12.135 


405 


HCV 2b 


53 


12 


9 


A24 


RAVRFMCQL 


12.000 


406 


HCV 2b 


53 


12 


9 


B7 


RAVRFMCQL 


12.000 


407 


HCV 2b 


53 


43 


9 


B7 


TVRPTVAPV 


10. 000 


408 


HCV 2b 


53 


19 


10 


A_0201 


QLPLVLINWT 


94.268 


409 


HCV 2b 


53 


23 


10 


A_0201 


VLINwTFCWA 


88.257 


410 


HCV 2b 


53 


16 


10 


A_02 01 


FMCQ1PLVLI 


79.718 


411 


HCV 2 b 


53 


9 


10 


A_0201 


LQLRaVRFMC 


18.376 


412 


HCV 2b 


53 


8 


10 


A_0201 


SLQLrAVRFM 


12.569 
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413 


HCV 2b 


53 


15 


10 


A24 


RFMCqLPLVL 


72-000 


414 


HCV 2b 


53 


2 


10 


A24 


KPVCkLSLQL 


14.400 


415 


HCV 2b 


53 


6 


10 


A3 


KLSLqLRAVR 


12.000 


416 


HCV 2b 


53 


13 


10 


B7 


AVRFmCQLPL 


600.000 


417 


HCV 2b 


53 


32 


10 


B7 


APSLkRPAKL 


240.000 


418 


HCV 2b 


53 


2 


10 


B7 


KPVCkLSLQL 


80.000 


419 


HCV 2b 


53 


32 


10 


B8 


APSLkRPAKL 


16.000 


420 


HCV 2b 


53 


2 


10 


B_3501 


KPVCkLSLQL 


40.000 


421 


HCV 2b 


53 


32 


10 


B_3501 


APSLkRPAKL 


20.000 


422 


HCV 2b 


53 


20 


10 


B„3501 


LPLV1INWTF 


20.000 


423 


HCV 2b 


54 


4 


10 


A3 


TLAHaPCMEK 


60.000 


424 


HCV 2 b 


55 


10 


10 


A„0201 


IMSHaMRWPV 


640.458 


425 


HCV 2b 


55 


1 


10 


B7 


MVRVgDQF S I 


20.000 


426 


HCV 2b 


56 


9 


9 


A_0201 


KLWRSGDTI 


148.506 


427 


HCV 2b 


56 


35 


9 


B_4403 


AEQTVAAIT 


18.000 


428 


HCV 2b 


56 


24 


10 


Al 


ITAPhTSPTY 


25.000 


429 


HCV 2b 


56 


9 


10 


A3 


KLWRsGDTIR 


60.000 


43 0 


HCV 2b 


56 


3 


10 


A3 


QLHSwVKLWR 


12.000 


431 


HCV 2b 


56 


35 


10 


B_4403 


AEQTvAAITI 


18.000 


432 


HCV 2b 


56 


24 


10 


B_4403 


ITAPhTSPTY 


12.000 


433 


HCV 2b 


57 


1 


9 


A„0201 


MLLFEQSLV 


437 .482 


434 


HCV 2b 


57 


2 


9 


A__0201 


LLFEQSLVA 


52.529 


435 


HCV 2b 


58 


24 


9 


A_0201 


KEQPGKFLV 


27.454 


436 


HCV 2 b 


58 


22 


9 


B_4403 


IEKEQPGKF 


60. 000 


437 


HCV 2b 


58 


24 


9 


B_4403 


KEQPGKFLV 


12.000 


438 


HCV 2b 


58 


2 


10 


A_0201 


FLISfcEDTGT 


34.279 


439 


HCV 2 b 


58 


24 


10 


B_4403 


KEQPgKFLVA 


12.000 


440 


HCV 2b 


59 


83 


9 


Al 


RSEVFLVAR 


27.000 


441 


HCV 2b 


59 


87 


9 


A_0201 


FLVARTPNL 


98.267 


442 


HCV 2b 


59 


56 


9 


A24 


GYPGFPQDL 


360.000 


443 


HCV 2b 


59 


11 


9 


A3 


VMVSMTLPK 


60.000 


444 


HCV 2b 


59 


12 


9 


B7 


MVSMTLPKL 


20.000 


445 


HCV 2b 


59 


42 


9 


B„3501 


QPAQPQPSF 


20.000 


446 


HCV 2b 


59 


69 


9 


B_3501 


RSFGMGWRL 


10.000 


447 


HCV 2b 


59 


84 




3_4403" 


SEWLVART ~ 


"48. 000 


448 


HCV 2b 


59 


11 


10 


A_0201 


VMVSmTLPKL 


60.325 


449 


HCV 2 b 


59 


79 


10 


A__0201 


RGWDrSEVFL 


26.100 


450 


HCV 2 b 


59 


86 


10 


A24 


VFLVaRTPNL 


30.000 


451 


HCV 2b 


59 


8 


10 


A24 


KPHVmVSMTL 


11.200 


452 


HCV 2 b 


59 


51 


10 


A24 


PYRGqGYPGF 


10. 000 


453 


HCV 2b 


59 


89 


10 


B7 


VARTpNLG PL 


120. 000 


454 


HCV 2b 


59 


8 


10 


B7 


KPHVmVSMTL 


80.000 


455 


HCV 2b 


59 


19 


10 


B7 


KLRDl CRGSL 


60.000 


456 


HCV 2b 


59 


77 


10 


B7 


LPRGwDRSEV 


60. 000 


457 


HCV 2b 


59 


35 


10 


B7 


DPRGdRSQPA 


20.000 


458 


HCV 2b 


59 


64 


10 


B7 


LPVErRSFGM 


20.000 


459 


HCV 2 b 


59 


2 


10 


B7 


YPMKsAKPHV 


12.000 


460 


HCV 2b 


59 


35 


10 


B8 


DPRGdRSQPA 


32.000 


461 


HCV 2b 


59 


89 


10 


B8 


VARTpNLGPL 


16.000 


462 


HCV 2 b 


59 


64 


10 


B_3501 


LPVErRSFGM 


80.000 


463 


HCV 2b 


59 


8 


10 


B_3501 


KPHVmVSMTL 


40.000 


464 


HCV 2b 


59 


77 


10 


B_3501 


LPRGwDRSEV 


18.000 
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465 


HCV 2b 


59 


6 


10 


B_3501 


SAKPhVMVSM 


18.000 


466 


HCV 2b 


59 


19 


10 


B_3501 


KLRDlCRGSL 


12.000 


467 


HCV 2b 


59 


62 


10 


B_4403 


QDLPvERRSF 


20.000 


468 


HCV 2b 


59 


66 


10 


B_4403 


VERRs FGMGW 


12.000 


469 


HCV 2b 


60 








no hits 




470 


HCV 2b 


61 


7 


9 


A_0201 


VLPHGPDW 


23.754 


471 


HCV 2b 


62 


15 


9 


A_0201 


LLLLGPTWC 


171.868 


472 


HCV 2b 


62 


16 


9 


A3 


LLLGPTWCY 


40.500 


473 


HCV 2b 


62 


8 


9 


B7 


TQRADWQLL 


40 .000 


474 


HCV 2b 


62 


14 


10 


A„0201 


QLLL1GPTWC 


101.099 


475 


HCV 2b 


62 


22 


10 


A_0201 


WCYEgSCPGV 


27 .401 


476 


HCV 2 b 


62 


6 


10 


A_02 01 


RVTQrADWQL 


14.019 


477 


HCV 2b 


62 


15 


10 


A3 


LLLLgPTWCY 


27.000 


478 


HCV 2b 


62 


8 


10 


B7 


TQRAdWQLLL 


40.000 


479 


HCV 2b 


62 


6 


10 


B7 


RVTQrADWQL 


20.000 


480 


HCV 2b 


63 








no hits 




481 


HCV 2b 


64 








no hits 




482 


HCV 2b 


65 


13 


9 


B7 


HPLDRPLSL 


80.000 


483 


HCV 2b 


65 


11 


9 


B7 


SVHPLDRPL 


20.000 


484 


HCV 2b 


65 


13 


9 


B8 


HPLDRPLSL 


24.000 


485 


HCV 2b 


65 


13 


9 


B_3501 


HPLDRPLSL 


40.000 


486 


HCV 2b 


65 


20 


10 


A_0201 


S LAD vAAQDC 


20.369 


487 


HCV 2b 


65 


3 


10 


B7 


SPRGkGDQSV 


40.000 


488 


HCV 2b 


65 


3 


10 


B_3501 


SPRGkGDQSV 


12.000 


489 


HCV 2 b 


65 


27 


10 


B_4403 


QDCCaNDSHY 


15.000 


490 


HCV 2b 


66 


6 


9 


A_02 01 


LVGHGTQAV 


10.346 


491 


HCV 2b 


66 


5 


10 


A_0201 


NLVGhGT QAV 


69.552 


492 


HCV 2b 


67 








no hits 




493 


HCV 2b 


68 








no hits 




494 


HCV 2b 


69 


9 


9 


A_0201 


CLSPPHDDL 


10.468 


495 


HCV 2b 


69 


11 


9 


B7 


SPPHDDLLL 


80.000 


496 


HCV 2b 


69 


29 


9 


B7 


GNRQVPQTL 


40.000 


497 


HCV 2b 


69 


11 


9 


B_3501 


SPPHDDLLL 


30.000 


498 


HCV 2b 


69 


18 


10 


A__0201 


LLHWaEHDRL 


17.795 


499 


HCV 2 b 


69 


9 


10 


"A_0201 


CL S PpHDDLL 


'10.468 


500 


HCV 2b 


69 


28 


10 


A24 


HGNRqVPQTL 


10. 080 


501 


HCV 2b 


70 








no hits 




502 


HCV 2b 


71 


42 


9 


A_02 01 


TLNIGSIWV 


382.536 


503 


HCV 2 b 


71 


20 


9 


A_0201 


WIMPQSVRV 


162.769 


504 


HCV 2 b 


71 


47 


9 


A_0201 


SIWVLPKTV 


79.376 


505 


HCV 2b 


71 


50 


9 


A_0201 


VLPKTVCRA 


19.425 


506 


HCV 2b 


71 


21 


9 


A_0201 


IMPQSVRW 


16.105 


507 


HCV 2b 


71 


3 


9 


B7 


HPPYIHPHL 


80 . 000 


508 


HCV 2b 


71 


22 


9 


B„3501 


MPQSVRWY 


40.000 


509 


HCV 2b 


71 


3 


9 


B_3 501 


HPPYIHPHL 


20.000 


510 


HCV 2b 


71 


8 


9 


B_3501 


HPHLEDGEI 


12.000 


511 


HCV 2b 


71 


14 


9 


B_4403 


GEIYGAWIM 


30. 000 


512 


HCV 2b 


71 


42 


10 


A_J)201 


TLNIgSIWVL 


151.086 


513 


HCV 2b 


71 


20 


10 


A_0201 


WIMPqSVRW 


30.698 


514 


HCV 2 b 


71 


41 


10 


A__0201 


STLNiGSIWV 


19.658 


515 


HCV 2b 


71 


49 


10 


A_0201 


WVLPkTVCRA 


17.017 


516 


HCV 2b 


71 


44 


10 


A3 


NIGSiWVLPK 


36.000 
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517 


HCV 2b 


71 


8 


10 


B_3501 


HPHLeDGEIY 


60.000 


518 


HCV 2b 


71 


11 


10 


B_4403 


LEDGelYGAW 


18-000 


519 


HCV 2b 


72 


49 


9 


A_0201 


KQGGHETRV 


24.681 


520 


HCV 2b 


72 


68 


9 


A24 


VYVPAAVGI 


90.000 


521 


HCV 2 b 


72 


8 


9 


A24 


VFNIGDVGL 


30.000 


522 


HCV 2b 


72 


29 


9 


B7 


QPTAGRQTL 


120.000 


523 


HCV 2 b 


72 


3 


9 


B7 


AVRPHVFNI 


60.000 


52A 


HCV 2 b 


72 


1 


9 


B_3501 


MPAVRPHVF 


20.000 


*J Ad w 


HCV 2b 


72 


29 


9 


B_3501 


QPTAGRQTL 


20.000 




HCV 2 b 


72 


61 


9 


B_3501 


IAVEGGPVY 


12.000 


52*7 




72 


61 


10 


A_0201 


IAVEgGPVYV 


37.032 


COQ 


WPV 9"h 


72 


39 


10 


B7 


AARAvEFVGI 


36.000 


«J jG 27 


XI V~. V -U 


72 


7 


10 


B7 


HVFNiGDVGL 


20.000 


3 J U 


v jj 


72 


q 


10 


B_4403 


FNIGdVGLVF 


11.250 




HPV 9"h 
riv_ v u 


73 


2 


10 


B7 


AAEDnFQDQL 


10.800 




HPV 9b 

XX V jjJJ 


74 


57 


9 

— * 


Al 


VSECTAVFY 


135 .000 




HCV 9 b 


74 


71 


9 


A„0201 


YLYPAAQGT 


109.693 


51 A 

J J i 




74 


2 


9 


A_02 01 


TliVDGTVAL 


87.586 




li^ V XJ 


74 


64 


9 


A24 


FYSHIRCYL 


280.000 




xi\— v tCt yj 


74 


72 


9 


A24 


LYPAAQGTI 


75.000 




-[jn\7 9"h 


74 


16 


9 


A24 


AFWRYYKSL 


20.000 




ri\-. v ziu 


74 


90 


9 


A24 


KMEWCVSEL 


13.200 


3 J J 




74 


82 


9 


A3 


ILAWDTSRK 


20.000 


JfiU 


un\7 9"h 


74 


14 


9 


A3 


WAFWRYYK 


18.000 




up\7 9"K 


74 


9 


g 


A3 


ALLGKWAF 


13 .500 


RAO 


trr<\7 9"K 
Xi^ v Z. l~> 


74 


75 


9 


B7 


AAQGTIVIXi 


36.000 




ViC\7 9"h 
XI ^ V ZilJ 


74 


103 


9 

— > 


B7 


WRAIISGV 


10 .000 


3 *i 


XX L- v j£iU 


74 


83 


9 

-* 


B 3501 


LAWDTSRKW 


12.000 


CAE 
O 'tk ~5 


■ur*\T 9"K 

xH— V XJ 


74 


65 


9 


B_3501 


YSHIRCYLY 


10.000 


5A6 


untr 9"K 

XlL. V XJ 


74 


58 


9 


B_4403 


SECTAVFYS 


54.000 


CAT 


TT(-i\7 9"K 


74 


96 


9 


B 4403 


SELPGDAW 


32.000 


5A ft 


up\7 9"K 


74 


9 


10 


A 0201 


TLVDgTVALL 


201.447 


5AQ 


HP\7 9"h 
xxv— v ^ xj 


74 


71 


10 


A_02 01 


YLYPaAQGTI 


19.964 


55f> 


HP\7 9 b 


74 


102 


10 


A_0201 


AWRallSGV 


13.997 


551 


HCV 9 b 

XX V_ V u 


74 


94 


10 


A__02 01 


CVSE1PGDAV 


12.226 


CEO 

J 


iiny 9"h 


74 


63" 


1 0 ~ 


" A24 ~ " 


VFYShTRCYL" 


28.000- 


cc-i 
j3J 


hp\/ 9Vi 

XI V jjJJ 


74 


13 


10 


A3 


KWAfWRYYK 


81.000 


55 A 


upv 9>\ 

Xl> — V £*i*J 


74 


10 


10 


A3 


LLGKvVAFWR 


18.000 


333 


UP\7 9"K 


74 


15 


10 


B7 


VAFWrYYKSL 


12.000 


55 
33 O 


UP-57 9"K 


74 


103 

•L v J 


10 


B7 


WRAilSGW 


10.000 


557 


HCV 2 b 


74 


38 


10 


B_3501 


QSRAdRSCHY 


30.000 


558 




74 


98 


10 


B_3501 


LPGDaWRAI 


16.000 


559 

•+J *Jt J 


HCV 2 b 

ilv V ill U 


75 


90 


9 


A_0201 


RELDVLWAA 


25.279 


560 


HCV 2 b 

XX V. V £iXJ 


75 


18 


9 


B7 


EPTCPTATL 


120.000 


561 


HCV 2 b 


75 


29 


9 


B7 


IQRPRISWL 


40.000 


562 

*mJ W ^* 


HCV 2 b 

± L V V Zj >— ^ 


75 


139 


9 


B7 


TQRYSASSL 


40.000 




HC-V ZD 




87 


9 


B7 


AATRELDVLt 


36.000 


564 


HCV 2 b 


75 


44 


9 


B7 


GAPIFRDGL 


18.000 


565 


HCV 2b 


75 


53 


9 


B7 


ASPTRLGSL 


12.000 


566 


HCV 2b 


75 


29 


9 


B8 


IQRPRISWL 


24.000 


567 


HCV 2b 


75 


18 


9 


B_3501 


EPTCPTATL 


20.000 


568 


HCV 2b 


75 


117 


9 


B_3501 


RSTRPPGAL 


10.000 


569 


HCV 2b 


75 


90 


9 


B_4403 


RELDVLWAA 


18. 000 


570 


HCV 2 b 


75 


98 


10 


A_0201 


AVCVSFGFSL 


41.197 
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3 / J- 


TJP\7 


?b 


75 


28 


10 


A__0201 


O 1 A 




2b 


75 


90 


10 


A_0201 


O / O 




9b 


75 


25 


10 


A_0201 


O i *± 


rlv. v 


9b 


75 


11 


10 


A24 


575 


HCV 


2b 


75 


"1 O A 

12U 


1U 




576 


HCV 


2b 


75 


141 


10 


A24 


577 


HCV 


2b 


75 


40 


10 


A3 


578 


HCV 


2b 


75 


94 


10 


A3 


579 


HCV 


2b 


75 


52 


10 


B8 


580 


HCV 


2b 


75 


115 


10 


B8 


581 


HCV 


2b 


75 


120 


10 


B_3501 


582 


HCV 


2b 


75 


133 


10 


B_4403 
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SIQRpRISWL 


37.157 


RELDvLWAAV 


34.877 


TLVSiQRPRI 


10.433 


RQQVnSANDL 


14.400 


rur xr ocj.j_i.riuj j. j_i 


14.400 


RYSAs SLAGA 


10.000 


GDAGgAPIFR 


36.000 


VLWAaVCVSF 


15. 000 


LASPtRLGSL 


16.000 


GARStRPPGA 


16.000 


RPPGaLASTL 


40.000 


TTRPf ATQRY 


13.500 
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Table 4i 
3a (1-3) 



WO • 




ORF 


St air t 


AA 


HIiA 


Peptide sequence 


Score 


1 

J. 




1 


2 


Q 


A 0201 


ALVRVSCSL 


21.362 


mm 




1 

_L 


2 


q 


B7 


ALVRVSCSL 


12.000 


•a 
J 


HCV 3;=i 


1 
„ 


1 


10 


B7 


MALVRVSCSL 


12.000 






9 


32 

•J Zj 


10 


A 0201 


AIWVKSSIPL 


24.380 


E 




9 

Zi 


13 


g 


B7 


CPRAAPVHL 


800.000 


VJ 


HCV ^ a 


2 


17 


9 


B7 


APVHLGAQM 


60.000 


7 


HCV 3 a 


2 


32 


10 


B7 


AIWVKSSIPL 


12.000 


o 


HCV 3 a 


2 


13 


9 


B8 


CPRAAPVHL 


16.000 


Q 


HCV 3 a 


2 


13 


9 


B_3501 


CPRAAPVHL 


60.000 


J- \# 


HCV 3 a 


2 


17 


9 


B_3501 


APVHLGAQM 


40.000 






2 

*—* 


26 


9 


B_3501 


TPGGGPAIW 


10.000 


12 


HCV 3 a 


3 


8 


10 


Al 


CTHPAAYLVF 


12.500 


1 


HCV 3 a 


3 

— •* 


13 


9 


A24 


AYLVFRTTI 


75.000 




HC\7 3 a 


3 


6 


10 


A24 


SFCTHPAAYL 


20.000 




HCV 3 a 


3 


5 


10 


B_3 501 


TSFCtHPAAY 


10.000 


1 


upu 3 a 


A 


1 


10 


A_0201 


MPPEgLLAFL 


12.295 


17 


jticv j a 


/ 

*± 


1 3 


Q 

J 


H7 


APMRNCSWL 


240 . 000 


18 


hcv J a 


A 


9 A 


Q 

J 


R7 


MARGTSTAL 


120. 000 


19 


HCV 3 a 


A 

4 


1 


1 n 


H7 


MPPF.crTiT»APL 


80 . 000 

Vj» Xrf * m mT *m0 


20 


HCV 3 a 


4 


1 o 

12 


J-U 


rS / 


WriiriVI X IN ^ C3 uvJ-i 


12 000 

m^-i » \J \J \mf 


21 


HCV 3 a 


4 


24 


9 


Bo 




i fi non 
j. \j . \j \j \j 


22 


HCV 3 a 


4 


1 


9 


B__3 501 


MPPEGLLAF 




23 


HCV 3 a 


4 


13 


9 


B_3501 


APNKDJCSWL 


A U . U U U 


24 


HCV 3 a 


4 


1 


10 


B_3501 


MPPEgLLAFL 


40 . 000 


25 


HCV 3 a 


5 


5 


9 


A„0201 


GLLAFLVWA 


883 . 604 


26 


HCV 3 a 


5 


1 


10 


A_0201 


MPPEgLLAFL 


12 . 295 


27 


HCV 3 a 


5 


32 


9 


A3 


VLYTASHHR 


20 . 000 


28 


HCV 3 a 


5 


18 


9 


A3 


HLDLVKLSR 


12 . 000 


29 


HCV 3 a 


5 


13 


9 


B7 


— ■ ■ _ j»j I ill ■» mm wmm ■■ -»* 

TAGTTHLDL 


12 . UUU 


30 


HCV 3 a 


5 


24 


10 


B7 


L SRHqVSAVL 


^ u . UUU 


31 


HCV 3 a 


5 


10 


10 


B / 


IJNiKiaCjl IxIJj 


do nnn 


32 


HCV 3 a 


5 


24 


± u 


hi JDU1 




15 000 


33 


HCV 3 a 


c 
o 






a 9 A 




10 . 080 


•a /i 


riL. V j a 


D 


Q 
O 




B7 


TPGVRMIPM 


20.000 




nv_ v -Do. 






g 


B_3501 


TPGVRE-IIPM 


40.000 


-J o 


HCV 3 a 


7 


22 


10 


A_0201 


NILRpHTAGV 


35.385 


"*7 


"RCV 3 a 


7 


15 


9 


B7 


APPTASGNI 


24.000 


38 


T T /""IT T O 

HCV 3 a 


7 




J. u 




XT " i. CIO VJlN JL XJ 


240 . 000 


39 


HCV 3 a 


7 


15 


10 


B_3501 


APPTaSGNIL 


20.000 


40 


HCV 3 a 


8 


7 


10 


A3 


ALDLaWWDGR 


12.000 


41 


HCV 3 a 


8 


43 


9 


Al 


YVDASPPSK 


20. 000 


42 


HCV 3 a 


9 


57 


9 


A_0201 


YLHAGVGTV 


95.662 


43 


HCV 3 a 


9 


36 


9 


A_0201 


YGGTSTPYV 


11.487 


44 


HCV 3a 


9 


21 


10 


A_0201 


SLPYhPGTSI 


10.433 


45 


HCV 3a 


9 


34 


10 


A3 


ALYGgTSTPY 


30.000 


46 


HCV 3 a 


9 


2 


9 


B7 


RGRVKTALL 


40 . 000 


47 


HCV 3 a 


9 


22 


9 


B7 


LPYHPGTSI 


12 . 000 


48 


HCV 3 a 


9 


4 


10 


B7 


RVKTaLLSAL 


20.000 
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49 


HCV 3a 


9 


16 


9 


B_3501 


WPSSASLPY 


40.000 


50 


HCV 3a 


9 


28 


9 


B_3501 


TSIGSAALY 


10.000 


51 


HCV 3a 


9 


28 


9 


B_4403 


TSIGSAALY 


33.750 


52 


HCV 3 a 


10 


20 


9 


A__0201 


KLGAFLGLL 


84.952 


53 


HCV 3a 


10 


13 


9 


A24 


RSQHTPSKL 


13 .200 


54 


HCV 3 a 


10 


17 


9 


B7 


TPSKLGAFL 


80.000 


55 


HCV 3 a 


10 


17 


9 


B_3501 


TPSKLGAFL 


20.000 


56 


HCV 3 a 


10 


13 


9 


B_3501 


RSQHTPSKL 


10.000 


57 


HCV 3 a 


11 


13 


9 


B7 


IPRSKCTQM 


200 .000 


58 


HCV 3a 


11 


10 


9 


B7 


APNIPRSKC 


13 .500 


59 


HCV 3 a 


11 


13 


9 


B8 


IPRSKCTQM 


80.000 


60 


HCV 3 a 


11 


13 


9 


B_3501 


IPRSKCTQM 


120.000 


61 


HCV 3a 


12 


19 


9 


Al 


VLDLSPVSK 


20.000 


62 


HCV 3a 


12 


38 


10 


A24 


RGMLqGSLGL 


12.000 


63 


HCV 3 a 


12 


19 


9 


A3 


VLDLSPVSK 


20.000 


64 


HCV 3a 


12 


12 


9 


B7 


TPQRACSVL 


80.000 


65 


HCV 3 a 


12 


36 


10 


B7 


ALRGmLQG S L 


120.000 


66 


HCV 3 a 


12 


28 


10 


B7 


VPLEvLLCAL 


80.000 


67 


HCV 3a 


12 


38 


10 


B7 


RGMLqGSLGL 


12.000 


68 


HCV 3a 


12 


12 


9 


B_3501 


TPQRACSVL 


20.000 


69 


HCV 3a 


12 


25 


9 


B_3501 


VSKVPLEVL 


15.000 


70 


HCV 3 a 


12 


28 


10 


B_3501 


VPLEvLLCAL 


40.000 


71 


HCV 3 a 


12 


25 


10 


B_3501 


VSKVpLEVLL 


15.000 


72 


HCV 3a 


13 


13 


10 


A24 


RPLTwHKDIL 


12. 000 


73 


HCV 3 a 


13 


1 


9 


B7 


MPRPAAVKA 


20.000 


74 


HCV 3 a 


13 


13 


10 


B7 


RPLTwHKDIL 


80.000 


75 


HCV 3 a 


13 


6 


10 


B7 


AVKAqRSRPL 


60.000 


76 


HCV 3 a 


13 


6 


10 


B8 


AVKAqRSRPL 


80.000 


77 


HCV 3a 


13 


13 


9 


B_3501 


RPLTWHKDI 


16.000 


78 


HCV 3 a 


13 


13 


10 


B_3501 


RPLTWHKDIL 


40.000 


79 


HCV 3 a 


14 


8 


9 


A„0201 


ALGTAPLQL 


21.362 


80 


HCV 3 a 


14 


8 


10 


A_0201 


ALGTaPLQLV 


159.970 


81 


HCV 3 a 


14 


8 


9 


B7 


ALGTAPLQL 


12.000 


82 


HCV 3 a 


14 


7 


10 


B7 


SALGtAPLQL 


12.000 


83 


HCV 3 a 


15 


2 


10 


Al 


NVMPKTLLAY 


Z3 . UUU 


84 


HCV 3 a 


15 


7 


9 


A_0201 


TLLAYWVSA 


31.249 


85 


HCV 3a 


15 


8 


9 


A3 


LLAYWVSAR 


36.000 


86 


HCV 3 a 


15 


3 


9 


A3 


VMPKTLLAY 


12 .000 


87 


HCV 3 a 


15 


7 


10 


A3 


TLLAyWVSAR 


54.000 


88 


HCV 3 a 


15 


4 


9 


B_3 501 


MPKTLLAYW 


30 . 000 


89 


HCV 3a 


15 


4 


10 


B„3501 


MPKT1LAYWV 


12.000 


90 


HCV 3a 


17 


19 


9 


Al 


HTDMSPPVK 


50.000 


91 


HCV 3 a 


17 


35 


9 


A„0201 


RLFSVSAMT 


27 .572 


92 


HCV 3 a 


17 


22 


9 


A24 


MSPPVKDRL 


10.080 


93 


HCV 3 a 


17 


30 


10 


A_0201 


LECLtRLFSV 


30.670 


94 


HCV 3a 


17 


32 


10 


A_0201 


CLTR1FSVSA 


18.878 


95 


HCV 3 a 


17 


35 


10 


A3 


RLFSvSAMTR 


40.000 


96 


HCV 3 a 


17 


10 


9 


B7 


AVRAEVDSV 


30. 000 


97 


HCV 3 a 


17 


45 


10 


B7 


AARGtlSSPL 


360.000 


98 


HCV 3a 


17 


33 


10 


B7 


LTRLfSVSAM 


10.000 


99 


HCV 3 a 


17 


25 


9 


B8 


PVKDRLECL 


12 . 000 


100 


HCV 3 a 


17 


45 


10 


B8 


AARGtlSSPL 


16.000 
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101 


HCV 


3a 


17 


13 


102 


HCV 


3a 


19 


4 


103 


HCV 


3a 


19 


6 


104 


HCV 


3a 


19 


4 


105 


HCV 


3a 


19 


4 


106 


HCV 


3a 


20 


8 


107 


HCV 


3a 


20 


8 


108 


HCV 


3a 


20 


8 


109 


HCV 


3a 


21 


3 


110 


HCV 


3a 


21 


33 


111 


HCV 


3a 


21 


2 


112 


HCV 


3a 


21 


3 


113 


HCV 


3a 


21 


32 


114 


HCV 


3a 


21 


29 








21 


3 


116 


HCV 


3a 


21 


3 


117 


HCV 


3a 


21 


29 


118 


HCV 


3a 


21 


25 


119 


HCV 


3a 


21 


7 


120 


HCV 


3a 


21 


13 


121 


HCV 


3a 


21 


1 


122 


HCV 


3a 


21 


1 



123 


HCV 3 a 


21 


16 


124 


HCV 3a 


23 


24 


125 


HCV 3 a 


23 


24 


126 


HCV 3 a 


23 


24 


127 


HCV 3 a 


23 


24 


128 


HCV 3a 


24 


38 


129 


HCV 3 a 


24 


78 


130 


HCV 3 a 


24 


22 


131 


HCV 3 a 


24 


45 


132 


HCV 3 a 


24 


5 


133 


HCV 3a 


24 


77 


134 


HCV 3 a 


24 


45 


135 


' HCV "3a" 


24""'" 


- yg- 


136 


HCV 3 a 


24 


41 


137 


HCV 3 a 


24 


67 


138 


HCV 3 a 


24 


71 


139 


HCV 3 a 


24 


11 


140 


HCV 3 a 


24 


43 


141 


HCV 3 a 


24 


71 


142 


HCV 3 a 


24 


68 


143 


HCV 3 a 


24 


54 


144 


HCV 3 a 


25 


72 


145 


HCV 3 a 


25 


18 


146 


HCV 3 a 


25 


22 


147 


HCV 3 a 


25 


7 


148 


HCV 3a 


25 


42 


149 


HCV 3 a 


25 


14 


150 


HCV 3a 


25 


17 


151 


HCV 3 a 


25 


22 


152 


HCV 3 a 


25 


25 
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10 


B_4403 


AEVDsVHTDM 


9 


A24 


RPFYIGWGL 


10 


A24 


FYIGwGLSKM 


9 


B7 


RPFYIGWGL 


9 


B„3501 


RPFYIGWGL 


9 


A24 


KPPRTSSKL 


9 


B7 


KPPRTSSKL 


9 


B_3501 


KPPRTSSKL 


9 


A_0201 


LVSQAPWWL 


9 


A_0201 


YLRVLSSSV 


10 


A_0201 


ELVSqAPWWL 


10 


A_0201 


LVSQaPWWLL 


9 


A24 


YYLRVLSSS 


9 


B7 


CPPYYLRVL 


9 


B7 


LVSQAPWWL 


10 


B7 


LVSQaPWWLL 


9 


B_3501 


CPPYYLRVL 


9 


B_3501 


WSTCCPPYY 


9 


B_3501 


APWWLLRSW 


10 


B_3501 


RSWEeNSPPL 


9 


B_4403 


MELVSQAPW 


10 


B_4403 


MELVsQAPWW 


10 


B_4403 


EENSpPLRTW 


9 


B7 


CPTSSHGSL 


10 


B7 


CPTSsHGSLL 


9 


B__3501 


CPTSSHGSL 


10 


B_3501 


CPTSsHGSLL 


9 


A_0201 


TLARYGAWL 


9 


A_0201 


LLSSSLKWM 


9 


A_0201 


SMSTPPDPV 


9 


A_0201 


WLPTATLKC 


9 


A_0201 


GLQGRVHVL 


10 


A_0201 


RLLSsSLKWM 


10 


A_0201 


WLPTaTLKCA 


9 ' 


~"A24~" 


" KYRLLSSSL" 


9 


A24 


RYGAWLPTA 


10 


A3 


KMSSSVRAKY 


9 


B7 


SVRAKYRLL 


9 


B7 


HVLTCGTVL 


9 


B7 


GAWLPTATL 


9 


B8 


SVRAKYRLL 


9 


B_3501 


MSSSVRAKY 


9 


B_4403 


AEWGTSIIL 


10 


Al 


WTVPmCPRRY 


9 


A_0201 


ILQPFLSGL 


9 


A_0201 


FLSGLGQTT 


9 


A_0201 


WLQSVSRNL 


10 


A_02 01 


IMYHqLSMDV 


10 


A_0201 


NLPSiLQPFL 


10 


A_0201 


SILQpFLSGL 


10 


A_0201 


FLSG1GQTTI 


10 


A_0201 


GLGQtTILHC 



36.000 
11.200 
41.250 
80.000 
40.000 
13 .200 
80. 000 
40.000 
131 . 078 
24.315 
66.090 
40.515 
10.500 
80.000 
20.000 
30.000 
20.000 
10.000 
10.000 
20.000 
24.000 
36.000 
18.000 
80.000 
80.000 
20.000 
20.000 
117.493 
106.837 
24.614 
22.853 
20.145 
232.527 
52 .561 

"480. 000 

10.000 
18.000 
200.000 
20.000 
18.000 
80.000 
10.000 
12.000 
12.500 
317.403 
34.279 
19.653 
273 .262 
117.493 
94.987 
47.991 
11.426 
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153 


HCV 3 a 


25 


6 


10 


A24 


RWLQsVSRNL 


16.800 


154 


HCV 3a 


25 


13 


10 


A24 


RNLPsILQPF 


12.096 


155 


HCV 3a 


25 


31 


9 


A3 


ILHCWTAGK 


60.000 


156 


HCV 3a 


25 


15 


9 


B7 


LPSILQPFL 


80.000 


157 


HCV 3a 


25 


11 


9 


B7 


VSRNLPSIL 


40.000 


158 


HCV 3a 


25 


39 


9 


B7 


KLRIMYHQL 


40.000 


159 


HCV 3 a 


25 


74 


9 


B7 


VPMCPRRYV 


27.000 


160 


HCV 3 a 


25 


50 


9 


B7 


DVPYHHGAL 


20.000 


161 


HCV 3 a 


25 


56 


9 


B7 


GALRRSLLL 


12.000 


162 


HCV 3 a 


25 


10 


10 


B7 


SVSRnLPSIL 


20.000 


163 


HCV 3a 


25 


56 


9 


B8 


GALRRSLLL 


16.000 


164 


HCV 3a 


25 


15 


9 


B_3501 


LPSILQPFL 


20.000 


165 


HCV 3 a 


25 


11 


9 


B_3501 


VSRNLPSIL 


15.000 


166 


HCV 3a 


25 


72 


10 


B_4403 


WTVPmCPRRY 


12.000 


167 


HCV 3a 


25 


5 


10 


A_0201 


ALTQ1SLNRT 


17.140 


168 


HCV 3 a 


25 


20 


9 


A24 


RYTNAATLN 


10.000 


169 


HCV 3a 


25 


10 


10 


A3 


SLNRtSGWKR 


12.000 


170 


HCV 3 a 


25 


2 


10 


B7 


TPAAlTQLSL 


80.000 


171 


HCV 3 a 


25 


2 


10 


B_3501 


TPAAlTQLSL 


20.000 


172 


HCV 3 a 


26 


5 


10 


A_0201 


ALTQ1SLNRT 


17.140 


173 


HCV 3a 


26 


20 


9 


A24 


RYTNAATLN 


10.000 


174 


HCV 3 a 


26 


10 


10 


A3 


SLNRtSGWKR 


12.000 


175 


HCV 3 a 


26 


2 


10 


B7 


TPAA1TQLSL 


80.000 


176 


HCV 3 a 


26 


2 


10 


B_3501 


TPAAlTQLSL 


20 . 000 


177 


HCV 3 a 


27 


1 


9 


A_0201 


MIWSWWPRV 


229,4 


178 


HCV 3 a 


27 


6 


10 


B7 


WPRVtASMRM 


200 


179 


HCV 3 a 


27 


6 


10 


B_3501 


WPRVtASMRM 


120 


180 


HCV 3 a 


28 


1 


9 


A_0201 


MLHSPPTTL 


36,32 


181 


HCV 3 a 


29 


1 


9 


B_4403 


MDHSPVRNF 


15 


182 


HCV 3 a 


30 


6 


9 


A_0201 


QQLQAHHFL 


44, 08 


183 


HCV 3 a 


30 


13 


9 


A_0201 


FLQAGVGSL 


29,38 


184 


HCV 3a 


30 


5 


10 


A„0201 


AQQLqAHHFL 


11,91 


185 


HCV 3 a 


30 


12 


10 


A24 


HFLQaGVGSL 


30 


186 


HCV 3 a 


30 


5 


10 


B7 


AQQLqAHHFL 


12 


187 


HCV 3 a 


31 


16 


10 


"bY 


WVRApVYRRL 


" 200 


188 


HCV 3 a 


31 


18 


10 


B7 


RAPVyRRLQL 


18 


189 


HCV 3 a 


31 


12 


10 


B7 


DVRGwVRAPV 


15 


190 


HCV 3 a 


31 


19 


9 


B7 


APVYRRLQL 


360 


191 


HCV 3 a 


31 


19 


9 


B8 


APVYRRLQL 


16 


192 


HCV 3 a 


31 


24 


10 


A24 


RLQLdQGGAL 


12 


193 


HCV 3 a 


31 


18 


10 


A24 


RAPVyRRLQL 


12 


194 


HCV 3 a 


31 


26 


10 


Al 


QLDQgGALRY 


125 


195 


HCV 3a 


31 


26 


9 


Al 


QLDQGGALR 


10 


196 


HCV 3 a 


32 


37 


9 


Al 


LGEPCHAER 


45 


197 


HCV 3 a 


32 


37 


10 


Al 


LGEPcHAERR 


22, 5 


198 


HCV 3 a 


32 


56 


10 


A_0201 


LVPGgLLCGV 


23, 8 


199 


HCV 3a 


32 


60 


9 


A_0201 


GLLCGWRA 


42,28 


200 


HCV 3a 


32 


53 


9 


A24 


RYRLVPGGL 


560 


201 


HCV 3 a 


32 


53 


10 


A24 


RYRLvP GGLL 


400 


202 


HCV 3a 


32 


68 


10 


B7 


AGQT C PGGDL 


18 


203 


HCV 3 a 


32 


17 


9 


B7 


GPTRVRCPL 


120 


204 


HCV 3 a 


33 








no hits 
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205 


HCV 


3a 


34 


4 


9 


B_3501 


RPPSVGPPL 


40 


206 


HCV 


3a 


35 


50 


9 


Al 


IAEFSNCHK 


18 


207 


HCV 


3a 


35 


44 


10 


Al 


CSEGhRIAEF 


27 


208 


HCV 


3a 


35 


30 


9 


B7 


QPRFTNALC 


20 


209 


HCV 


3a 


35 


45 


9 


B_4403 


SEGHRIAEF 


80 


210 


HCV 


3a 


35 


19 


9 


B_4403 


DEQAHRIRI 


LL 2 


211 


HCV 


3a 


35 


51 


10 


B_4403 


AEFSilCHKPA 


12 


212 


HCV 


3a 


35 


45 


10 


B_4403 


SEGHrlAEFS 


12 


213 


HCV 


3a 


36 








no hits 




214 


HCV 


3a 


37 


33 


10 


B7 


CASGkllSVL 


12 


215 


HCV 


3a 


37 


34 


9 


B7 


ASGKTISVL 


12 


216 


HCV 


3a 


37 


16 


10 


B_4403 


EEKNnSAGRF 


60 


217 


HCV 


3a 


38 


15 


10 


Al 


GLELrLLVHR 


18 


218 


HCV 


3a 


38 


15 


10 


A3 


GLELrLLVHR 


18 


219 


HCV 


3a 


38 


11 


10 


B7 


TGRSgLELRL 


40 


220 


HCV 


3a 


38 


8 


9 


B7 


RGRTGRSGL 


60 


221 


HCV 


3a 


38 


13 


9 


B_3501 


RSGLELRLL 


15 
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No. 


Strain 


ORF 


Start 


AA 


HLA 


Peptide sequence 


Score 


1 


HCV 3a 


1 








no hits 




2 


HCV 3 a 


2 


1 


9 


A„0201 


MWEHLQSV 


97 .561 


3 


HCV 3 a 


2 


7 


9 


B_3501 


QSVEGNLPL 


10.000 


4 


HCV 3a 


3 


15 


9 


A_0201 


FLLLSTTRC 


84.555 


5 


HCV 3a 


3 


8 


9 


A_0201 


AEWADGQFD 


18.962 


6 


HCV 3a 


3 


54 


9 


B7 


QVRIARFSL 


300 .000 


7 


HCV 3a 


3 


28 


9 


B7 


GPRVRHRAA 


20.000 


8 


HCV 3 a 


3 


34 


9 


B7 


RAADHALLL 


12.000 


9 


HCV 3 a 


3 


28 


9 


B8 


GPRVRHRAA 


16.000 


10 


HCV 3a 


3 


34 


9 


B„3501 


RAADHALLL 


12.000 


11 


HCV 3a 


3 


8 


10 


A_0201 


AEWAdGQFLL 


19.996 


12 


HCV 3 a 


3 


53 


10 


A_0201 


TQVRiARFSL 


12.562 


13 


HCV 3a 


3 


48 


10 


B7 


GPRVaTQVRI 


80.000 


14 


HCV 3 a 


3 


48 


10 


B_3501 


GPRVaTQVRI 


24.000 


15 


HCV 3 a 


3 


8 


10 


B_4403 


AEWAdGQFLL 


12.000 


16 


HCV 3 a 


4 


32 


9 


A_0201 


ILGRFLETL 


155.527 


17 


HCV 3 a 


4 


6 


9 


A__02 01 


YIIRSFPAV 


83 .584 


18 


HCV 3 a 


4 


20 


9 


A3 


WWPSPDRK 


15.000 


19 


HCV 3 a 


4 


22 


9 


B_3501 


WPSPDRKGW 


15.000 


20 


HCV 3 a 


4 


39 


10 


A_02 01 


TLCShRELGV 


69.552 


21 


HCV 3 a 


4 


31 


10 


A_0201 


RILGrFLETL 


46.544 


22 


HCV 3a 


4 


31 


10 


A24 


RILGrFLETL 


12.000 


23 


HCV 3 a 


4 


24 


10 


B7 


SPDRkGWRIL 


24.000 


24 


HCV 3 a 


5 


2 


9 


A24 


RPMRLASGL 


14.400 


25 


HCV 3 a 


5 


2 


9 


B7 


RPMRLASGL 


240.000 


26 


HCV 3 a 


5 


2 


9 


B_3501 


RPMRLASGL 


40.000 


27 


HCV 3 a 


6 


30 


9 


B7 


QPYRESDLL 


80.000 


28 


HCV 3a 


6 


30 


9 


B_3501 


Q PYRES DLL 


30.000 


29 


HCV 3 a 


6 


9 


10 


A_02 01 


GQHRnlWFWL 


117.457 


30 


HCV 3 a 


6 


"~~23 


fo" 


"Visoi" 


RSYRvGIQPY 


2U.UUU 


31 


HCV 3 a 


7 


1 


9 


B_4403 


MEVPHSAHF 


160.000 


32 


HCV 3a 


8 


33 


9 


B7 


QPGERWHNL 


80.000 


33 


HCV 3 a 


8 


15 


9 


B7 


HAVPPPHAL 


18.000 


34 


HCV 3 a 


8 


33 


9 


B8 


QPGERWHNL 


24.000 


35 


HCV 3 a 


8 


33 


9 


B_3501 


QPGERWHNL 


40.000 


36 


HCV 3 a 


8 


30 


9 


B„44 03 


NEGQPGERW 


12.000 


37 


HCV 3 a 


8 


17 


10 


B7 


VPPPhALVSL 


80.000 


38 


HCV 3a 


8 


17 


10 


B_3501 


VPPPhALVSL 


20.000 


39 


HCV 3 a 


9 








no hits 




40 


HCV 3 a 


10 


28 


9 


A_0201 


LQQSKDFFL 


117.457 


41 


HCV 3 a 


10 


44 


9 


A_0201 


SLLDVRGGL 


42.129 


42 


HCV 3 a 


10 


1 


9 


A_0201 


MLVPEGLKL 


36.316 


43 


HCV 3 a 


10 


2 


9 


A_0201 


LVPEGLKLL 


29. 965 


44 


HCV 3a 


10 


14 


9 


A24 


SYYGLNDSL 


240.000 


45 


HCV 3 a 


10 


15 


9 


A24 


YYGLNDSLL 


200.000 


46 


HCV 3 a 


10 


44 


9 


A24 


SLLDVRGGL 


10.080 


47 


HCV 3a 


10 


8 


9 


A3 


KLLPVGSYY 


40.500 
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48 


HCV 


3a 


10 


10 


9 


B7 


LPVGSYYGL 


80.000 


49 


HCV 


3a 


10 


38 


9 


B7 


LVGYCLSLL 


20.000 


50 


HCV 


3a 


10 


2 


9 


B7 


LVPEGLKLL 


20.000 


51 


HCV 


3a 


10 


30 


9 


B_3501 


QSKDFFLEL 


30.000 


52 


HCV 


3a 


10 


10 


9 


B_3501 


LPVGSYYGL 


20.000 


53 


HCV 


3a 


10 


27 


10 


A_0201 


SLQQsKDFFL 


681.461 


54 


HCV 


3a 


10 


1 


10 


A_0201 


MLVPeGLKLL 


83 .527 


55 


HCV 


3a 


10 


9 


10 


A_0201 


LLPVgSYYGL 


54.474 


56 


HCV 


3a 


10 


29 


10 


A_0201 


QQSKdFFLEL 


15.638 


57 


HCV 


3a 


10 


15 


10 


A24 


YYGLnDSLLL 


200.000 


58 


HCV 


3a 


10 


14 


10 


A24 


SYYGLNDSLL 


200.000 


59 


HCV 


3a 


10 


34 


10 


A24 


FFLELVGYCL 


50.400 


60 


HCV 


3a 


10 


23 


10 


A3 


LLGGsLQQSK 


30.000 


61 


HCV 


3a 


10 


6 


10 


A3 


GLKL1PVGSY 


16.200 


62 


HCV 


3a 


10 


32 


10 


B_4403 


KDFFLELVGY 


22.500 


63 


HCV 


3a 


10 


15 


10 


A24 


YYGLnDSLLL 


200.000 


64 


HCV 


3a 


10 


14 


10 


A24 


SYYGLNDSLL 


200.000 


65 


HCV 


3a 


10 


34 


10 


A24 


FFLE1VGYCL 


50.400 


66 


HCV 


3 a 


10 


23 


10 


A3 


LLGGsLQQSK 


30.000 


67 


HCV 


3a 


10 


6 


10 


A3 


GLKLLPVGSY 


16.200 


68 


HCV 


3a 


10 


32 


10 


B_4403 


KDFF 1ELVGY 


22.500 


69 


HCV 


3a 










no hits 




70 


HCV 


3a 


12 


27 


9 


A_0201 


RAQGHFFDV 


10.645 


71 


HCV 


3a 


12 


25 


9 


A24 


TFRAQGHFF 


10. 000 


72 


HCV 


3a 


12 


6 


9 


B_3501 


VPPPLEQGY 


40.000 


73 


HCV 


3a 


12 


15 


10 


A24 


RYSLtVEGDL 


560.000 


74 


HCV 


3a 


12 


1 


10 


B7 


MAKDk VP PPL 


12.000 



75 


HCV 


3a 


12 


1 


10 


B8 


MAKDk VP PPL 


24.000 


76 


HCV 


3a 


12 


1 


10 


B_3501 


MAKDkVP P PL 


18.000 


77 


HCV 


3a 


13 


14 


9 


B7 


GATPVREKL 


18.000 


78 


HCV 


3a 


13 


19 


9 


B_4403 


REKLTVGGI 


12.000 


79 


HCV 


3a 


13 


9 


10 


A_0201 


IVCPpGATPV 


10.346 


80 


HCV 


3a 


14 


5 


10 


A3 


YLIALWNSRR 


18.000 


81 


HCV 


3a 


15 


32 


9 


B7 


APSRDDIGI 


24.000 


82 


HCV 


3a" 




' i 


' ~ 9 


' B7 


MPRRAHNRT 


20.000 


83 


HCV 


3a 


15 


32 


9 


B„3501 


APSRDDIGI 


12.000 


84 


HCV 


3a 


15 


29 


10 


B7 


VPPApSRDDI 


12 .000 


85 


HCV 


3a 


15 


36 


10 


B_4403 


DDI G i AGNQ V 


16.875 


86 


HCV 


3a 


16 


16 


9 


B7 


SPRNPPHCC 


30.000 


87 


HCV 


3a 


16 


3 


9 


B8 


GARERSRTC 


24 .000 


88 


HCV 


3a 


16 


16 


10 


B7 


SPRNpPHCCT 


30.000 


89 


HCV 


3a 


17 


43 


9 


B_4403 


CEIDCTWVM 


30.000 


90 


HCV 


3a 


17 


35 


9 


B_4403 


HEHPHLEQC 


12.000 


91 


HCV 


3a 


17 


50 


9 


A„0201 


VMPKPVWIV 


603.952 


92 


HCV 


3a 


17 


2 


9 


A_0201 


QQWMLLAAV 


134.619 


93 


HCV 


3a 


17 


4 


9 


A_0201 


WMLLAAVTI 


128.242 


94 


HCV 


3a 


17 


49 


9 


A_0201 


WVMPKPVWI 


85.454 


95 


HCV 


3a 


17 


56 


9 


A_0201 


WIVDHAAGC 


12.883 


96 


HCV 


3a 


17 


32 


9 


B7 


EPTHEHPHL 


80.000 


97 


HCV 


3a 


17 


71 


9 


B7 


TPAVCGLRM 


20.000 


98 


HCV 


3a 


17 


67 


9 


B7 


GPRTTPAVC 


20.000 


99 


HCV 


3a 


17 


23 


9 


B7 


VASGGKPVL 


12.000 
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100 


HCV 3 a 


17 


71 


9 


B_3501 


TPAVCGLRM 


101 


HCV 3 a 


17 


32 


9 


B_3501 


EPTHEHPHL 


102 


HCV 3 a 


17 


37 


9 


B__3501 


HPHLEQCEI 


103 


HCV 3 a 


17 


43 


9 


B_4403 


CEIDCTWVM 


104 


HCV 3 a 


17 


35 


9 


B_4403 


HEHPHLEQC 


105 


HCV 3 a 


17 


44 


10 


Al 


EIDCtWVMPK 


106 


HCV 3 a 


17 


49 


10 


A_0201 


WVMPkPVWIV 


107 


HCV 3 a 


17 


6 


10 


A_0201 


LLAAvTIFDI 


108 


HCV 3 a 


17 


1 


10 


A_02 01 


MQQWmLLAAV 


109 


HCV 3 a 


17 


41 


10 


A„0201 


EQCEiDCTWV 


110 


HCV 3 a 


17 


44 


10 


A3 


EIDCtWVMPK 


111 


HCV 3 a 


17 


9 


10 


B7 


AVTIFDIAAL 


112 


HCV 3 a 


17 


71 


10 


B_3501 


TPAVc GLRMF 


113 


HCV 3 a 


17 


40 


10 


B_4403 


LEQCelDCTW 


114 


HCV 3 a 


18 


4 


9 


A_0201 


KQPSYEPGV 


115 


HCV 3a 


18 


32 


9 


A_0201 


NQLQFLLGA 


116 


HCV 3 a 


18 


15 


9 


A_0201 


LITVQGSAV 


117 


HCV 3 a 


18 


30 


9 


A__0201 


GVNQLQFLL 


118 


HCV 3 a 


18 


7 


9 


A24 


SYEPGVYGL 


119 


HCV 3 a 


18 


36 


9 


A3 


FLLGAHTKK 


120 


HCV 3a 


18 


30 


9 


B7 


GVNQLQFLL 


121 


HCV 3 a 


18 


5 


9 


B_3 501 


QPSYEPGVY 


122 


HCV 3 a 


18 


44 


9 


B_3501 


KASKPSGGM 


123 


HCV 3 a 


18 


36 


10 


A_0201 


FLLGaHTKKA 


124 


HCV 3 a 


18 


14 


10 


A_02 01 


GLITvQGSAV 


125 


HCV 3 a 


18 


28 


10 


A_0201 


AIGVnQLQFL 


126 


HCV 3 a 


18 


7 


10 


A24 


SYEPgVYGLI 


127 


HCV 3 a 


18 


25 


10 


B7 


VPRAi GVNQL 


128 


HCV 3 a 


18 


28 


10 


B7 


AIGVnQLQFL 


129 


HCV 3a 


18 


25 


10 


B8 


VPRAi GVNQL 


130 


HCV 3 a 


18 


25 


10 


B_3501 


VPRAi GVNQL 


131 


HCV 3 a 


19 


10 


9 


A3 


GLGHPQDVR 


132 


HCV 3 a 


19 


2 


10 


B7 


GPGYyVEQGL 


133 


HCV 3 a 


19 


2 


10 


B_3501 


GPGYyVEQGL 


"134 


" HCV 3 a " 


"20~* 


34 


~9 


~A24" 


"ryaagcvqn 


135 


HCV 3 a 


20 


39 


9 


B7 


CVQNDVIGL 


13 6 


HCV 3 a 


20 


23 


9 


B7 


PARGYIWL 


137 


HCV 3 a 


20 


22 


10 


B7 


GPARgYIWL 


138 


HCV 3 a 


20 


22 


10 


B_3501 


GPARgYIWL 


139 


HCV 3 a 


21 


65 


9 


A_0201 


LITIEGPRV 


140 


HCV 3a 


21 


83 


9 


A_0201 


ALTRLGDRL 


141 


HCV 3 a 


21 


57 


9 


B7 


EPPCPPAAL 


142 


HCV 3a 


21 


79 


9 


B7 


GPASALTRL 


143 


HCV 3 a 


21 


83 


9 


B7 


ALTRLGDRL 


144 


HCV 3 a 


21 


57 


9 


B_3501 


EPPCPPAAL 


145 


HCV 3 a 


21 


79 


9 


B_3501 


GPASALTRL 


146 


HCV 3 a 


21 


68 


9 


B_4403 


IEGPRVPGL 


147 


HCV 3 a 


21 


14 


9 


B_4403 


DERDVPHEV 


148 


HCV 3a 


21 


64 


10 


A_0201 


ALlTiEGPRV 


149 


HCV 3 a 


21 


75 


10 


A_0201 


GLSPgPASAL 


150 


HCV 3a 


21 


86 


10 


A_0201 


RLGDrLSSSA 


151 


HCV 3 a 


21 


43 


10 


A_02 01 


VIWApRWTGA 



40. 000 
30.000 
12.000 
30.000 
12.000 
50.000 
732.572 
236.595 
27.573 
11.926 
10.800 
60.000 
20.000 
12.000 
24.681 
16.289 
16.258 
10.841 
360.000 
45 .000 
20. 000 
60.000 
12.000 
84.555 
69.552 
37.157 
126.000 
800.000 
12.000 
16.000 
60.000 
18.000 
80.000 
20.000 
"10 . 00 0" 
20.000 
12.000 
80.000 
20.000 
16.258 
10.468 
120.000 
80.000 
12.000 
20.000 
20.000 
24.000 
18 .000 
69 .552 
21.362 
20 .369 
16.386 
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152 


HOT 3a 


21 


82 


153 


HCV 3a 


21 


57 


154 


HOT 3 a 


21 


68 


155 


HCV 3a 


22 


14 


156 


HCV 3a 


22 


5 


157 


HCV 3a 


22 


15 


158 


HCV 3 a 


22 


13 


159 


HCV 3a 


23 


2 


160 


HCV 3a 


23 


1 


161 


HCV 3 a 


23 


8 


162 


HCV 3a 


24 


42 


163 


HCV 3 a 


24 


35 


164 


HCV 3a 


24 


53 


165 


HCV 3 a 


24 


53 


166 


HCV 3 a 


24 


26 


167 


HCV 3a 


24 


23 


168 


HCV 3 a 


24 


34 


169 


HCV 3a 


24 


9 


170 


HCV 3 a 


24 


35 


171 


HCV 3 a 


24 


30 


172 


HCV 3 a 


25 




173 


HCV 3 a 


26 




174 


HCV 3a 


27 




175 


HCV 3a 


28 


3 


176 


HCV 3 a 


29 


17 


177 


HCV 3a 


29 


19 


178 


HCV 3 a 


29 


30 


179 


HCV 3a 


29 


30 


180 


HCV 3 a 


29 


16 


181 


HCV 3a 


29 


18 


182 


HCV 3 a 


30 


5 


183 


HCV 3 a 


30 


12 


184 


HCV 3 a 


31 


16 


185 


HCV 3 a 


31 


8 


186 


HCV 3 a 


" 31 " 


" 15 


187 


HCV 3 a 


31 


8 


188 


HCV 3 a 


31 


4 


189 


HCV 3 a 


32 


41 


190 


HCV 3 a 


32 


23 


191 


HCV 3 a 


32 


11 


192 


HCV 3 a 


32 


10 


193 


HCV 3 a 


33 




194 


HCV 3 a 


34 


19 


195 


HCV 3 a 


34 


20 


196 


HCV 3 a 


34 


7 


197 


HCV 3a 


35 




198 


HCV 3 a 


36 




199 


HCV 3a 


37 


27 


200 


HCV 3 a 


37 


27 


201 


HCV 3 a 


37 


10 


202 


HCV 3a 


37 


25 


203 


HCV 3 a 


37 


3 
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1 0 


R7 


SALTrLGDRL 

K-f All! J- -J— * 1 V — J 1 * Am \ 1 1 


12.000 


10 


B7 


EPPCpPAALI 


12.000 


10 


B 4403 


lEGPrVPGLS 


12.000 


9 


A 0201 


QGSDPWWSV 


23.734 


9 


B_3501 


FPREDRSSS 


18.000 


10 


Al 


GSDPwWSVAS 

> ■ » K/ ^mf mm* WW W m ■ W ^ * * ■ ' 


15.000 


10 

ml. \J 


A 0201 


SOGSdPWWSV 


89.910 


g 


A 0201 

X* W *mm \J —U 


SMTLSRTPL 


15.428 


10 


B7 

J — * / 


MSMTL SRTPL 


18. 000 


10 


B 3501 


TPLPcrRGAPW 


10.000 


q 


A 0201 


OLWHNPEIj 


21.362 


9 


B7 


WRHIHGQL 


200.000 


q 


R7 


GPTVEDCSL 


80.000 


9 


B 3501 


GPTVEDCSL 


30.000 


9 


B 44U J 


Ill!jLiJriiJljK.ir V 


1 2 000 

ml- 4mJ * \J V** \J 


10 


Al 


SSEEeGPAER 


27.000 


10 


B7 


VWRhIHGQL 


20.000 


10 


B7 


TPRThWNRPA 


20.000 


10 


B7 


WRHiHGQLV 


10.000 


10 


B_4403 


AERPvWRHI 


72 . 000 



no hits 
no hits 
no hits 



9 


A_0201 


KVYWVRWCT 


54.772 


9 


A_02 01 


LLLPRKDSV 


214 .366 


9 


B7 


LPRKDSVST 


20.000 


9 


B7 


RPPATRPCI 


12.000 


9 


B_3501 


RPPATRPCI 


16.000 


10 


A_0201 


RLLLpRKDSV 


126.098 


10 


A w 0201 


LLPRkDSVST 


12.668 


9 


A_0201 


YLGPYGHDV 


319 . 939 


9 


B7 


DVGCGKPHL 


20.000 


9 


B7 


WNRSVWHQL 


40.000 


9 


B_3501 


RPRETYRRW 


120.000 


10 " 


A24 " 


RWNRSVWHQL 


16.800 


10 


B_3501 


RPREtYRRWN 


24 .000 


10 


B_3501 


RSNPrPRETY 


20.000 


9 


B_4403 


EELNCQRKM 


12.000 


10 


B7 


RCRSgHEGIL 


40.000 


10 


B7 


VPRKrPGPLC 


30.000 


10 


B7 


LVPRkRPGPL 


20.000 






no hits 




9 


B_3501 


RAPHHTGCM 


12 .000 


9 


B_3501 


APHHTGCMW 


10 .000 


10 


A_0201 


GMDSrPCSGV 


20.093 






no hits 








no hits 




9 


Al 


RAEPRTGLR 


90 .000 


10 


Al 


RAEPrTGLRS 


45 .000 


10 


Al 


ATLPtRSPHY 


25.000 


10 


B7 


GTRAe'PRTGL 


90 -000 


10 


B7 


GSRAgTGATL 


40 .000 
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204 


HCV 3a 


37 


29 


10 


B7 


EPRTgLRSDA 


205 


HCV 3a 


37 


3 


10 


B_3501 


GSRAgTGATL 


206 


HCV 3a 


37 


10 


10 


B_4403 


ATLPtRSPHY 


207 


HCV 3 a 


38 


8 


9 


Al 


GLEAARHSY 


208 


HCV 3a 


38 


8 


9 


A3 


GLEAARHSY 


209 


HCV 3 a 


38 


1 


9 


B7 


MALPGGGGL 


210 


HCV 3a 


39 








no hits 


211 


HCV 3 a 


40 


26 


9 


A_0201 


LVLVRTAQL 


212 


HCV 3 a 


40 


11 


9 


A_0201 


QMDKSNWPA 


213 


HCV 3a 


40 


20 


9 


A24 


RGSGVSLVL 


214 


HCV 3 a 


40 


27 


9 


A3 


VLVRTAQLK 


215 


HCV 3 a 


40 


26 


9 


B7 


LVLVRTAQL 


216 


HCV 3 a 


40 


18 


9 


B7 


PARGSGVSL 


217 


HCV 3 a 


40 


10 


10 


A_0201 


NQMDkSNWPA 


218 


HCV 3a 


40 


25 


10 


A_0201 


SLVLvRTAQL 


219 


HCV 3 a 


40 


27 


10 


A3 


VLVRtAQLKR 


220 


HCV 3a 


40 


17 


10 


B7 


WPARgSGVSL 


221 


HCV 3 a 


40 


3 


10 


B7 


FPPTpTVNQM 


222 


HCV 3 a 


40 


3 


10 


B_3501 


FPPTpTVNQM 


223 


HCV 3 a 


40 


17 


10 


B_3501 


WPARgSGVSL 


224 


HCV 3 a 


41 


1 


9 


A_0201 


MIAGKSSGV 


225 


HCV 3a 


42 


19 


9 


A_0201 


MMMLPNQEL 


226 


HCV 3 a 


42 


20 


9 


A_0201 


MMLFNQELT 


227 


HCV 3 a 


42 


7 


9 


A_0201 


IITMRTQMV 


228 


HCV 3 a 


42 


14 


9 


B7 


MVGAYMMML 


229 


HCV 3a 


42 


19 


9 


B7 


MMMLPNQEL 


230 


HCV 3 a 


42 


1 


9 


B_4403 


MEKKCVIIT 


231 


HCV 3 a 


42 


21 


10 


A„0201 


MLPNqELTGV 


232 


HCV 3a 


42 


13 


10 


A_0201 


YMMM1PNQEL 


233 


HCV 3 a 


42 


13 


10 


A_0201 


QMVGaYMMML 


234 


HCV 3 a 


42 


19 


10 


A„0201 


MMMLpNQELT 


235 


HCV 3 a 


42 


6 


10 


A__02 01 


VIITmRTQMV 


236 


HCV 3 a 


42 


13 


10 


A3 


QMVGaYMMML 


237 


HCV 3 a 


42 


18 


10 


B7 


YMMMLPNQEL 


238 


HCV 3 a 


43 


13 


9 


KJ02 01 " 


VSYENPKGV 


239 


HCV 3 a 


43 


14 


9 


A24 


SYENPKGVF 


240 


HCV 3 a 


43 


20 


9 


B7 


GVFFEVHIL 


241 


HCV 3 a 


43 


17 


9 


B_3501 


NPKGVFFEV 


242 


HCV 3 a 


43 


15 


9 


B„4403 


YENPKGVFF 


243 


HCV 3a 


43 


7 


9 


B__4403 


VESKQRVSY 


244 


HCV 3 a 


43 


6 


10 


Al 


TVESkQRVSY 


245 


HCV 3 a 


43 


14 


10 


A24 


SYENpKGVFF 


246 


HCV 3a 


43 


19 


10 


A24 


KGVFf EVHIL 


247 


HCV 3 a 


43 


13 


10 


B_3501 


VSYEnPKGVF 


248 


HCV 3 a 


44 


16 


9 


A_J)201 


SQTERIWLM 


249 


HCV 3a 


44 


35 


9 


A_0201 


ALYPNFDRA 


250 


HCV 3 a 


44 


1 


9 


A_0201 


MMWGIGW 


251 


HCV 3 a 


44 


29 


9 


B_4403 


KERTSFALY 


252 


HCV 3 a 


44 


1 


10 


A_0201 


MMWglGVW 


253 


HCV 3 a 


44 


26 


10 


A_0201 


LLDKeRTSFA 


254 


HCV 3a 


44 


20 


10 


A3 


RIWLmALLDK 


255 


HCV 3 a 


44 


14 


10 


B_3501 


KSSQtERIWL 



PCT/EP2003/008112 



30.000 
15.000 
24.000 
45.000 
12.000 
12.000 

11 .757 
10.764 
11.200 
30.000 
20.000 
12.000 
57.308 
21.362 
12.000 
80.000 
20.000 
40.000 
20.000 
16.258 
97.045 
16.588 
16.258 
20.000 
18.000 
12.000 
271.948 
262.591 
35.485 
16.588 
16.258 
12.150 
18.000 
" '10.126 
150.000 
20.000 
12.000 
120.000 
120.000 
90.000 
150.000 
12.000 
10.000 
35.624 
14.801 
10.468 
120.000 
35.012 
18.580 
30.000 
15.000 
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256 


HCV 3a 


44 


15 


10 


B_3 501 


SSQTeRIWLM 


257 


HCV 3a 


45 


7 


9 


A__0201 


FTLDARSFT 


258 


HCV 3a 


45 


1 


9 


A_0201 


MVSMRAFTL 


259 


HCV 3 a 


45 


13 


9 


A24 


SFTSFNTVL 


260 


HCV 3a 


45 


6 


9 


A24 


AFTLDARSF 


261 


HCV 3a 


45 


1 


9 


B7 


MVSMRAFTL 


262 


HCV 3a 


45 


9 


9 


B_4403 


LDARSFTSF 


263 


HCV 3a 


45 


12 


10 


B_3501 


RSFTsFNTVL 


264 


HCV 3a 


46 


35 


9 


Al 


TVDQESQLK 


265 


HCV 3 a 


46 


27 


9 


A_O2 01 


TLCSSLSLT 


266 


HCV 3 a 


46 


101 


9 


B7 


SARNAADTL 


267 


HCV 3a 


46 


64 


9 


B7 


SPPGEGGTL 


268 


HCV 3a 


46 


78 


9 


B7 


CVSTPEEEL 


269 


HCV 3 a 


46 


101 


9 


B8 


SARNAADTL 


270 


HCV 3 a 


46 


64 


9 


B_3501 


SPPGEGGTL 


271 


HCV 3 a 


46 


84 


9 


B__4403 


EELFSSCGF 


272 


HCV 3 a 


46 


56 


9 


B_4403 


DEHDSESDS 


273 


HCV 3 a 


46 


8 


10 


A_0201 


ALHG Vl RAP V 


274 


HCV 3a 


46 


27 


10 


A_0201 


TLCSSLSLTV 


275 


HCV 3 a 


46 


33 


10 


A_0201 


SLTVdQESQL 


276 


HCV 3a 


46 


70 


10 


A_0201 


GTLEvVLDCV 


277 


HCV 3 a 


46 


19 


10 


A24 


EYDIeQQTTL 


278 


HCV 3 a 


46 


46 


10 


B7 


SPGSpSRGGM 


279 


HCV 3 a 


46 


100 


10 


B7 


ASARnAADTL 


280 


HCV 3 a 


46 


46 


10 


B_3501 


SPGSpSRGGM 


281 


HCV 3 a 


46 


83 


10 


B_4403 


EEELf SSCGF 


282 


HCV 3 a 


47 


2 


10 


A3 


LLPIsCRHNK 


283 


HCV 3 a 


47 


3 


10 


B7 


LPISCRHNKL 


284 


HCV 3a 


47 


6 


10 


B8 


SCRHnKLAFT 


285 


HCV 3 a 


47 


3 


10 


B8 


LPISCRHNKL 


286 


HCV 3 a 


47 


3 


10 


B„3501 


LPISCRHNKL 


287 


HCV 3 a 


48 


11 


9 


B7 


HVRGPASRM 


288 


HCV 3 a 


48 


14 


9 


B_3501 


GPASRMDPF 


289 


HCV 3 a 


48 


3 


10 


A„0201 


KVPChMLAHV 


290 


HCV 3 a 


48 " 




"lb 


B_35~6l 


' GPASrMDPFF 


291 


HCV 3 a 


49 


10 


9 


A_0201 


IILAESHDL 


292 


HCV 3 a 


49 


29 


9 


A_0201 


QMIRSQSSL 


293 


HCV 3 a 


49 


32 


9 


A24 


RSQSSLQGL 


294 


HCV 3 a 


49 


11 


9 


A3 


ILAESHDLK 


295 


HCV 3 a 


49 


4 


9 


B7 


SPGSAGIIL 


296 


HCV 3 a 


49 


4 


9 


B_3501 


SPGSAGIIL 


297 


HCV 3 a 


49 


32 


9 


B_3501 


RSQSSLQGL 


298 


HCV 3 a 


49 


28 


10 


B7 


SQMIrSQSSL 


299 


HCV 3 a 


50 


123 


9 


Al 


VTEAVNAIR 


300 


HCV 3 a 


50 


104 


9 


Al 


ATHPPSMLK 


301 


HCV 3 a 


50 


47 


9 


Al 


GSSPPMILK 


302 


HCV 3 a 


50 


109 


9 


A_0201 


SMLKNIVWL 


303 


HCV 3a 


50 


95 


9 


A_0201 


ELWGPAKWV 


304 


HCV 3 a 


50 


110 


9 


A_0201 


MLKNIVWLV 


305 


HCV 3a 


50 


148 


9 


A_02 01 


WIPLTKFHI 


306 


HCV 3 a 


50 


122 


9 


A_0201 


LVTEAVNAI 


307 


HCV 3 a 


50 


116 


9 


A„0201 


WLWRGLVT 



PCT/EP2003/008112 



10.000 
39.723 
18.430 
20.000 
10.000 
20.000 
15.000 
10 . 000 
10. 000 
17.140 
120.000 
80.000 
30.000 
16.000 
30.000 
80.000 
12.000 
69.552 
69.552 
21.362 
16.515 
200.000 
30.000 
12 .000 
40.000 
40.000 
20.000 
80.000 
16.000 
16.000 
20.000 
75.000 
20.000 
48.991 

"20 row 

18.476 
15.428 
14.400 
30.000 
80.000 
20.000 
10.000 
12.000 
45.000 
25.000 
15.000 
722.126 
238.129 
71.386 
38.273 
14.634 
14.054 
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308 


HCV 3a 


50 


161 


9 


A_0201 


KASSFCQLV 


12.848 


309 


HCV 3 a 


50 


19 


9 


A_0201 


SMAAHITPT 


12.379 


310 


HCV 3a 


50 


114 


9 


A__0201 


IVWLWRGL 


12.132 


311 


HCV 3a 


50 


74 


9 


A_0201 


TLPRPIPPM 


11.426 


312 


HCV 3 a 


50 


174 


9 


A_0201 


SMTACCWVA 


11.033 


313 


HCV 3a 


50 


188 


9 


A_0201 


RTFSLNWWA 


10.531 


314 


HCV 3 a 


50 


146 


9 


A24 


RYWIPLTKF 


220.000 


315 


HCV 3 a 


50 


129 


9 


B7 


AIRDATAGL 


120. 000 


316 


HCV 3 a 


50 


143 


9 


B7 


RPARYWIPL 


80.000 


317 


HCV 3a 


50 


62 


9 


B7 


TPAPYPARM 


20 . 000 


318 


HCV 3 a 


50 


75 


9 


B7 


LPRPIPPMA 


20 . 000 


319 


HCV 3 a 


50 


114 


9 


B7 


IVWLWRGL 


20. 000 


320 


HCV 3 a 


50 


103 


9 


B7 


VATHPPSML 


18.000 


321 


HCV 3a 


50 


27 


9 


B7 


TTRAPGDSM 


15.000 


322 


HCV 3a 


50 


67 


9 


B7 


PARMSSKTL 


12.000 


323 


HCV 3 a 


50 


143 


9 


B_3501 


RPARYWIPL 


40.000 


324 


HCV 3 a 


50 


62 


9 


B_3501 


TPAPYPARM 


40.000 


325 


HCV 3 a 


50 


186 


9 


B_3501 


NPRTFSLNW 


30.000 


326 


HCV 3a 


50 


58 


9 


B_3501 


KAPETPAPY 


24.000 


327 


HCV 3 a 


50 


94 


9 


B_4403 


EELWGPAKW 


36.000 


328 


HCV 3 a 


50 


141 


9 


B_4403 


VERPARYWI 


12 .000 


329 


HCV 3 a 


50 


109 


10 


A_0201 


SMLKnIWLV 


3 .206 .057 


330 


HCV 3 a 


50 


157 


10 


A„0201 


CLCQkASSFC 


27.324 



331 


HCV 3 a 


50 


121 


10 


A_0201 


GLVTeAVNAI 


23.995 


332 


HCV 3 a 


50 


114 


10 


A_0201 


IVWLvVRGLV 


11.163 


333 


HCV 3 a 


50 


87 


10 


A24 


KPLTtNAEEL 


13 .200 


334 


HCV 3 a 


50 


45 


10 


B7 


AVGSsPPMIL 


90.000 


335 


HCV 3 a 


50 


66 


10 


B7 


YPARmSSKTL 


80.000 


336 


HCV 3 a 


50 


87 


10 


B7 


KPLTtNAEEL 


80 .000 


337 


HCV 3 a 


50 


149 


10 


B7 


IPLTkFHICL 


80.000 


338 


HCV 3 a 


50 


80 


10 


B7 


PPMAaPAKPL 


36 .000 


339 


HCV 3 a 


50 


75 


10 


B7 


LPRPiPPMAA 


30 .000 


340 


HCV 3a 


50 


102 


10 


B7 


WVAThPPSML 


30.000 


341 


HCV 3 a 


50 


11 


10 


B7 


SPGPtCRRSM 


30.000 


342 


HCV 3 a 


50 


128 


10 


B7 


NAIRdATAGL 


1276 do" 


343 


HCV 3 a 


50 


118 


10 


B7 


WRGIVTEAV 


10.000 


344 


HCV 3 a 


50 


11 


10 


B_3501 


SPGPtCRRSM 


40.000 


345 


HCV 3 a 


50 


87 


10 


B_3501 


KPLTtNAEEL 


40. 000 


346 


HCV 3 a 


50 


186 


10 


B_3501 


NPRTf SLNWW 


30 . 000 


347 


HCV 3 a 


50 


149 


10 


B_3501 


IPLTkFHICL 


20.000 


348 


HCV 3 a 


50 


66 


10 


B_3501 


YPARmSSKTL 


20.000 


349 


HCV 3 a 


50 


163 


10 


B_3501 


SSFCqLVATM 


10.000 


350 


HCV 3 a 


50 


33 


10 


B_3501 


DSMAgNRLTM 


10. 000 


351 


HCV 3a 


50 


43 


10 


B_3501 


SSAVgSSPPM 


10. 000 


352 


HCV 3 a 


50 


93 


10 


B_4403 


AEELwGPAKW 


36.000 


353 


HCV 3 a 


50 


94 


10 


B_4403 


EELWgPAKWV 


18. 000 


354 


HCV 3 a 


50 


124 


10 


B_4403 


TEAVnAIRDA 


12 . 000 


355 


HCV 3a 


51 


6 


9 


B_4403 


CEHSSISSY 


120.000 


356 


HCV 3a 


51 


5 


10 


Al 


ACEHs SISSY 


45 . 000 


357 


HCV 3 a 


52 


3 


9 


A_0201 


AMTYFVMGC 


31-359 


358 


HCV 3 a 


52 


7 


9 


A_0201 


FVMGCDKQI 


15.537 


359 


HCV 3a 


52 


23 


9 


A24 


RYKRGVGPC 


10.000 
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360 


HCV 3a 


52 


27 


9 


B7 


GVGPCSVGL 


20.000 


361 


HCV 3a 


52 


35 


9 


B8 


LSRTRHFHV 


12.000 


362 


HCV 3a 


52 


34 


10 


A_JD201 


GLSRtRHFHV 


403.402 


363 


HCV 3a 


52 


23 


10 


A24 


RYKRgVGPCS 


14.000 


364 


HCV 3 a 


52 


26 


10 


A24 


RGVGpCSVGL 


12.000 


3 65 


HCV 3 a 


52 


15 


10 


B_3501 


ISFWtGPNRY 


10.000 


366 


HCV 3 a 


53 


21 


9 


Al 


MTESKSPVY 


225.000 


367 


HCV 3 a 


53 


20 


9 


A_0201 


SMTESKSPV 


205.951 


368 


HCV 3 a 


53 


46 


9 


A_0201 


GMTDTSRPL 


12.651 


369 


HCV 3 a 


53 


17 


9 


A3 


TLQSMTESK 


20.000 


370 


HCV 3 a 


53 


13 


9 


B_3501 


CSTATLQSM 


10.000 


371 


HCV 3 a 


53 


45 


10 


B7 


VGMTdT SRPL 


12.000 


372 


HCV 3a 


53 


23 


10 


B_3 501 


ESKSpVYPVM 


30.000 


373 


HCV 3a 


53 


9 


10 


B_3501 


KSTYc STATL 


10.000 


374 


HCV 3 a 


53 


22 


10 


B_4403 


TESKsPVYPV 


12.000 


375 


HCV 3 a 


54 


7 


9 


A_0201 


VMLPGGVRV 


315.959 


376 


HCV 3a 


54 


6 


10 


A_0201 


TVMLpGGVRV 


22.517 


377 


HCV 3 a 


54 


8 


10 


A3 


MLPGgVRVAK 


45.000 


378 


HCV 3a 


54 


12 


10 


B7 


GVRVaKTVSL 


200 . 000 


379 


HCV 3a 


54 


12 


10 


B8 


GVRVaKT VS L 


80.000 


380 


HCV 3 a 


55 


12 


9 


B_4403 


DGFSTRTVY 


13 .500 


381 


HCV 3 a 


55 


5 


10 


B_3501 


KP S VaATDGF 


40. 000 


382 


HCV 3 a 


55 


11 


10 


B_4403 


TDGFs TRTVY 


22.500 


383 


HCV 3a 


55 


2 


10 


B_4403 


KEPKpSVAAT 


12.000 


384 


HCV 3a 


56 


40 


9 


A_0201 


GLGLSKLAV 


69 .552 


385 


HCV 3 a 


56 


65 


9 


A24 


KYKSAEPQA 


10.000 


386 


HCV 3 a 


56 


45 


9 


A3 


KLAVESPLR 


12.000 


387 


HCV 3 a 


56 


33 


9 


B7 


EPLRQARGL 


80.000 


388 


HCV 3 a 


56 


8 


9 


B7 


TPLVHTAAL 


80.000 


389 


HCV 3a 


56 


2 


9 


B7 


NCRAFATPL 


40.000 


390 


HCV 3 a 


56 


2 


9 


B8 


NCRAFATPL 


16.000 


391 


HCV 3 a 


56 


8 


9 


B_3501 


TPLVHTAAL 


20.000 


392 


HCV 3a 


56 


33 


9 


B_3501 


EPLRQARGL 


20.000 


393 


HCV 3 a 


56 


58 


9 


B_3501 


TSASRVTKY 


10.000 


394 


HCV 3 a 


"56 " 


49 


~9 


Bl35~0"i 


ESPLRRAGM 


10.000 


395 


HCV 3a 


56 


58 


9 


B_4403 


TSASRVTKY 


40.500 


396 


HCV 3 a 


56 


68 


10 


Al 


SAEPqAHGSR 


90.000 


397 


HCV 3 a 


56 


56 


10 


A3 


GMT S a SRVTK 


60.000 


398 


HCV 3 a 


56 


45 


10 


A3 


KLAVeSPLRR 


24.000 


399 


HCV 3 a 


56 


37 


10 


B7 


QARG1GLSKL 


120 .000 


400 


HCV 3 a 


56 


70 


10 


B7 


EPQAhGSRDL 


80 .000 


401 


HCV 3 a 


56 


7 


10 


B7 


AT PLvHT AAL 


12.000 


402 


HCV 3 a 


56 


18 


10 


B7 


IPATcPEGHI 


12 .000 


403 


HCV 3 a 


56 


37 


10 


B8 


QARGLGLSKL 


16.000 


404 


HCV 3 a 


56 


34 


10 


B8 


PLRQaRGLGL 


16.000 


405 


HCV 3 a 


56 


70 


10 


B_3501 


EPQAhGSRDL 


20 .000 


406 


HCV 3 a 


56 


43 


10 


B_3501 


LSKLaVESPL 


15.000 


407 


HCV 3 a 


56 


57 


10 


B_4403 


MTSAsRVTKY 


20 .250 


408 


HCV 3 a 


57 


2 


9 


A_0201 


TL1SMGLNI 


10.433 


409 


HCV 3 a 


57 


21 


9 


B_3501 


RPAAAQCCI 


16 . 000 


410 


HCV 3 a 


57 


27 


9 


B_4403 


CCIGARWSY 


33 -750 


411 


HCV 3 a 


57 


16 


10 


B8 


TARS LRP AAA 


16.000 
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412 


HCV 3 a 


58 


13 


9 


Al 


ITERTSMQR 


413 


HCV 3 a 


58 


5 


9 


A_0201 


IIWKYFPPI 


414 


HCV 3a 


58 


1 


9 


A3 


MLSMIIWKY 


415 


HCV 3a 


58 


5 


10 


A„0201 


IIWKyFPPIT 


416 


HCV 3 a 


58 


8 


10 


A24 


KYFPpITERT 


417 


HCV 3a 


58 


10 


10 


B7 


FPPItERTSM 


418 


HCV 3 a 


58 


10 


10 


B_3501 


FPPItERTSM 


419 


HCV 3a 


59 


52 


9 


A24 


KTPAPRVAL 


420 


HCV 3 a 


59 


38 


9 


A3 


CLYQGDKVK 


421 


HCV 3 a 


59 


31 


9 


B7 


HIRRPIQCL 


422 


HCV 3 a 


59 


6 


9 


B7 


LPRASKGGT 


423 


HCV 3 a 


59 


47 


9 


B_3501 


KPKRAKTPA 


424 


HCV 3 a 


59 


19 


9 


B_4403 


ADSHLiHMVY 


425 


HCV 3 a 


59 


18 


10 


Al 


RADShLHMVY 


426 


HCV 3 a 


59 


59 


10 


A„0201 


ALSSpDHAYA 


427 


HCV 3 a 


59 


38 


10 


A3 


CliYQgDKVKK 


428 


HCV 3 a 


59 


24 


10 


A3 


HMVYwFHHIR 


429 


HCV 3 a 


59 


77 


10 


B7 


KARGqRPVRL 


430 


HCV 3a 


59 


77 


10 


B8 


KARGqRPVRL 


431 


HCV 3a 


59 


77 


10 


B_3501 


KARGqRPVRL 


432 


HCV 3 a 


60 


2 


9 


A_0201 


RMTNSHFSA 


433 


HCV 3 a 


60 


5 


10 


B_3501 


NSHFsAHPTM 


434 


HCV 3 a 


61 


68 


9 


A_0201 


TLNNVKLTV 


435 


HCV 3 a 


61 


66 


9 


A_02 01 


IDTLNNVKIi 


436 


HCV 3 a 


61 


51 


9 


A_0201 


QLQAAVNRC 


437 


HCV 3 a 


61 


61 


9 


B7 


NPPTNILTIj 


438 


HCV 3 a 


61 


44 


9 


B7 


SQRSPLVQL 


439 


HCV 3 a 


61 


61 


9 


B_3501 


NPPTNILTL 


440 


HCV 3 a 


61 


66 


10 


A_0201 


ILTLnNVKLT 


441 


HCV 3 a 


61 


65 


10 


A_0201 


WILT1N3WKL 


442 


HCV 3 a 


61 


6 


10 


B7 


CIRPvDSAGM 


443 


HCV 3 a 


61 


8 


10 


B_3501 


RPVDsAGMGV 


444 


HCV 3 a 


61 


40 


10 


B_3501 


RSSIsQRSPL 


445 


HCV 3 a 


62 


14 


9 


A24 


LYVASGCFL 


446 


HCV 3 a 


62 " 


"~~21 ' 


9"" 


A3 


FLKQSVGQK " 


447 


HCV 3 a 


62 


13 


10 


A_0201 


RLYVaSGCFL 


448 


HCV 3 a 


63 


9 


9 


A__0201 


VLTNPVEFI 


449 


HCV 3 a 


63 


6 


9 


B7 


APHVLTNPV 


450 


HCV 3 a 


63 


32 


9 


B_3501 


SSRNTSVSF 


451 


HCV 3 a 


63 


4 


9 


B„4403 


GEAPHVLTN 


452 


HCV 3 a 


64 


15 


9 


A_0201 


VMGLQLLSL 


453 


HCV 3 a 


64 


4 


9 


B7 


SVKGPHPCL 


454 


HCV 3 a 


64 


14 


10 


A_0201 


KVMGLQLLSL 


455 


HCV 3 a 


64 


14 


10 


A24 


KVMGLQLLSL 


456 


HCV 3 a 


64 


9 


10 


B7 


HPCLkKVMGL 


457 


HCV 3 a 


64 


14 


10 


B7 


KVMG1QLLSL 


458 


HCV 3 a 


64 


7 


10 


B7 


GPHPcLKKVM 


459 


HCV 3 a 


64 


3 


10 


B7 


ASVKgPHPCL 


460 


HCV 3a 


64 


9 


10 


B8 


HPClikKVMGL 


461 


HCV 3 a 


64 


7 


10 


B_3501 


GPHPcLKKVM 


462 


HCV 3 a 


64 


9 


10 


B_3501 


HPCLkKVMGL 


463 


HCV 3 a 


65 


15 


9 


A_0201 


LLMCHEPLV 



PCT/EP2003/008112 



11.250 
38.458 
27.000 
22.525 
16.800 
30.000 
60.000 
12 .000 
50.000 
60.000 
20.000 
12.000 
30.000 
125.000 
27.324 
100.000 
18.000 
120.000 
160.000 
18.000 
20.810 
10.000 
69.552 
36.316 
11.426 
80.000 
60.000 
20.000 
29.137 
10.868 
10.000 
16.000 
10.000 
300.000 
"187000 
375.978 
109.935 
12.000 
15.000 
14.400 
60.325 
30.000 
55.674 
12.000 
80.000 
60.000 
20.000 
18.000 
16.000 
40.000 
20.000 
437.482 
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464 


HCV 


3a 


65 


14 


9 


A_0201 


VLLrMCHEPL 


65.841 


465 


HCV 


3a 


65 


5 


9 


A_0201 


FMDSLQFRA 


38.291 


466 


HCV 


3a 


65 


8 


9 


A_0201 


SLQFRAVLLi 


21.362 


467 


HCV 


3a 


65 


22 


9 


A_02 01 


LVLTSCSFC 


15.038 


468 


HCV 


3a 


65 


16 


9 


A„0201 


LMCHEPLVIi 


10.754 


469 


HCV 


3a 


65 


19 


9 


B_4403 


HEPLVLTSC 


13.500 


470 


HCV 


3a 


65 


14 


10 


A_0201 


VLLMcHEPIA/ 


437.482 


471 


HCV 


3a 


65 


23 


10 


A_0201 


VLTSCSFCWA 


88.257 


472 


HCV 


3a 


65 


15 


10 


A_0201 


LLMChEPLVL 


55.091 


473 


HCV 


3a 


65 


5 


10 


A_0201 


FMDS1QFRAV 


35.122 


474 


HCV 


3a 


65 


16 


10 


A„0201 


LMCH e PLVLT 


21.044 


475 


HCV 


3a 


65 


29 


10 


A_0201 


FCWApTLKRL 


12.246 


476 


HCV 


3a 


65 


8 


10 


A_0201 


SLQFrAVLLM 


11.426 


477 


HCV 


3a 


65 


13 


10 


B7 


AVLLmCHEPL 


60.000 


478 


HCV 


3a 


65 


15 


10 


B7 


DLMChEPLVL 


12.000 


479 


HCV 


3a 


65 


2 


10 


B_3501 


NPVFmDSLQF 


30.000 


480 


HCV 


3a 


65 


20 


10 


B_3501 


EPLVLTSCSF 


20.000 


481 


HCV 


3a 


66 


1 


9 


A_0201 


MMIATLAQL 


60.325 


482 


HCV 


3a 


67 


8 


9 


A_0201 


IMSNKVWGT 


157 . 827 


483 


HCV 


3a 


67 


48 


9 


A„0201 


SEQLQVWTV 


23.329 


484 


HCV 


3a 


67 


30 


9 


A24 


QFIIISQAI 


12.600 


485 


HCV 


3a 


67 


43 


9 


A24 


RWPGYSEQL) 


12 . 000 


486 


HCV 


3a 


67 


24 


9 


B7 


IPRAGNQFI 


80.000 



487 HCV 3a 67 1 9 B7 MPQWAPAIM 20.000 



488 


HCV 


3a 


67 


5 


9 


B7 


APAIMSNKV 


12.000 


489 


HCV 


3a 


67 


1 


9 


B_3 501 


MPQWAPAIM 


40.000 


490 


HCV 


3a 


67 


24 


9 


B_3501 


IPRAGNQFI 


24.000 


491 


HCV 


3a 


67 


48 


9 


B__4403 


SEQLQVWTV 


24.000 


492 


HCV 


3 a 


67 


7 


10 


A_02 01 


AIMSnKVWGT 


65.398 


493 


HCV 


3a 


67 


55 


10 


A_0201 


TVWWrRGLNV 


50.512 


494 


HCV 


3a 


67 


12 


10 


A_0201 


KVWGtRRTCA 


12.628 


495 


HCV 


3a 


67 


50 


10 


A3 


QLQVwTVWWR 


36.000 


496 


HCV 


3a 


67 


61 


10 


A3 


GLNVkACPTR 


12.000 


497 


HCV 


3a 


67 


24 


10 


B7 


IPRAgNQFII 


80. 000 


498 


HCV 


3a 


"67" 


24 


icT 


" Bl35bY' 


ICPRAgNQFII "" 


"24 .000" 


499 


HCV 


3a 


67 


5 


10 


B_3501 


APAImSNKW 


10.000 


500 


HCV 


3a 


67 


48 


10 


B_4403 


SEQLqVWTVW 


54.000 


501 


HCV 


3a 


67 


22 


10 


B_4403 


TAIPrAGNQF 


15.000 


502 


HCV 


3a 


68 


9 


9 


A__0201 


ILLLEQSLV 


437.482 


503 


HCV 


3a 


68 


8 


9 


A_0201 


TILLLEQSL 


10.868 


504 


HCV 


3a 


68 


10 


9 


A3 


LLLEQSLVR 


18.000 


505 


HCV 


3a 


68 


4 


9 


B7 


SASYTILLL 


12.000 


506 


HCV 


3a 


68 


10 


10 


A_0201 


LLLEqSLVRT 


442.013 


507 


HCV 


3a 


68 


8 


10 


A_0201 


TILLLEQSLV 


35.385 


508 


HCV 


3a 


68 


9 


10 


A3 


ILLLeQSLVR 


12.000 


509 


HCV 


3a 


69 


42 


9 


B7 


HPAHPQPSL 


120.000 


510 


HCV 


3a 


69 


12 


9 


B7 


RVSMTLPKL 


20.000 


511 


HCV 


3a 


69 


42 


9 


B_3501 


HPAHPQPSL 


20 .000 


512 


HCV 


3a 


69 


8 


10 


B7 


NPHVrVSMTL 


80.000 


513 


HCV 


3a 


69 


35 


10 


B7 


EPRGdRSHPA 


20.000 


514 


HCV 


3a 


69 


2 


10 


B7 


YPMRsANPHV 


12 .000 


515 


HCV 


3a 


69 


35 


10 


B8 


EPRGdRSHPA 


32.000 
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516 


HCV 


3a 


69 


8 


10 


B_3501 


NPHVrVSMTL 


20.000 


517 


HCV 


3a 


69 


19 


10 


B_3501 


KLRDLRRGSF 


12.000 


518 


HCV 


3a 


70 


3 


9 


A_0201 


FLLVFLCGL 


3.177.760 


519 


HCV 


3a 


70 


15 


9 


A_02 01 


LMLHGLRDL 


44.641 


520 


HCV 


3a 


70 


7 


9 


A_0201 


FLCGLGSVL 


40.289 


521 


HCV 


3a 


70 


1 


9 


A_02 01 


MVFLLVFLC 


36.475 


522 


HCV 


3a 


70 


30 


9 


A24 


PYQAVPQGL 


50.400 




HCV 


3» 


70 


37 


9 

— * 


A3 


GLSRPNTTR 


18.000 


^ 




-3 = 

J) d 


70 


38 


9 


B7 


LSRPNTTRL 


40.000 


ROC 


r±\_ v 


■J d 


70 


40 


9 


B7 


RPNTTRLVI 


12.000 


3aD 


vtcv 

riv— v 


•5 = 

-J CI 


70 


23 


9 


B 3501 


LPGHSQAPY 


40.000 


ROT 




J> ct 




40 


9 


B 3501 


RPNTTRLVI 


16.000 


O^i o 




•5 -a 

j d 


70 




9 


B 3501 


LSRPNTTRL 


15.000 






O ct 


70 


1 4 


10 


A 0201 


VLMLliGLRDL 


61.810 


530 


HCV 


*-* 

3a 


70 


7 


10 


A_U A U I 


r LiUo-Liob Vijri 


£x£i . O —> J 


531 


HCV 


3a 


70 


37 


10 


A„0201 


GLSRpNTTRL 


21.362 


532 


HCV 


3a 


70 


5 


10 


A_0201 


LVFLCGLGSV 


11.446 


533 


HCV 


3a 


70 


6 


10 


A24 


VFLCgLGSVL 


36. 000 


534 


HCV 


3a 


70 


2 


10 


A24 


VFLLvFLCGL 


30.000 


535 


HCV 


3a 


70 


29 


10 


B7 


APYQaVPQGL 


240.000 


536 


HCV 


3a 


70 


14 


10 


B7 


VLMLhGLRDL 


12.000 


537 


HCV 


3a 


70 


29 


10 


B_3501 


APYQaVPQGL 


20.000 
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Table 4k 
3b (1-3) 



No. 


Strain 


ORF 


Start 


AA 


HLA 


Peptide sequence 


Score 


1 


HCV 3b 


1 


2 


9 


A_0201 


ALVRVSCSb 


21,36 


2 


HCV 3b 


1 


1 


10 


B7 


MALVRVSCSL 


12 


3 


HCV 3 b 


1 


2 


9 


B7 


ALVRVSCSL 


12 


4 


HCV 3b 


2 


79 


9 


Al 


GVDPATWVR 


50 


5 


HCV 3b 


2 


79 


10 


Al 


GVDPaTWVRS 


10 


6 


HCV 3 b 


2 


24 


10 


Al 


LADGvSLPPR 


10 


7 


HCV 3 b 


2 


75 


9 


A_0201 


KMTPGVDPA 


14,15 


8 


HCV 3 b 


2 


75 


10 


A_0201 


KMT PgVDP AT 


18,84 


9 


HCV 3b 


2 


68 


10 


A_0201 


VLAPaGAKMT 


12,67 


10 


HCV 3 b 


2 


40 


9 


B7 


GPGPSPGTL 


80 


11 


HCV 3b 


2 


10 


9 


B7 


WVCAKQVRL 


20 


12 


HCV 3 b 


2 


15 


10 


B7 


QVRLp SDHNL 


200 


13 


HCV 3b 


2 


40 


9 


B_3501 


GPGPSPGTL 


20 


14 


HCV 3b 


2 


77 


9 


B_3501 


TPGVDPATW 


15 


15 


HCV 3 b 


3 


2 


10 


A_0201 


RLAYiCLPTT 


17,14 


16 


HCV 3 b 


3 


8 


10 


B7 


LPTT a PTGAL 


120 


17 


HCV 3 b 


3 


8 


10 


B_3501 


LPTTaPTGAL 


20 


18 


HCV 3 b 


4 








no hits 




19 


HCV 3b 


5 








no hits 




20 


HCV 3 b 


6 








no hits 






HCV 3 b 


7 


8 


10 


A_0201 


ALHPbRWWWA 


348,38 


22 




7 


17 


10 


B7 


APLIIKACQL 


240 


^ J3 


rll_. V jjj 


7 


1 0 


10 


B7 

J— # t 


HPHRwWWAPL 


80 




JtiL-V JD 


7 
1 


J- u 


1 0 


B 3501 

JJ —J W W J- 


HPHRwWWAPL 


20 




rlL. V j JD 


7 


1 7 


10 


B 3501 


APLILKACOL 


20 




Tt(-iT 7 OK 


Q 
O 


e: 
_/ 


10 

JL \J 


B7 


LPAAcrPGPGL 


120 


•0*7 




o 
o 


1 1 


q 


B 3501 


GPGLRQGVW 


10 


<s o 


un\7 

riL. v -j u 


Q 

-7 


1 9 

JL 


9 


Al 


RGESAVILK 


22,5 


OQ 




9 


17 


9 


A__0201 


VILKIVTAV 


138,35 


30 


HCV 3 b 


9 


16 


10 


A_0201 


AVIDK1VTAV 


"14" 


31 


HCV 3b 


9 


10 


10 


B7 


TGRGESAVIL 


40 


32 


HCV 3b 


10 


50 


9 


A__0201 


CLFEWGTV 


315,48 


33 


HCV 3b 


10 


45 


10 


A„0201 


YGSPPCbFEV 


27, 86 


34 


HCV 3b 


10 


44 


9 


A24 


KYGSPPCLF 


200 


35 


HCV 3b 


10 


16 


10 


A24 


PYHHGISTGL 


28 


36 


HCV 3b 


10 


27 


10 


A3 


VLrSGGTSMPY 


12 


37 


HCV 3b 


10 


26 


9 


B7 


AVLSGGTSM 


15 


38 


HCV 3 b 


10 


28 


9 


B_3501 


LSGGTSMPY 


10 


39 


HCV 3 b 


10 


8 


10 


B_3501 


CSCSSGSLPY 


10 


40 


HCV 3 b 


10 


37 


9 


B„4403 


AGVRPPCKY 


18 


41 


HCV 3 b 


11 


86 


9 


A__0201 


KLGDYLiEbL 


345,48 


42 


HCV 3 b 


11 


26 


9 


A_0201 


SLVLWRLRL 


21,36 


43 


HCV 3 b 


11 


55 


10 


A_0201 


RGWAASCCWV 


20,73 


44 


HCV 3 b 


11 


79 


9 


A24 


RSQHTPSKL 


13,2 


45 


HCV 3b 


11 


19 


9 


A24 


RWPRSPSSL 


12 


46 


HCV 3b 


11 


89 


9 


A24 


DYLELLSPA 


10,8 


47 


HCV 3b 


11 


10 


10 


A3 


GLPRVSKDWR 


12 


48 


HCV 3b 


11 


83 


9 


B7 


TPSKLGDYL 


80 
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49 


HCV 3b 


11 


20 


9 


B7 


WPRSPSSLV 


60 


50 


HCV 3b 


11 


58 


9 


B7 


AASCCWVRL 


36 


51 


HCV 3b 


11 


20 


10 


B7 


WPRSPSSLVL 


800 


52 


HCV 3b 


11 


23 


10 


B7 


SPSSLVLWRL 


80 


53 


HCV 3 b 


11 


57 


10 


B7 


WAASCCWVRL 


12 


54 


HCV 3b 


11 


20 


10 


B8 


WPRSPSSLVL 


16 


55 


HCV 3b 


11 


83 


9 


B_3501 


TPSKLGDYL 


20 


56 


HCV 3b 


11 


20 


9 


B_3501 


WPRSPSSLV 


12 


57 


HCV 3b 


11 


79 


9 


B„3501 


RSQHTPSKL 


10 


58 


HCV 3 b 


11 


20 


10 


B_3501 


WPRSPSSLVL 


60 


59 


HCV 3 b 


11 


11 


10 


B_3501 


LPRVSKDWRW 


30 


60 


HCV 3 b 


11 


23 


10 


B_3501 


SPSSLVLWRL 


20 


61 


HCV 3 b 


11 


44 


10 


B„4403 


AETSCAGCPF 


120 


62 


HCV 3 b 


12 


2 


9 


A„0201 


VLGRGLLLV 


271, 95 


63 


HCV 3b 


12 


1 


9 


A_0201 


MVLGRGLLL 


11,76 


64 


HCV 3 b 


12 


1 


10 


A_0201 


MVLGRGLLLV 


88, 04 


65 


HCV 3b 


12 


2 


10 


A_0201 


VLGRGLLLVT 


11,95 


66 


HCV 3b 


12 


13 


9 


B7 


GPRFKCTPM 


200 


67 


HCV 3b 


12 


1 


9 


B7 


MVLGRGLLL 


20 


68 


HCV 3b 


12 


13 


9 


B8 


GPRFKCTPM 


80 


69 


HCV 3 b 


12 


13 


9 


B_3501 


GPRFKCTPM 


120 


70 


HCV 3 b 


12 


13 


10 


B_3501 


GPRFKCTPMW 


30 


71 


HCV 3 b 


13 








no hits 




72 


HCV 3 b 


14 


22 


10 


B7 


TPHTaSSSPM 


20 


73 


HCV 3 b 


14 


26 


10 


B7 


ASSSpMGWL 


12 


74 


HCV 3 b 


14 


22 


10 


B_3 501 


TPHTaSSSPM 


40 


75 


HCV 3 b 


15 








no hits 




76 


HCV 3 b 


16 








no hits 




77 


HCV 3b 


17 


5 


9 


B7 


VPGMTYNLL 


80 


78 


HCV 3b 


17 


4 


9 


B7 


WPGMTYNL 


20 


79 


HCV 3 b 


17 


4 


10 


B7 


WPGMTYNLL 


20 


80 


HCV 3 b 


17 


3 


10 


B7 


QWPGMTYNL 


20 


81 


HCV 3 b 


17 


5 


9 


B_3501 


VPGMTYNLL 


20 


82 


HCV 3b 


18 








no hits 




83 


HCV 3b 


19 








no hits 




84 


HCV 3 b 


20 


11 


9 


A_0201 


LLTSSKHRL 


36,32 


85 


HCV 3b 


20 


10 


10 


A_0201 


LLLTS SKHRL 


134, 37 


86 


HCV 3 b 


20 


3 


9 


A24 


RWKNVPSLL 


11,2 


87 


HCV 3 b 


20 


1 


10 


B7 


MMRWKNVPSL 


40 


88 


HCV 3b 


20 


31 


10 


B8 


CCKGRANKKL 


16 


89 


HCV 3 b 


21 








no hits 




90 


HCV 3b 


22 








no hits 




91 


HCV 3b 


23 


26 


9 


A_0201 


CQAYPFSHV 


13,4 


92 


HCV 3b 


23 


9 


10 


A24 


SYLVtLRPGF 


180 


93 


HCV 3b 


23 


37 


9 


B7 


GTREYGEGM 


10 


94 


HCV 3b 


23 


19 


10 


B7 


RPRScPRCQA 


45 


95 


HCV 3b 


23 


23 


9 


B_3501 


CPRCQAYPF 


60 


96 


HCV 3 b 


23 


21 


9 


B_3501 


RSCPRCQAY 


20 


97 


HCV 3 b 


23 


37 


9 


B_3501 


GTREYGEGM 


12 


98 


HCV 3 b 


23 


2 


9 


B_3501 


TSGTGSVSY 


10 


99 


HCV 3 b 


24 


6 


9 


A_02 01 


SMNTPLGRV 


15, 02 


100 HCV 3b 


24 


2 


10 


B7 


APSPSMNTPL 


240 
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101 


HCV 3b 


24 


17 


10 


B7 


SPRTITRVPC 


30 


102 


HCV 3b 


24 


2 


10 


B_3501 


APSPSMNTPL 


20 


103 


HCV 3b 


25 


9 


10 


A_0201 


ILITWWGPRT 


12,67 


104 


HCV 3 b 


25 


1 


10 


B7 


MSRCVGWGIL 


40 


105 


HCV 3 b 


25 


1 


10 


B_3501 


MSRCvGWGIL 


15 


106 


HCV 3b 


26 








no hits 




107 


HCV 3b 


27 


1 


9 


A_0201 


MQMGPSFHA 


18,38 


108 


HCV 3 b 


28 


1 


10 


B7 


MGRMcPRHSL 


90 


109 


HCV 3b 


29 


1 


9 


A__0201 


MLTLGPPSV 


118, 24 


110 


HCV 3 b 


29 


18 


9 


B7 


AVLCHTPGL 


60 


111 


HCV 3 b 


29 


12 


9 


B7 


KSRAWFAVL 


40 


112 


HCV 3b 


29 


17 


10 


B7 


FAVLCHTPGL 


12 


113 


HCV 3 b 


29 


10 


9 


B8 


TPKSRAWFA 


16 


114 


HCV 3 b 


29 


12 


9 


B_3501 


KSRAWFAVL 


30 


115 


HCV 3b 


29 


10 


10 


B_3501 


TPKSRAWFAV 


12 


116 


HCV 3 b 


30 








no bits 




117 


HCV 3 b 


31 








no hits 




118 


HCV 3b 


32 


50 


10 


A_0201 


ALAAsCLPAL 


49,13 


119 


HCV 3b 


32 


48 


9 


B7 


AAALAASCL 


36 


120 


HCV 3 b 


32 


11 


9 


B7 


NWTLNQRL 


20 


121 


HCV 3b 


32 


51 


9 


B7 


LAASCLPAL 


12 


122 


HCV 3 b 


32 


43 


9 


B7 


NAVIAAAAL 


12 


123 


HCV 3 b 


32 


16 


10 


B7 


NQRLgRQSAL 


40 



124 HCV 3b 


32 


47 


10 


B7 


AAAALAASCL 


36 


125 HCV 3b 


32 


50 


10 


B7 


ALAASCLPAL 


12 


126 HCV 3b 


32 


16 


10 


B8 


NQRLGRQSAL 


24 


127 HCV 3b 


33 








no hits 




128 HCV 3b 


34 


8 


9 


B7 


TTRSMPGNL 


40 


129 HCV 3b 


34 


3 


10 


B„3501 


GSFLGTTRSM 


10 


130 HCV 3b 


35 


4 


9 


B7 


APPRFSPQL 


240 


131 HCV 3b 


35 


3 


10 


B7 


LAPPRFSPQL 


12 


132 HCV 3b 


35 


4 


9 


B_3501 


APPRFSPQL 


20 


133 HCV 3b 


36 


32 


9 


Al 


RVDPKSCEY 


250 


134 HCV 3b 


36 


40 


9 


A_0201 


YVGGPANAV 


28 


13 5 HCV 3 b " 


"36" 


"60 ' 


"10" 


~'A24 


""RVPCgTSVHL * 


-12 - 


13 6 HCV 3b 


36 


61 


9 


B7 


VPCGTSVHL 


80 


137 HCV 3b 


36 


6 


10 


B7 


RNRQQQHIVL 


40 


138 HCV 3b 


36 


40 


10 


B7 


YVGGPANAVL 


20 


139 HCV 3b 


36 


60 


10 


B7 


RVPCGTSVHL 


20 


140 HCV 3b 


36 


61 


9 


B_3501 


VPCGTSVHL 


20 


141 HCV 3b 


37 


2 


10 


Al 


CVDEqYRVCK 


20 


142 HCV 3b 


37 


12 


10 


A_0201 


DLWGsPLQHL 


30, 59 


143 HCV 3b 


37 


9 


10 


B8 


VCKD1WGSPL 


24 


144 HCV 3b 


37 


4 


10 


B_4403 


DEQYrVCKDL 


27 


145 HCV 3b 


38 








no hits 




146 HCV 3b 


39 


108 


9 


Al 


SADNLWFDR 


25 


147 HCV 3b 


39 


2 


9 


A_02 01 


LIYTYAPPV 


52, 03 


148 HCV 3b 


39 


151 


9 


A_0201 


RVLYLITMV 


51,79 


149 HCV 3b 


39 


111 


9 


A_0201 


NLWFDRPVA 


16,91 


150 HCV 3b 


39 


1 


10 


A_02 01 


MLIYtYAPPV 


118,24 


151 HCV 3b 


39 


124 


9 


A24 


RPPAPSACL 


12 


152 HCV 3b 


39 


80 


10 


A24 


RPQRsGTTGL 


12 
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153 HCV 3b 

154 HCV 3b 

155 HCV 3b 

156 HCV 3b 

157 HCV 3b 

158 HCV 3b 

159 HCV 3b 

160 HCV 3b 

161 HCV 3b 

162 HCV 3b 

163 HCV 3b 

164 HCV 3b 

165 HCV 3b 

166 HCV 3b 

167 HCV 3b 

168 HCV 3b 

169 HCV 3b 

170 HCV 3b 

171 HCV 3b 

172 HCV 3b 

173 HCV 3b 

174 HCV 3b 

175 HCV 3b 

176 HCV 3b 

177 HCV 3b 

178 HCV 3b 

179 HCV 3b 

180 HCV 3b 

181 HCV 3b 

182 HCV 3b 

183 HCV 3b 

184 HCV 3b 

185 HCV 3b 

186 HCV 3b 

187 HCV 3b 

188 HCV 3b 

189 HCV 3b 

190 HCV 3b 

191 HCV 3b 

192 HCV 3b 

193 HCV 3b 

194 HCV 3b 

195 HCV 3b 

196 HCV 3b 

197 HCV 3b 

198 HCV 3b 

199 HCV 3b 

200 HCV 3b 

201 HCV 3b 

202 HCV 3b 

203 HCV 3b 

204 HCV 3b 



39 


90 


39 


35 


39 


90 


39 


35 


39 


147 


39 


124 


39 


149 


39 


39 


39 


92 


39 


149 


39 


80 


39 


88 


39 


51 


39 


147 


39 


146 


39 


147 


39 


19 


39 


146 


39 


58 


39 


92 


39 


124 


39 


147 


39 


83 


39 


149 


39 


80 


39 


105 


39 


78 


39 


104 


39 


23 


39 


104 


39 


78 


39 


145 


40 




41 


2 


41 " 


11 


42 


3 


43 


4 


43 


4 


43 


5 


44 


17 


44 


16 


44 


5 


44 


5 


45 


2 


45 


7 


45 


35 


45 


31 


45 


6 


45 


47 


45 


46 


45 


31 


45 


2 



9 A3 

9 A3 

10 A3 
10 A3 
9 B7 
9 B7 
9 B7 
9 B7 

9 B7 

10 B7 
10 B7 
10 B7 
10 B7 
10 B7 
10 B7 
9 B8 

9 B8 

10 B8 

9 B_3501 

9 B_3501 

9 B_3501 

9 B_3501 

9 B_3501 

10 B_3501 
10 B_3501 
10 B_3 501 



9 


B_4403 


9 


B_4403 


9 


B_4403 


10 


B_4403 


10 


EL4403 


10 


B_4403 


9 


B7 


.__ 


B_350T 


10 


B_3501 


10 


Al 


10 


B_3501 


9 


B_4403 


9 


B7 


10 


B7 


10 


B__3501 


10 


B_4403 


9 


B_4403 


9 


A_0201 


9 


A24 


10 


B7 


10 


B7 


10 


B7 


9 


B_3501 


10 


B__3501 


9 


B_4403 
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RLVPGCILR 

GLGSQVGVR 

RLVPgCILRR 

GLGSqVGVRR 

APAPRVLYL 

RPPAPSACL 

APRVLYLIT 

QVGVRRPRL 

VPGCILRRM 

APRVlYLITM 

RPQRS GTTGL 

GLRLvPGCIL 

GGRTrVCGPL 

APAPrVLYLI 

GAPApRVLYL 

APAPRVLYL 

EHRGRAIPL 

GAPApRVLYL 

GPLDDVTDF 

VPGCILRRM 

RPPAPSACL 

APAPRVLYL 

RSGTTGLRL 

APRVLYLITM 

RPQRSGTTGL 

EARS aDNLWF 

AERPQRSGT 

GEARSADNL 

RAIPLWCWF 

GEARS ADNLW 

AERPqRSGTT 

RGAPaPRVLY 

no hits 

APTVPDLSI 

RPANSGTIW" 

RARRYLHTGY 

TPEAdSARPY 

TPEAdSARPY 

PEADSARPY 

AIQGQSPRL 

SAIQgQSPRL 

CSLHrASTGY 

CSLHrASTGY 

AESGGVLAT 

VLATAHVEL 

GFPYGLHRL 

QPCRgFPYGL 

GVLAtAHVEL 

PPHNqPDYVL 

QPPHNQPDY 

QPCRgFPYGL 

AESGGVLAT 



18 
10,8 
27 
18 
240 
120 
60 
30 
20 
600 
80 
60 
40 
24 
12 
16 

16 

16 

60 

40 

40 

20 

10 
120 

40 
13,5 

16 

12 

10 

36 

16 

12 

36 

"20 ~ 
36 

11,25 
12 
36 
12 
12 
10 
13,5 
36 

36,32 
30 
80 
20 
12 
40 
20 
36 
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205 HCV 3b 

206 HCV 3b 

207 HCV 3b 

208 HCV 3b 

209 HCV 3b 

210 HCV 3b 

211 HCV 3b 

212 HCV 3b 

213 HCV 3b 

214 HCV 3b 

215 HCV 3b 

216 HCV 3b 

217 HCV 3b 

218 HCV 3b 

219 HCV 3b 

220 HCV 3b 

221 HCV 3b 

222 HCV 3b 

223 HCV 3b 

224 HCV 3b 

225 HCV 3b 

226 HCV 3b 

227 HCV 3b 

228 HCV 3b 

229 HCV 3b 

230 HCV 3b 

231 HCV 3b 

232 HCV 3b 

233 HCV 3b 

234 HCV 3b 

235 HCV 3b 
23 6 HCV 3b 

237 HCV 3b 

238 HCV 3b 

239 HCV 3b 

240 HCV 3b 

241 HCV 3b 

242 HCV 3b 

243 HCV 3b 

244 HCV 3b 

245 HCV 3b 

246 HCV 3b 

247 HCV 3b 

248 HCV 3b 

249 HCV 3b 

Table 41 
3b (4-6) 

No. Strain 

1 HCV 3b 

2 HCV 3b 

3 HCV 3b 
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45 


2 


10 


B_4403 


AESGgVLATA 


27 


46 


28 


10 


A24 


SGEPcITNTL 


12.096 


46 


24 


10 


B7 


SVRIsGEPCI 


20.000 


45 


38 


10 


B8 


CPRErRGSKS 


12.000 


46 


44 


10 


B_3501 


GSKSnSIAEL 


15.000 


46 


38 


10 


B_3501 


CPRErRGSKS 


12.000 


46 


51 


9 


B_4403 


AELSNRHPI 


16.000 


46 


19 


9 


B_4403 


DEQTHSVRI 


12.000 


46 


19 


10 


B_4403 


DEQThSVRIS 


36.000 


46 


51 


10 


B_4403 


AELSnRHPIA 


16.000 


47 


24 


10 


A„0201 


RLYRtRKEWV 


599.816 


47 


17 


9 


B7 


NALPLWGRL 


12.000 


47 


1 


9 


B_3501 


MSKGVQGSM 


30.000 


47 


17 


10 


B_4403 


NALP1WGRLY 


12.000 


48 


1 


9 


B7 


MPGASARVL 


80.000 


48 


16 


9 


B7 


EAPPLCSSL 


12.000 


48 


11 • 


10 


B7 


RVRRsEAPPL 


200.000 


48 


1 


9 


B_3501 


MPGASARVL 


20.000 


48 


15 


9 


B_4403 


SEAPPLCSS 


48.000 


48 


15 


10 


B_4403 


SEAPpLCSSL 


32.000 


49 


28 


9 


B7 


APCARFTSI 


24.000 


49 


4 


9 


B7 


RAGRRSVNL 


12.000 


50 


63 


9 


A__02 01 


ILLRSRYRI 


65.622 


50 


64 


10 


A3 


LLRSrYRIHR 


24.000 


50 


8 


9 


B7 


AARS SRVCL 


540.000 


50 


57 


9 


B7 


TGRDRHILL 


40.000 


50 


7 


10 


B7 


RAARs SRVCL 


18.000 


50 


57 


9 


B8 


TGRDRHILL 


24.000 


50 


8 


9 


B8 


AARS SRVCL 


16.000 


50 


5 


10 


B8 


NLRAaRSSRV 


24.000 


50 


8 


10 


B8 


AARS s RVCLA 


16.000 


50 


44 


9 


B_3501 


TPCPGREIF 


20.000 


50 


49 


9 


B_4403 


REIFPVDET 


60.000 


50 


55 


9 


B„4403 


DETGRDRHI 


18.000 


~5(f 




~9~" 


B_4403 


" MEGPNLRAA 


"12700 0 


51 


16 


10 


A_0201 


LVAEtPQSCL 


13.028 


51 


25 


9 


A3 


LLYVISKRR 


15.000 


51 


24 


9 


A3 


CLLYVISKR 


13 . 500 


51 


16 


10 


B7 


LVAEtPQSCL 


30.000 


51 


36 


9 


B_4403 


SEEGYLRQT 


18.000 


51 


18 


9 


B_4403 


AETPQSCLL 


16.000 


51 


18 


10 


B_4403 


AETPqSCLLY 


480.000 


51 


36 


10 


B_4403 


S EEGy LRQTA 


12.000 


52 








no hits 




53 








no hits 





ORF Start AA HLA 

1 
2 

3 4 9 B8 



Peptide sequence Score 

no hits 
no hits 

DSRVKATSV 24.000 
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4 


HCV 3b 


4 


1 


9 


A__0201 


MLHSLFGRV 


29.205 


5 


HCV 3b 


4 


9 


10 


Al 


VLEPvGRPHR 


180.000 


6 


HCV 3b 


4 


4 


10 


A_0201 


SLFGrVLEPV 


290.025 


7 


HCV 3b 


4 


1 


10 


A_0201 


MLHSLFGRVL, 


11.316 


8 


HCV 3b 


5 


1 


9 


A_0201 


MVIEHLQSV 


97.561 


9 


HCV 3b 


5 


7 


9 


B„3501 


QSVEGNLLL 


10.000 


10 


HCV 3 b 


6 


2 


9 


B_3501 


RPVRLTSGF 


40.000 


11 


HCV 3b 


7 


14 


9 


A_0201 


GLTRRSIAV 


69.552 


12 


HCV 3 b 


7 


4 


10 


Al 


YTEGdLVPQK 


90.000 


13 


HCV 3b 


8 


17 


9 


B7 


APQGTRVIV 


18.000 


14 


HCV 3 b 


9 


23 


9 


A_0201 


YMPAQHCST 


24.757 


15 


HCV 3b 


9 


24 


9 


B_3501 


MPAQHCSTY 


40.000 


16 


HCV 3 b 


9 


8 


10 


A24 


RYESvHPLHC 


15.000 


17 


HCV 3 b 


9 


6 


10 


B„4403 


CERYeSVHPL 


12.000 


18 


HCV 3b 


10 


1 


9 


B_3501 


MPHDDDTTY 


120.000 


19 


HCV 3 b 


11 








no hits 




20 


HCV 3b 


12 


60 


9 


A_0201 


CLIQHRAYT 


40.986 


21 


HCV 3b 


12 


18 


9 


A_02 01 


FAIKGDFSV 


25.773 


22 


HCV 3b 


12 


90 


9 


A24 


RTTPIGEEL 


14.784 


23 


HCV 3b 


12 


13 


9 


A3 


CQWEGFAIK 


13.500 


24 


HCV 3 b 


12 


53 


9 


B7 


QPHPGCLCL 


80.000 


25 


HCV 3b 


12 


25 


9 


B7 


SVTGEAHLL 


20.000 


j5 o 


ii v ~> yj 


J. z> 


— ) j 


9 


B 3501 


OPHPGCLCL 


20.000 




rlL.V jD 




Q ^ 


q 




OEELAVCGV 


18 .000 


2 8 


HCV JD 




A 


Q 


Xj f± f± VJ .J 


-rt-i-i i xvv ooiju 


12 .000 




riv^ V JD 


1 o 


o o 


1 0 


A 0201 


TOYGaSVLRV 


51 .901 


-3 U 


•LTr-"\7- 
n.v_ v -j jj 




79 


10 


A 0201 


FIADdHVIGA 


29 .632 


31 


HCV 3b 


12 


50 


10 


A24 


QYRQpHPGCL 


200.000 


32 


HCV 3 b 


12 


66 


10 


A24 


AYTQyGGSVL 


200.000 


33 


HCV 3 b 


12 


23 


10 


A24 


DFSVtGEAHL 


20.000 


34 


HCV 3 b 


12 


52 


10 


A24 


RQPHpGCLCL 


12.000 


35 


HCV 3b 


12 


15 


10 


B_4403 


WEGFalKGDF 


40.000 


36 


HCV 3b 


12 


117 


10 


B_4403 


TDVGvNPIGF 


15.000 


37 


HCV 3b 


13 


16 


9 


A_0201 


GLGGRGQHL 


21.362 


38 


HCV 3b 


"13 


9 " ~ 


~ 9 


~"A24" " 


"PYCRTQEGEj 


* 20". 000 ~ 


39 


HCV 3 b 


13 


18 


9 


B7 


GGRGQHLHL 


40.000 


40 


HCV 3b 


14 


4 


9 


A_02 01 


WLLLTAVTI 


177.566 


41 


HCV 3 b 


14 


2 


9 


A„0201 


EQWLLLTAV 


10.096 


42 


HCV 3 b 


14 


6 


9 


A3 


LLTAVTIFK 


60.000 


43 


HCV 3 b 


14 


6 


10 


A_0201 


LLTAvTIFKI 


236.595 


44 


HCV 3 b 


14 


5 


10 


A3 


LLLTaVTIFK 


90.000 


45 


HCV 3b 


14 


9 


10 


B7 


AVTIfKITAD 


60.000 


46 


HCV 3 b 


15 


5 


9 


Al 


SYEHSDLEY 


11.250 


47 


HCV 3b 


15 


60 


9 


A_0201 


KVGLICFNV 


123.542 


48 


HCV 3b 


15 


20 


9 


A_0201 


RIMPQSVRV 


35.385 


49 


HCV 3b 


15 


67 


9 


A_0201 


NVLHPPIDV 


22.517 


50 


HCV 3b 


15 


21 


9 


A_0201 


IMPQSVRW 


16.105 


51 


HCV 3 b 


15 


50 


9 


A_02 01 


VLPETIGRA 


10.353 


52 


HCV 3b 


15 


58 


9 


A24 


AFKVGBICF 


10.000 


53 


HCV 3b 


15 


28 


9 


A3 


WYQTPWRK 


30.000 


54 


HCV 3 b 


15 


75 


9 


B7 


VARGSPTSD 


120.000 


55 


HCV 3b 


15 


55 


9 


B7 


IGRAFKVGL 


40.000 
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56 


HCV 3b 


15 


43 


9 


B7 


AGKRGIMVL 


57 


HCV 3b 


15 


75 


9 


B8 


VARGSPTSL 


58 


HCV 3b 


15 


22 


9 


B_3501 


MPQSVRWY 


59 


HCV 3 b 


15 


14 


9 


B_4403 


REVHSARIM 


60 


HCV 3 b 


15 


11 


9 


B_4403 


LEYREVHSA 


61 


HCV 3b 


15 


2 


10 


A_0201 


FMSSyEHSDL 


62 


HCV 3 b 


15 


54 


10 


A_0201 


T I GRaFKVGL 


63 


HCV 3b 


15 


12 


10 


A24 


EYREvHSARI 


64 


HCV 3b 


15 


60 


10 


A24 


KVGLiCFNVL 


65 


HCV 3b 


15 


48 


10 


A3 


IMVLpETIGR 


66 


HCV 3 b 


15 


90 


10 


B7 


HPHTsKPPAL 


67 


HCV 3 b 


15 


42 


10 


B7 


AAGKrGIMVL 


68 


HCV 3 b 


15 


40 


10 


B7 


GPAAgKRGIM 


69 


HCV 3b 


15 


74 


10 


B7 


DVARgSPTSL 


70 


HCV 3 b 


15 


60 


10 


B7 


KVGLiCFNVL 


71 


HCV 3b 


15 


90 


10 


B8 


HPHTSKPPAL 


72 


HCV 3b 


15 


40 


10 


B_3501 


GPAAgKRGIM 


73 


HCV 3 b 


15 


90 


10 


B_3501 


HPHTSKPPAL 


74 


HCV 3b 


15 


4 


10 


B_3501 


SSYEhSDLEY 


75 


HCV 3 b 


15 


75 


10 


B_3501 


VARGs PT SLY 


76 


HCV 3 b 


16 








no hits 


77 


HCV 3 b 


17 


2 


9 


B_4403 


SEGSCDAPY 


78 


HCV 3 b 


17 


14 


9 


B_4403 


DERNVPHEV 


79 


HCV 3 b 


17 


1 


10 


Al 


MSEGsCDAPY 


80 


HCV 3 b 


18 


9 


9 


A3 


KMKSAPSRR 


81 


HCV 3 b 


18 


11 


10 


A_0201 


KSAPsRRWAV 


82 


HCV 3 b 


18 


1 


10 


B7 


MPRRrLRSKM 


83 


HCV 3b 


18 


1 


10 


B_3501 


MPRRrLRSKM 


84 


HCV 3 b 


19 








no hits 


85 


HCV 3 b 


20 


6 


9 


B_3501 


RAGDPSPQM 


86 


HCV 3 b 


20 


6 


10 


A24 


RAGDpSPQML 


87 


HCV 3 b 


20 


6 


10 


B7 


RAGDpSPQML 


88 


HCV 3 b 


20 


6 


10 


B_3501 


RAGDpSPQML 


89 


HCV 3 b 


21 


3 


9 


A_0201 


LLWRQSRSM 


90 


HCV 3 b 


21 


3 " 


10 


A_0201 


LLWRqSRSMT 


91 


HCV 3 b 


22 


22 


9 


A_02 01 


YLLLRRMCL 


92 


HCV 3 b 


22 


39 


9 


A_0201 


KISLPGQGV 


93 


HCV 3 b 


22 


29 


9 


A_0201 


CLSLPVSST 


94 


HCV 3 b 


22 


20 


9 


A_O201 


ILYLLLRRM 


95 


HCV 3 b 


22 


15 


9 


A24 


RTQRWILYL 


96 


HCV 3 b 


22 


31 


9 


A3 


SLPVSSTGK 


97 


HCV 3b 


22 


16 


9 


B7 


TQRWILYLL 


98 


HCV 3 b 


22 


24 


9 


B7 


LLRRMCLSL 


99 


HCV 3b 


22 


2 


9 


B_3501 


TPRPILRQF 


100 


HCV 3 b 


9 9 


9 


1 n 


A 0901 


LLLRrMCLSL 


101 


HCV 3b 


22 


41 


10 


A__0201 


SLPGqGVPRT 


102 


HCV 3b 


22 


21 


10 


A24 


LYLLLRRMCL 


103 


HCV 3b 


22 


15 


10 


A24 


RTQRwILYLL 


104 


■ HCV 3b 


22 


16 


10 


B7 


TQRWi LYLLL 


105 


i HCV 3b 


22 


47 


10 


B7 


VPRThSTHRA 


106 HCV 3b 


22 


12 


10 


B7 


ASHRtQRWIL 


io-j 


' HCV 3b 


23 








no hits 



12.000 

16.000 

40.000 

12.000 

12.000 

70.971 

11.162 

60.000 

11.520 

12.000 

80.000 

36.000 

30.000 

20.000 

20.000 

16.000 

40.000 

20.000 

20.000 

18.000 

240.000 

18.000 

135.000 

12.000 

11.918 

300.000 

120.000 

24.000 
11.520 
12.000 
12.000 
14.020 
" 1057148 
363.588 
33 .472 
17.140 
12.432 
12.000 
20.000 
40.000 
40.000 
60.000 
134.369 
17.140 
300.000 
16.800 
40.000 
20.000 
18.000 
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108 HCV 3b 


24 


1 


9 


B_4403 


MEVNRAQGA 


12.000 


109 HCV 3b 


24 


3 


10 


B7 


VNRAqGAGPLi 


40.000 


110 HCV 3b 


25 








no hits 




111 HCV 3b 


26 


42 


9 


A__0201 


RVYSAQWCI 


21.909 


112 HCV 3b 


25 


21 


9 


B7 


APRHNCRRS 


12.000 


113 HCV 3b 


26 


38 


9 


B8 


CARGRVYSA 


16.000 


114 HCV 3b 


26 


7 


10 


B_3501 


RSWPpPRNEY 


20.000 


115 HCV 3b 


26 


11 


10 


B_3501 


PPRNeYPPPY 


12.000 


116 HCV 3b 


26 


35 


10 


B_3501 


ASNCaRGRVY 


10.000 


117 HCV 3b 


27 


2 


9 


B_4403 


RERVCLAPW 


18.000 


118 HCV 3b 


28 


6 


10 


B7 


LPRRSRGHSV 


40.000 


119 HCV 3b 


28 


6 


10 


B8 


LPRRsRGHSV 


48.000 


120 HCV 3b 


28 


6 


10 


B_3501 


LPRRsRGHSV 


12.000 


121 HCV 3b 


28 


9 


10 


B_3501 


RSRGhSVLVI 


12.000 


122 HCV 3b 


29 


2 


9 


A_0201 


LQVPLGVWL 


20.251 


123 HCV 3b 


29 


1 


10 


A_0201 


MLQVpLGVWL 


199.738 


124 HCV 3b 


29 


4 


10 


B7 


VPLGvWLPNL 


80.000 


125 HCV 3b 


29 


4 


10 


B_3501 


VPLGvWLPNL 


20.000 


126 HCV 3b 


30 


21 


9 


A_0201 


SLGPAVLPV 


159.970 


127 HCV 3b 


30 


18 


9 


A_0201 


SMQSLGPAV 


50.232 


128 HCV 3b 


30 


5 


9 


A_0201 


PLHERRQWL 


10.598 


129 HCV 3b 


30 


27 


9 


B7 


LPVTRSGHL 


80.000 


130 HCV 3b 


30 


27 


9 


B8 


LPVTRSGHL 


16.000 


131 HCV 3b 


30 


27 


9 


B_3 501 


LPVTRSGHL 


20.000 


132 HCV 3b 


30 


4 


9 


B_3501 


SPLHERRQW 


15.000 


133 HCV 3b 


30 


4 


10 


B7 


SPLHeRRQWL 


120.000 


134 HCV 3b 


30 


4 


10 


B8 


SPLHeRRQWL 


16.000 


135 HCV 3b 


30 


27 


10 


B__3501 


LPVTrSGHLY 


40.000 


136 HCV 3b 


30 


4 


10 


B_3501 


SPLHeRRQWL 


20.000 


137 HCV 3b 


31 


11 


9 


B7 


WGHTRNNL 


30.000 


138 HCV 3b 


31 


10 


10 


B7 


QWGhTRNNL 


30.000 


139 HCV 3b 


32 


23 


9 


A24 


RFQWGREGI 


15.000 


140 HCV 3b 


32 


24 


10 


A„0201 


FQWGrEGILL 


82.694 


141 HCV 3b 


32 


23 


10 


A24 


RFQWgREGIL 


60.000 


142 HCV 3b 


32 


9 


10 


B7 


IPVQhKRRGL 


120.000 


143 HCV 3b 


32 


9 


10 


B8 


I PVQhKRRGL 


16.000 


144 HCV 3b 


32 


9 


10 


B_3501 


IPVQhKRRGL 


20 .000 


145 HCV 3b 


33 


36 


9 


A24 


RCLRRLLCL 


12.000 


146 HCV 3b 


33 


34 


9 


B7 


RTRCLRRLL 


60.000 


147 HCV 3b 


33 


32 


10 


B7 


ATRTrCLRRL 


120.000 


148 HCV 3b 


34 


5 


10 


A_0201 


MQPGtRRNPV 


11.988 


149 HCV 3b 


34 


8 


10 


B7 


GTRRnPWPL 


60.000 


150 HCV 3b 


35 


39 


9 


Al 


RIDVHVLLR 


25.000 


151 HCV 3b 


35 


30 


9 


B7 


LPSSSCRRL 


80.000 


152 HCV 3b 


35 


37 


9 


B7 


RLRIDVHVL 


40.000 


153 HCV 3b 


35 


16 


9 


B7 


WAHCGHDL 


20.000 


154 HCV 3b 


35 


3 


9 


B7 


MAILASQSL 


12.000 


155 HCV 3b 


35 


30 


9 


B_3501 


LPSSSCRRL 


20.000 


156 HCV 3b 


35 


5 


10 


A„0201 


ILASqSLNGA 


19.425 


157 HCV 3b 


35 


2 


10 


A_0201 


SMAILASQSL 


15 .428 


158 HCV 3b 


35 


37 


10 


A24 


RLRIdVHVLL 


11.200 


159 HCV 3b 


35 


37 


10 


B7 


RLRIdVHVLL 


40.000 
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IbU HLV JjJj 


3 ^ 




1 0 

X u 


B7 


WVAhCGHDL 


20. 000 


JLol HL V -J i-> 


j j 


9Q 


1 n 

X VJ 


B7 


AliPSsSCRRL 

xi I l J— lj »■ j v_J v — x vx > 1 r 


12.000 


10/ xlL v -3 J-J 






1 0 

X \J 


B 4403 


IDVHvIjLRTF 

«4> V X X v XJXJ1VA >u 


15.000 


loo HLV -J JJ 


36 


1 

j- 


q 


B7 

x_> 


MVCPHWDHL 

XXV 'w X. X X V V 1 ' ± 11J 


20.000 


X04 rlL V 


"3.7 
J / 


99 


Q 

z> 


B 3501 


RPHTOCSCW 


20. 000 




37 


4 


10 

-L V/ 


B8 


CCRFrRRARI 


80. 000 


1 urn 7 "3Vi 


■}7 




10 


B8 

4-^ LJ 


SARSrRRPHT 

M X XX V k — J X ^ WX ^ ^ X A 


16.000 


1 £Z*7 UC\ T "3 V\ 

Xo / HLV JD 




D 
O 


Q 

-? 


Al 


GLEAARHSY 

\_J XJXJl XX XX VX X x 


45. 000 


lOo HLV -J JJ 


3R 


Q 
O 


Q 


A3 

XX 


GLEAARHSY 

V-^ UUX XX XX VX X X 


12 . 000 


loy HLV jjJj 


*3 ft 
J O 


1 
X 


q 


B7 


MALPEGGGL 

XxxxX_lX> XJ VVVJXJ 


12 . 000 


x / u hl v j jj 


j O 




1 0 

X IV 


A 0201 


ALPEcrGGLEA 


20 .369 


l/l HLV jD 










no hits 

11V XX—U v- * 




A. / £ HLV 


/in 




Q 


A 0201 


ILAFPPWAM 

xxjru, x> J— v w xxx x 


63 .342 


X / J HL V J D 




1 Q 

x y 


Q 


A 0901 


A\7GNGVSLV 

xx V V_JX J VJ V W J-J V 


13 .997 


1/4 HLV jD 




9 


Q 


A 0901 


LVLVRTAOL 


11.757 


175 HLV JD 


/in 


j D 


Q 


A9 & 


XV 1 XV XT 11 J. X-lxxX 


240. 000 


I/O HLV JD 


An 


AT 
4t J 


Q 

-? 


A24 


AFPPWAI4SL 

ill XT x7 V V xiX XVJ XJ 


36.000 


X / / HLV JD 




D j 


q 


A24 


SFLRAPATL 

Ul XJX VXXX. XX X XJ 


30 .000 


X/o ntv 


a n 


9 7 


q 


A3 


VLVRTAOLK 

v jj v -LA. x> nyuiv. 


30 . 000 


■(■70 TT7"*T 7 *3 V\ 

17 9 HLV 


a n 


7 n 


q 


T37 


FLRAPATLL 

x. xJJTVj^xxr n x juixj 


60 .000 


ISO HLV JD 


/i n 

41 u 


9 £ 


q 


"R7 


rA/tjVRTAOL 

U v XJ V xv J. XlyJJ 


20 . 000 


181 HLV JD 


/ n 
41 u 


7 "3 
/ J 


q 


B7 


APATTjLSSV 


12 .000 


lo2 HLV JD 


a n 


D41 


Q 


DO 


J_ fliuxlVL XJ 1 1<U 


16 . 000 


loJ HLV JD 


a n 

41 U 


1 n 


1 n 

X L/ 


A 09 ni 

jTI VJ ^1 VJ X 


lvrOLEr S SWP A 

IN y^Ui-J JL kJUvH xx 


57 .308 


184 HLV JD 


/i n 

4tU 


9 R 


1 n 

XVJ 


A 09 m 


kJ XJ v X—i v x^ x x-i 


21 .362 


1 QC TJPT7 "3V\ 

X 0 O HL V J D 


a n 




1 n 

X VJ 


A24 


SFLRaPATLL 

kJJL X— IXVLXX. xx X XIX/ 


30 . 000 


±00 HLV JD 


a n 

4t U 


9 7 


1 n 

X\J 


a3 


\7TjVR t AOLKR 

V XJ V X V Lil^UlU. V 


12 . 000 


187 HLV JD 


/i n 


ji 


1 n 

X u 


T37 


T . AR T aRARCLi 

xJxxLv X CLl\Tlx\,L XJ 


120 . 000 


1 O D TJfT 7 "3 V» 

188 HLV JD 


/ n 
4LU 


*3 


1 n 

XVJ 


1^7 

XJ / 


X X XT X JL V X\J \S XJ 


80 . 000 


Xoy HLV JD 


a n 

41 U 


1 7 
X / 


1 0 

X LJ 


R7 

ID i 


WP AVaNGVS L 

V M XT Xx V j^J x,N VJ V kJ X-J 


80 . 000 


xyu HLV JD 


An 

4fc U 


1 Q 
X-? 


1 n 

X \J 


B7 

Xj / 


AVGNcrVS LVL 


60 .000 


191 HLV JD 


a n 

4t U 


£9 
OZ 


1 n 

X u 


R7 


ARRGctTPSFIj 

■fll\l\\JLj J- X k/1 X_J 


12 . 000 


1?/ HLV JJJ 


a n 

ft u 


A9 

4± Z 


1 0 

X \J 


B7 

XJ / 


L AF PdWAMS Lj 

XJxxX X- V Vx xL IkJ X-l 


12 . 000 


1 Q *3 TJ/^IT 7 tk 

iyj rlLV jD 


a n 

41 U 




1 n 

X \J 




LARTaRARCL 

XJxxx v J. M.luuvWx/ 


320 . 000 


HLV JJJ 


An 


O J 


X \J 


B8 

x_> CJ 


OLKRvRPHILj 

SgiXJX x-XV y i\i i*xxi 


160 .060 


Ijj HLV -jJJ 


a n 

41 U 


•3 
•J 


i n 


B 3501 

XJ. \J JL 


FPPTdTVNOIj 

L X i> X ^ X- V XX V^ ' ' 


20 . 000 


J.7U HLV JD 


a n 

41 U 


■3. P 
j O 


1 n 

X w 


B 3 5Q1 


RPHILAFPPW 

X VX> X X> VII 


20 . 000 


1? J XlL V O JJ 


An 


1 7 


10 


B 3501 


WP AVaNGVS L 


20. 000 


170 Jn.v_ V JJJ 


A1 


1 


9 


A 0201 


MIAGKSSGV 


16.258 


XlL V -3-D 


A9 




q 


A 0201 


MMIFPNOEL 


26.228 


ZUU rli_ V JJJ 


A9 


9R 


Q 
-/ 


B 4403 


OELTGVWRA 

VJUXJ X, VJ V V vx Vt X 


24 . 000 


0111 wr^/ 

ijUJ, XI V_ V JJJ 


A9 


1 




B 4403 

XJ | i TC J. w ^ 


MEKKWVINT 

X X t .IX VX \¥V V Xl» X 


12 . 000 


XlLV O JJ 


A9 


X 0 


1 0 


A 0201 


lSTMMIf PNOED 

XNIUIX X_ X, XI ^/XJXJ 


57 . 085 


oni xjf-i\7 "jv, 
auj nu v j jj 


A9 


u 


10 


A 0201 


VINTmRTQMV 


16.258 


oni hTP\7 Th 
4j ut nv_. v ojj 


A9 


X.J 


10 


A3 


OWGalSTMMIF 


13 .500 


one wen/ "*.Vi 


A9 


X 0 


10 


B7 

x— ' / 


NMMIf PNOEL 

X V X XX X X — X ■ *J(* -*— " 


18.000 


206 HCV 3b 


42 


22 


10 


B_3501 


F PNQ eLTGVW 


1 n nnn 
X u . u u u 


207 HCV 3b 


42 


25 


10 


B_4403 


QELTgVWRAV 


12.000 


208 HCV 3b 


43 


39 


9 


A_0201 


ALLAAVALM 


42.278 


209 HCV 3b 


43 


10 


9 


A_0201 


VLSSSTPQL 


36.316 


210 HCV 3b 


43 


33 


9 


A24 


GFLRPAALL 


30.000 


211 HCV 3b 


43 


38 


9 


B7 


AALIiAAVAL 


36.000 
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212 


HCV 3b 


43 


3 


9 


B7 


SVKARRAVL 


30.000 


213 


HCV 3 b 


43 


3 


9 


B8 


SVKARRAVL 


80.000 


214 


HCV 3b 


43 


26 


9 


B_3501 


SPQTRKDGF 


20.000 


215 


HCV 3b 


43 


26 


10 


B7 


SPQTrKDGFL 


80.000 


216 


HCV 3 b 


43 


9 


10 


B7 


AVLSsSTPQL 


60.000 


217 


HCV 3b 


43 


2 


10 


B7 


ASVKaRRAVL 


18.000 


218 


HCV 3b 


43 


26 


10 


B8 


SPQTrKDGFL 


16.000 


219 


HCV 3 b 


43 


26 


10 


B_3501 


SPQTrKDGFL 


20.000 


220 


HCV 3 b 


44 


32 


9 


A_02 01 


VLMSCSVTV 


437.482 


221 


HCV 3 b 


44 


46 


9 


A_0201 


VSYEWPKGV 


10.126 


222 


HCV 3 b 


44 


5 


9 


A24 


MYSRSVRAL 


200.000 


223 


HCV 3 b 


44 


47 


9 


A24 


SYENPKGVF 


150.000 


224 


HCV 3 b 


44 


26 


9 


A24 


WYIPSSVLM 


45.000 


225 


HCV 3 b 


44 


53 


9 


B7 


GVFFDVHIL 


20.000 


226 


HCV 3 b 


44 


50 


9 


B_3501 


NPKGVFFDV 


12.000 


227 


HCV 3b 


44 


64 


9 


B„3501 


CSTRCLGEY 


10.000 


228 


HCV 3b 


44 


8 


9 


B__3501 


RSVRALIAF 


10.000 


229 


HCV 3b 


44 


48 


9 


B_4403 


YENPKGVFF 


120.000 


230 


HCV 3 b 


44 


40 


9 


B_4403 


VESKQRVSY 


120.000 


231 


HCV 3b 


44 


39 


10 


Al 


TVESkQRVSY 


90.000 


232 


HCV 3 b 


44 


31 


10 


A_0201 


S VLMSCSVTV 


22.517 


233 


HCV 3 b 


44 


47 


10 


A24 


SYENpKGVFF 


150.000 


234 


HCV 3b 


44 


5 


10 


A24 


MYSRsVRALI 


70.000 


235 


HCV 3 b 


44 


52 


10 


A24 


KGVFfDVHIL 


12.000 


236 


HCV 3 b 


44 


53 


10 


A3 


GVFFdVHILR 


18.000 


237 


HCV 3 b 


44 


60 


10 


B7 


ILRRcSTRCL 


40.000 


238 


HCV 3b 


44 


18 


10 


B_3501 


ASGSrSQHWY 


10.000 


239 


HCV 3 b 


44 


46 


10 


B_3501 


VSYEnPKGVF 


10.000 


240 


HCV 3b 


45 


37 


9 


A_0201 


SQTERIWFM 


195.933 


241 


HCV 3b 


45 


14 


9 


A__0201 


TLNTSFFAI 


114.969 


242 


HCV 3b 


45 


13 


9 


A_0201 


FTLNTSFFA 


37.463 


243 


HCV 3b 


45 


21 


9 


A„0201 


AIMWGIGV 


35.385 


244 


HCV 3b 


45 


82 


9 


A_0201 


FTPDARSFT 


10.736 


245 


HCV 3b 


45 


88 


9 


A24 


SFTSLSTFL 


24.000 


246 


HCV 3 b 


45 


/ 


a 


A24 


RPPFAGFTL 


"""" 127666" 


247 


HCV 3b 


45 


12 


9 


A24, 


GFTLNTSFF 


10.000 


248 


HCV 3b 


45 


5 


9 


A3 


GLRPPFAGF 


40 .500 


249 


HCV 3 b 


45 


7 


9 


B7 


RPPFAGFTL 


80.000 


250 


HCV 3b 


45 


23 


9 


B7 


MWGIGVLL 


20.000 


251 


HCV 3 b 


45 


7 


9 


B_3501 


RPPFAGFTL 


40 . 000 


252 


HCV 3 b 


45 


74 


9 


B_3501 


SSKESRRPF 


30.000 


253 


HCV 3 b 


45 


58 


9 


B_3501 


YPYFDRPEW 


15.000 


254 


HCV 3 b 


45 


87 


9 


B_3501 


RSFTSLSTF 


10.000 


255 


HCV 3b 


45 


50 


9 


B_4403 


KERTSFALY 


120.000 


256 


HCV 3b 


45 


13 


10 


A_0201 


FTLNtSFFAI 


27.178 


257 


HCV 3 b 


45 


22 


10 


A_02 01 


IMWglGVLL 


26.228 


258 


HCV 3 b 


45 


37 


10 


A_0201 


SQTErlWFMA 


20.363 


259 


HCV 3b 


45 


47 


10 


A_0201 


LLDKeRTSFA 


18.580 


260 


HCV 3 b 


45 


14 


10 


A_0201 


TLNTsFFAIM 


14.706 


261 


HCV 3 b 


45 


30 


10 


A_0201 


LLSSnKSSQT 


12.668 


2 62 


HCV 3b 


45 


44 


10 


A_0201 


FMAL1DKERT 


12.131 


263 


HCV 3 b 


45 


41 


10 


A3 


RIWFmALLDK 


30.000 
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264 HCV 3b 


45 


21 


10 


B7 


AIMVvGIGVL 


36.000 


265 HCV 3b 


45 


83 


10 


B7 


TPDArSFTSL 


24.000 


266 HCV 3b 


45 


80 


10 


B_3501 


RPFTpDARSF 


60.000 


267 HCV 3b 


45 


35 


10 


B_3501 


KSSQtERIWF 


15.000 


268 HCV 3b 


45 


36 


10 


B_3501 


SSQTeRIWFM 


10.000 


269 HCV 3b 


45 


87 


10 


B_3501 


RSFTsLSTFL 


10.000 


270 HCV 3b 


45 


22 


9 


Al 


TVDQESASR 


10.000 


271 HCV 3b 


46 


97 


9 


B_3501 


DPSSLIVLF 


20.000 


272 HCV 3b 


46 


88 


9 


B_3501 


RARSAADTF 


18.000 


273 HCV 3b 


46 


71 


9 


B_4403 


EDVPVPSGF 


30.000 


274 HCV 3b 


46 


43 


9 


B_4403 


DEYDSTSDS 


18.000 


275 HCV 3b 


46 


14 


10 


A_0201 


TLCSsESLTV 


69.552 


276 HCV 3b 


46 


6 


10 


A24 


E YD I e QQTTL 


200.000 


277 HCV 3b 


46 


95 


10 


A24 


TFDPsSLIVL 


24.000 


278 HCV 3b 


46 


97 


10 


B7 


DPSSLIVLFL 


80.000 


279 HCV 3b 


46 


33 


10 


B7 


SPGSpSRGGM 


30.000 


280 HCV 3b 


46 


92 


10 


B7 


AADTf DPSSL 


10.800 


281 HCV 3b 


46 


33 


10 


B_3501 


SPGSpSRGGM 


40.000 


282 HCV 3b 


46 


36 


10 


B_3501 


SPSRgGMDEY 


40.000 


283 HCV 3b 


46 


97 


10 


B„3501 


DPSSLIVLFL 


20.000 


284 HCV 3b 


46 


70 


10 


B_4403 


EEDVpVPSGF 


60.000 


285 HCV 3b 


46 


18 


10 


B„4403 


SESLtVDQES 


12 .000 


286 HCV 3b 


46 


43 


10 


B_4403 


DEYDSTSDS S 


12.000 


287 HCV 3b 


46 


56 


10 


B_4403 


GESPdSAVDS 


12 .000 


288 HCV 3b 


47 


17 


9 


A_02 01 


ILMDPFLTC 


243.428 


289 HCV 3b 


47 


16 


9 


A„02 01 


AILMDPFLT 


21.989 


290 HCV 3b 


47 


10 


9 


B7 


AQRPDPAIL 


120.000 


291 HCV 3b 


47 


39 


9 


B7 


TPSPRHTPL 


80.000 


292 HCV 3b 


47 


30 


9 


B7 


SPQGQRWI 


12 .000 


293 HCV 3b 


47 


39 


9 


B8 


TPSPRHTPL 


16.000 


294 HCV 3b 


47 


14 


9 


B_3501 


DPAILMDPF 


20.000 


295 HCV 3b 


47 


39 


9 


B_3501 


TPSPRHTPL 


20.000 


296 HCV 3b 


47 


18 


10 


A_0201 


LMDPf LTCPV 


34.158 


297 HCV 3b 


47 


8 


10 


A_0201 


MLAQrPDPAI 


17.736 


298 HCV 3b 


47 


" 14 


" ~ 10 


B7 


dpaiimdpfl" 


" 80 ."00*6" 


299 HCV 3b 


47 


10 


10 


B7 


AQRPdPAILM 


45.000 


300 HCV 3b 


47 


9 


10 


B7 


LAQRpDPAIL 


12 .000 


301 HCV 3b 


47 


41 


10 


B_3 501 


SPRHtPLYPF 


60.000 


302 HCV 3b 


47 


39 


10 


B_3501 


TPSPrHTPLY 


40.000 


303 HCV 3b 


47 


14 


10 


B_3501 


DPATLMDPFL 


20.000 


304 HCV 3b 


48 


6 


9 


A_0201 


GMILAESQV 


50.232 


305 HCV 3b 


48 


26 


9 


A_0201 


QMSCNQSPL 


15.428 


306 HCV 3b 


48 


8 


9 


A3 


ILAESQVLK 


30.000 


307 HCV 3b 


48 


1 


9 


B7 


MPGTLGMIL 


80.000 


308 HCV 3b 


48 


1 


9 


B_3501 


MPGTLGMIL 


20.000 


309 HCV 3b 


48 


10 


9 


B_4403 


AESQVLKSL 


27.000 


310 HCV 3b 


48 


25 


10 


B7 


SQMSCNQSPL 


12.000 


311 HCV 3b 


48 


18 


10 


B_3501 


LSTIqTQSQM 


10.000 


312 HCV 3b 


49 


123 


9 


Al 


VTEAVKAIR 


45.000 


313 HCV 3b 


49 


104 


9 


Al 


ATQPPRMLK 


25.000 


314 HCV 3b 


49 


47 


9 


Al 


GSSPPMILK 


15.000 


315 HCV 3b 


49 


109 


9 


A_02 01 


RMLKNIVWL 


722 .126 
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316 HCV 3b 


49 


110 


9 


A_0201 


MLKNIVWLV 


71.386 


317 HCV 3b 


49 


148 


9 


A_0201 


WIPLTKFHM 


18.225 


318 HCV 3b 


49 


74 


9 


A_O201 


TLPMPMPPT 


17.140 


319 HCV 3b 


49 


122 


9 


A__0201 


LVTEAVKAI 


14.634 


320 HCV 3b 


49 


116 


9 


A_0201 


WLWRGLVT 


14.054 


321 HCV 3b 


49 


34 


9 


A_0201 


KMAGRRLTM 


12.558 


322 HCV 3b 


49 


114 


9 


A_0201 


IVWLWRGL 


12.132 


323 HCV 3b 


49 


146 


9 


A24 


RYWIPLTKF 


220.000 


324 HCV 3b 


49 


109 


9 


A24 


RMLKNIVWL 


12.000 


325 HCV 3b 


49 


129 


9 


B7 


AIREATAGL 


120.000 


326 HCV 3b 


49 


143 


9 


B7 


RPARYWIPL 


80.000 


327 HCV 3b 


49 


186 


9 


B7 


KPRTLSLNC 


20.000 


328 HCV 3b 


49 


114 


9 


B7 


IVWLWRGL 


20. 000 


329 HCV 3b 


49 


103 


9 


B7 


VATQPPRML 


18.000 


330 HCV 3b 


49 


182 


9 


B7 


ALCSKPRTL 


12.000 


331 HCV 3b 


49 


184 


9 


B8 


CSKPRTLSL 


80. 000 


332 HCV 3b 


49 


143 


9 


B_3501 


RPARYWIPL 


40.000 


333 HCV 3b 


49 


58 


9 


B_3501 


RAPETPAPY 


24.000 


334 HCV 3b 


49 


139 


9 


B_3501 


GSVERPARY 


20.000 


335 HCV 3b 


49 


184 


9 


B_3501 


CSKPRTLSL 


15.000 


336 HCV 3b 


49 


186 


9 


B_3501 


KPRTLSLNC 


12.000 


337 HCV 3b 


49 


71 


9 


B_3501 


SSNTLPMPM 


10.000 


338 HCV 3b 


49 


141 


9 


B_4403 


VERPARYWI 


12.000 


339 HCV 3b 


49 


92 


10 


Al 


NAEDa AG PAR 


18.000 


340 HCV 3b 


49 


109 


10 


A_O201 


RMLKnIVWLV 


3.206.057 


341 HCV 3b 


49 


180 


10 


A_0201 


WLALcSKPRT 


34.279 


342 HCV 3b 


49 


121 


10 


A_0201 


GLVTeAVKAI 


23.995 


343 HCV 3b 


49 


114 


10 


A_0201 


IWLvVRGLV 


11.163 


344 HCV 3b 


49 


128 


10 


A24 


KAI Re ATAGL 


12 .000 


345 HCV 3b 


49 


66 


10 


B7 


YPAStSSNTL 


80.000 


346 HCV 3b 


49 


172 


10 


B7 


MGRIsASCWL 


40.000 


347 HCV 3b 


49 


45 


10 


B7 


WGSsPPMIL 


30.000 


348 HCV 3b 


49 


102 


10 


B7 


CVATqPPRML 


30.000 


349 HCV 3b 


49 


181 


10 


B7 


LALCSKPRTL 


12.000 


350 HCV 3b 


49 


128 


10 


B7 


KAI Re AT AGL 


12.000" 


351 HCV 3b 


49 


80 


10 


B7 


PPTAaPAKPL 


12.000 


352 HCV 3b 


49 


118 


10 


B7 


WRG1VTEAV 


10 .000 


353 HCV 3b 


49 


181 


10 


B8 


LALCSKPRTL 


16.000 


354 HCV 3b 


49 


183 


10 


B8 


LCSKpRTLSL 


16.000 


355 HCV 3b 


49 


66 


10 


B_3501 


YPAStSSNTL 


20.000 


356 HCV 3b 


49 


43 


10 


B_3501 


SSWgSSPPM 


10.000 


357 HCV 3b 


49 


68 


10 


B_3501 


ASTSsNTLPM 


10.000 


358 HCV 3b 


49 


70 


10 


B_3501 


TSSNtLPMPM 


10.000 


359 HCV 3b 


49 


131 


10 


B_4403 


REATaGLPGS 


12 .000 


360 HCV 3b 


49 


124 


10 


B_4403 


TEAVkAIREA 


12 . 000 


361 HCV 3b 


50 








no hits 




362 HCV 3b 


51 


4 


9 


A_0201 


MMYLVIGCV 


81.705 


363 HCV 3b 


51 


3 


9 


A_0201 


AMMYLVIGC 


30.534 


364 HCV 3b 


51 


5 


9 


A24 


MYLVIGCVM 


52 .500 


365 HCV 3b 


51 


3 


10 


A_0201 


AMMYLVIGCV 


55.572 


366 HCV 3b 


51 


6 


10 


A_0201 


YLVIgCVMQM 


52 .561 


367 HCV 3b 


52 


12 


10 


A_0201 


GLAFaRAQTV 


69.552 
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368 HCV 3b 53 5 

369 HCV 3b 53 5 

370 HCV 3b 53 12 

371 HCV 3b 53 16 

372 HCV 3b 53 8 

373 HCV 3b 54 17 

374 HCV 3b 54 22 

375 HCV 3b 54 23 

376 HCV 3b 54 9 

377 HCV 3b 55 6 

378 HCV 3b 55 5 

379 HCV 3b 56 1 
3 80 HCV 3b 57 3 

381 HCV 3b 57 12 

382 HCV 3b 57 5 

383 HCV 3b 57 11 

384 HCV 3b 58 40 

385 HCV 3b 58 65 

386 HCV 3b 58 45 

387 HCV 3b 58 33 

388 HCV 3b 58 8 

389 HCV 3b 58 86 

390 HCV 3b 58 2 

391 HCV 3b 58 2 

392 HCV 3b 58 8 

393 HCV 3b 58 33 

394 HCV 3b 58 86 

395 HCV 3b 58 58 

396 HCV 3b 58 68 

397 HCV 3b 58 58 

398 HCV 3b 58 45 

399 HCV 3b 58 70 

400 HCV 3b 58 18 

401 HCV 3b 58 7 

402 HCV 3b" 58 18" 

403 HCV 3b 58 70 

404 HCV 3b 58 43 

405 HCV 3b 58 57 

406 HCV 3b 59 1 

407 HCV 3b 59 26 

408 HCV 3b 59 5 

409 HCV 3b 59 28 

410 HCV 3b 59 10 

411 HCV 3b 59 25 

412 HCV 3b 59 21 

413 HCV 3b 59 52 

414 HCV 3b 59 40 

415 HCV 3b 59 21 

416 HCV 3b 59 52 

417 HCV 3b 59 7 

418 HCV 3b 59 39 

419 HCV 3b 59 37 



9 B_3501 

9 B_4403 

10 A24 
10 A3 
10 B7 

9 A3 

10 A_0201 
10 B_3501 
10 B_3501 

9 B7 

10 B7 
9 B7 
9 B8 

9 B_4403 

10 B_3501 
10 B_4403 
9 A_0201 
9 A24 

9 A3 

9 B7 

9 B7 

9 B7 

9 B7 

9 B8 

9 B_3 501 

9 B„3501 

9 B_3501 

9 B_3501 

9 B_4403 

9 B_4403 

10 A3 
10 B7 
10 B7 
10 B7 

10 B__3501 

10 B„3501 

10 B_3501 

10 B_4403 

9 Al 

9 A_02 01 

9 A_0201 

9 A_0201 

9 A„0201 
9 A24 
9 B7 
9 B7 
9 B7 
9 B_3501 
9 B_3501 
9 B_3501 
9 B_3501 
9 B_3501 



RSPGVTNRY 
RSPGVTNRY 
RYIPgLPRPV 
GLPRpVRPLR 
GVTNrYIPGL 
TLQSITVSK 
TVSKsPVYPV 
VSKSpVYPVM 
KSTYcSTATL 
VAVASTVSL 
GVAVaSTVSL 
MVRVPVRML 
VPKPRVAAT 
DGFSTRTEY 
KPRVaATDGF 
TDGFsTRTEY 
GLVLSKLAV 
RYRSEEPHV 
KLAVESPLR 
EPLRQDSGL 
TPLVHTAAL 
QPTRSWSTL 
NCRAFATPL 
NCRAFATPL 
TPLVHTAAL 
EPLRQDSGL 
QPTRSWSTL 
TSASRVTRY 
SEEPHVQGS 
TSASRVTRY 
KLAVeSPLRR 
EPHVqGSRDL 
IPTTcPEGHM 
ATPLVHTAAL 
~~IPTT"c~P~EGHM 
EPHVqGSRDL 
LSKLaVESPL 
RTSAsRVTRY 
MTPPTWPK 
FLSLPVRLV 
TWPKKVWV 
SLPVRLVTI 
KVWVAVDST 
TFLSLPVRL 
SPVTTFLSL 
DSRRHPIFL 
SPRVCWAYA 
SPVTTFLSL 
DSRRHPIFL 
VPKKVWVAV 
NSPRVCWAY 
VPNSPRVCW 



20.000 
10.125 
21.600 
18.000 
20.000 
30.000 
13.997 
30.000 
10.000 
12.000 
20.000 
300.000 
16.000 
13.500 
120.000 
22.500 
69.552 
10.000 
12.000 
80.000 
80.000 
80.000 
40.000 
16.000 
20.000 
20.000 
20.000 
10.000 
48.000 
27.000 
24.000 
80.000 
30.000 
12.000 
" 40.0 00" 
20.000 
15.000 
13 .500 
10.000 
147.172 
33.472 
23.995 
21.348 
36.000 
80.000 
40.000 
20.000 
20.000 
15.000 
12.000 
10.000 
10.000 
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420 


HCV 3b 


59 


1 


10 


Al 


MTPPtWPKK 


10.000 


421 


HCV 3b 


59 


28 


10 


A_0201 


SLPVrLVTIV 


65.588 


422 


HCV 3 b 


59 


6 


10 


A_0201 


WPKkVWVAV 


17.588 


423 


HCV 3b 


59 


26 


10 


A_0201 


FLSLpVRLVT 


14.054 


424 


HCV 3 b 


59 


10 


10 


A_0201 


KVWVaVDSTC 


12.628 


425 


HCV 3 b 


60 


21 


9 


A_0201 


KMTGSVATA 


28.883 


426 


HCV 3 b 


60 


33 


9 


B7 


RPSAAQSCM 


20.000 


427 


HCV 3b 


60 


33 


9 


B_3501 


RPSAAQSCM 


80.000 


428 


HCV 3 b 


60 


39 


9 


B_4403 


SCMGDRWSY 


18.000 


429 


HCV 3 b 


60 


14 


10 


A_0201 


TLISiGLKMT 


17.140 


430 


HCV 3 b 


60 


6 


10 


B7 


AVSApQVITL 


60.000 


431 


HCV 3b 


60 


9 


10 


B7 


APQViTLISI 


24.000 


432 


HCV 3b 


60 


11 


10 


B7 


QVITLISIGL 


20.000 


433 


HCV 3 b 


60 


38 


10 


B_3501 


QSCMgDRWSY 


15.000 


434 


HCV 3b 


61 








no hits 




435 


HCV 3 b 


62 


33 


9 


Al 


AASPLHMAY 


25.000 


436 


HCV 3b 


62 


7 


9 


A24 


GYSRLASKI 


66.000 


437 


HCV 3b 


62 


52 


9 


A3 


CLYHGDKVK 


50.000 


438 


HCV 3 b 


62 


45 


9 


B7 


QIRRPIQCL 


60.000 


439 


HCV 3b 


62 


3 


9 


B7 


KIREGYSRL 


40.000 


440 


HCV 3 b 


62 


20 


9 


B7 


LPRTSRGGT 


30.000 


441 


HCV 3 b 


62 


61 


9 


B7 


NPRSRSTPA 


20.000 


442 


HCV 3 b 


62 


12 


9 


B7 


ASKITLSRL 


12.000 


443 


HCV 3 b 


62 


63 


9 


B7 


RSRSTPAPM 


10.000 


444 


HCV 3 b 


62 


61 


9 


B8 


NPRSRSTPA 


16.000 


445 


HCV 3 b 


62 


63 


9 


B_3501 


RSRSTPAPM 


60.000 


446 


HCV 3 b 


62 


35 


9 


B„3501 


SPLHMAYWF 


20.000 


447 


HCV 3b 


62 


12 


9 


B_3501 


ASKITLSRL 


15.000 


448 


HCV 3b 


62 


3 


9 


B_3501 


KIREGYSRL 


12 .000 


449 


HCV 3b 


62 


33 


9 


B„4403 


AASPLHMAY 


12.000 


450 


HCV 3b 


62 


10 


10 


A3 


RLASklTLSR 


12 .000 


451 


HCV 3b 


62 


38 


10 


A3 


HMAYwFHQIR 


12 .000 


452 


HCV 3b 


62 


8 


10 


B7 


YSRLaSKITL 


40.000 


453 


HCV 3b 


62 


69 


10 


B7 


APMVaSSSPV 


36.000 


4~54 


HCV 3 b" 


62 


11 


. - lQ • 


B7 


LASKiTLSRL 


12.000 


455 


HCV 3 b 


62 


8 


10 


B_3501 


YSRLaSKITL 


15.000 


456 


HCV 3b 


62 


32 


10 


B_3501 


KAASpLHMAY 


12 . 000 


457 


HCV 3b 


63 


3 


9 


B_4403 


HAAQNATRY 


13 .500 


458 


HCV 3 b 


64 


68 


9 


A_02C1 


TLNIEKFTV 


403.402 


459 


HCV 3 b 


64 


61 


9 


B7 


CPPTNILTL 


80.000 


460 


HCV 3 b 


64 


44 


9 


B7 


SQRSPLVQL 


60.000 


461 


HCV 3 b 


64 


41 


9 


B7 


SSRSQRSPL 


60.000 


462 


HCV 3 b 


64 


61 


9 


B_3501 


CPPTNILTL 


20. 000 


463 


HCV 3 b 


64 


41 


9 


B_3501 


SSRSQRSPL 


15.000 


464 


HCV 3 b 


64 


24 


9 


B_4403 


SESWEWSS 


12.000 


465 


HCV 3b 


64 


66 


10 


A_0201 


ILTLnlEKFT 


69.676 


466 


HCV 3 b 


64 


67 


10 


A_0201 


LTLNi EKFTV 


35.242 


467 


HCV 3b 


64 


, 43 


10 


A24 


RSQRsPLVQL 


12 .000 


468 


HCV 3b 


64 


41 


10 


B8 


SSRSqRSPLV 


12.000 


469 


HCV 3b 


64 


40 


10 


B„3501 


RSSRsQRSPL 


10.000 


470 


HCV 3 b 


64 


43 


10 


B_3501 


RSQRsPLVQL 


10. 000 


471 


HCV 3 b 


65 


1 


9 


A_0201 


MLQGGAPQV 


118.238 
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472 


HCV 3 b 


65 


6 


9 


B7 


APQVFTNPV 


12.000 


473 


HCV 3b 


65 


8 


10 


A_0201 


QVFTnPVBFI 


42.727 


474 


HCV 3b 


65 


6 


10 


B7 


APQVf TNPVL 


240.000 


475 


HCV 3b 


65 


20 


10 


B7 


HPNHrPWGGL 


120.000 


476 


HCV 3 b 


65 


20 


10 


B_3501 


HPNHr PWGGL 


20.000 


477 


HCV 3b 


65 


6 


10 


B_3501 


APQVf TNPVL 


20.000 


478 


HCV 3 b 


65 


30 


10 


B_4403 


KEVNkKTSDS 


18.000 


479 


HCV 3 b 


66 








no hits 




480 


HCV 3 b 


67 


6 


10 


B7 


DIRSgHPEEL 


40.000 


481 


HCV 3b 


67 


8 


10 


B_3501 


RSGHpEELNL 


15.000 


482 


HCV 3 b 


68 


4 


10 


B_3501 


DPFELTNCKF 


40.000 


483 


HCV 3 b 


69 


3 


9 


B7 


STMTTLAQL 


12.000 


484 


HCV 3b 


69 


7 


10 


A3 


TLAQL PCMEK 


60.000 


485 


HCV 3b 


70 


3 


9 


Al 


LLEQSLVSK 


36.000 


486 


HCV 3 b 


70 


1 


9 


A_0201 


MLLLEQSLV 


437.482 


487 


HCV 3b 


70 


39 


9 


A_0201 


KEQPGRFPV 


27.454 


488 


HCV 3 b 


70 


11 


9 


A24 


KYRPDAFLY 


12.000 


489 


HCV 3 b 


70 


3 


9 


A3 


LLEQSLVSK 


30.000 


490 


HCV 3 b 


70 


9 


9 


B_3501 


VSKYRPDAF 


15.000 


491 


HCV 3b 


70 


4 


9 


B_4403 


LEQSLVSKY 


540.000 


492 


HCV 3 b 


70 


37 


9 


B_4403 


IEKEQPGRF 


40.000 


493 


HCV 3b 


70 


39 


9 


B_4403 


KEQPGRFPV 


12.000 


494 


HCV 3 b 


70 


3 


10 


Al 


LLEQSLVSKY 


45.000 


495 


HCV 3b 


70 


11 


10 


A24 


KYRPdAFLYS 


14.400 


496 


HCV 3 b 


70 


2 


10 


A3 


LLLEqSLVSK 


67 .500 


497 


HCV 3b 


70 


3 


10 


A3 


LLEQsLVSKY 


12.000 


498 


HCV 3b 


70 


13 


10 


B7 


RPDAf LYSRL 


24.000 


499 


HCV 3b 


70 


9 


10 


B_3501 


VSKYrPDAFL 


15.000 


500 


HCV 3b 


70 


13 


10 


B__3501 


RPDAf LYSRL 


12.000 


501 


HCV 3b 


71 


15 


9 


B7 


RVSMTLPKL 


20.000 


502 


HCV 3b 


71 


45 


9 


B_3501 


HPAQPQPSF 


20.000 


503 


HCV 3 b 


71 


11 


10 


B7 


NPHVrVSMTL 


80.000 


504 


HCV 3b 


71 


38 


10 


B7 


EPRGgKSHPA 


20.000 


505 


HCV 3 b 


71 


5 


10 


B7 


YPMRsANPHV 


12 .000 


506 


HCV 3b " 


7i ' 


38" 


" io " 


~'B8 " 


" EPRGgKSHPA 


32 : 000 " 


507 


HCV 3 b 


71 


11 


10 


B_3 501 


NPHVrVSMTL 


20.000 


508 


HCV 3 b 


71 


22 


10 


B_3501 


KLRDLRRGSF 


12 .000 


509 


HCV 3b 


72 


15 


9 


A24 


PYQAVPQGL 


50.400 


510 


HCV 3 b 


72 


22 


9 


A3 


GLSRPNTTR 


18.000 


511 


HCV 3 b 


72 


23 


9 


B7 


LSRPNTTRL 


40.000 


512 


HCV 3 b 


72 


25 


9 


B7 


RPNTTRLVI 


12.000 


513 


HCV 3 b 


72 


8 


9 


B_3501 


LPGHSQAPY 


40.000 


514 


HCV 3 b 


72 


25 


9 


B_3 501 


RPNTTRLVI 


16.000 


515 


HCV 3 b 


72 


23 


9 


B_3501 


LSRPNTTRL 


15.000 


516 


HCV 3 b 


72 


22 


10 


A_0201 


GLSRpNTTRL 


21.362 


517 


HCV 3 b 


72 


14 


10 


B7 


APYQaVPQGL 


240.000 


518 


HCV 3b 


72 


14 


10 


B_3501 


APYQaVPQGL 


20.000 
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Table 4m 
H77 (1-3) 



No. 


Strain 


ORF 


Start: 


AA 


HLA 


Peptide sequence 


Score 


1 


HCV H77 


1 


17 


9 


B7 


SSRRKRLAM 


15.000 


2 


HCV H77 


1 


2 


9 


B7 


GATLHHESL 


12.000 


3 


HCV H77 


1 


17 


9 


B8 


SSRRKRLAM 


20.000 


4 


HCV H77 


1 


14 


10 


B8 


ELLSSRRKRL 


16.000 


5 


HCV H77 


1 


17 


9 


B3501 


SSRRKRLAM 


30.000 


6 


HCV H77 


1 


16 


10 


B3501 


LSSRKRLAM 


10.000 


7 


HCV H77 


1 


15 


9 


A0201 


LLSSRKRL 


36 .316 


8 


HCV H77 


2 


43 


10 


B4403 


AASPTSWGTY 


12.000 


9 


HCV H77 


2 


53 


10 


B3501 


RSSAPLLEAL 


10.000 


10 


HCV H77 


2 


64 


10 


B3501 


GPWRMASGFW 


10. 000 


11 


HCV H77 


2 


64 


9 


B3501 


GPWRMASGF 


20.000 


12 


HCV H77 


2 


44 


9 


B3501 


ASPTSWGTY 


10.000 


13 


HCV H77 


2 


26 


9 


B3501 


TPGVGRAIW 


10.000 


14 


HCV H77 


2 


5 


10 


B7 


VAGGRDGSCL 


12.000 


15 


HCV H77 


2 


32 


10 


B7 


AIWVRSSIPL 


12.000 


16 


HCV H77 


2 


6 


9 


B7 


AGGRDGSCL 


12.000 


17 


HCV H77 


2 


51 


9 


A24 


TYRSSAPLL 


200.000 


18 


HCV H77 


2 


12 


9 


A24 


SCLPVALGL 


10.080 


19 


HCV H77 


2 


32 


10 


A0201 


AIWVRSSIPL 


24.380 


20 


HCV H77 


2 


67 


10 


AO 2 01 


RMASGFWKTA 


23.178 


21 


HCV H77 


2 


67 


9 


A0201 


RMASGFWKT 


76.695 


22 


HCV H77 


2 


58 


10 


Al 


LLEALPGPWR 


18.000 


23 


HCV H77 


3 


2 


9 


A0201 


QQGTFLVAL 


18.930 


24 


HCV H77 


4 


2 


10 


B3501 


SPMIALTRVL 


20.000 


25 


HCV H77 


4 


19 


9 


B8 


SCTLRGVSL 


16.000 


26 


HCV H77 


4 


2 


10 


B7 


SPMIALTRVL 


240.000 


27 


HCV H77 


4 


2 


9 


B7 


SPMIALTRV 


12.000 


28 


HCV H77 


4 


26 


10 


A3 


SLAFARVTPR 


12 .000 


29 


HCV H77 


4 


24 


9 


A0201 


GVSLAFARV 


11.563 


30 


HCV H77 


5 


4 


10 


B3501 


APRLGLLVSL 


60.000 


31 


HCV H77 


5 


1 


10 


B3501 


MPAAPRLGLL 


20.000 


32 


HCV H77 


5 


1 


10 


B8 


MPAAPRLGLL 


16.000 


33 


HCV H77 


5 


4 


10 


B8 


APRLGLLVSL 


16.000 


34 


HCV H77 


5 


4 


10 


B7 


APRLGLLVSL 


240. 00C 


35 


HCV H77 


5 


1 


10 


B7 


MPAAPRLGLL 


80.000 


36 


HCV H77 


5 


8 


9 


A0201 


GLLVSLHQA 


42.278 


37 


HCV H77 


7 


24 


10 


B3501 


CPQRACVARY 


40.000 


38 


HCV H77 


7 


28 


10 


B7 


ACVARYIASL 


12.000 


39 


HCV H77 


7 


57 


10 


B7 


VQMIRMSSSL 


12.000 


40 


HCV H77 


7 


29 


9 


B7 


CVARYIASL 


20. 000 


41 


HCV H77 


7 


12 


9 


B7 


TAGTTLQDL 


12.000 


42 


HCV H77 


7 


9 


9 


B7 


NAPTAGTTL 


12.000 


43 


HCV H77 


7 


36 


10 


A3 


SLPAPWWWER 


36.000 


44 


HCV H77 


7 


32 


10 


A24 


RYIALPAPW 


18.000 


45 


HCV H77 


7 


51 


10 


AO 2 01 


RLPTAGVQMI 


23.995 


46 


HCV H77 


7 


57 


10 


A0201 


VQMIRMSSSL 


13.624 


47 


HCV H77 


7 


22 


9 


A0201 


ALCPQRACV 


69.552 


48 


HCV H77 


7 


16 


9 


A0201 


TLQDLVALC 


46.848 


49 


HCV H77 


7 


58 


9 


A0201 


QMIRMSSSL 


15.428 
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en 
•J u 


un/ T477 

v XT / / 


8 


3 


9 


B3501 


HPWPGRTVL 


20.000 


R1 
3 x 


Tjr*\7 T-T77 


p 


12 


9 


B3501 


CPSSCSSAL 


20.000 


CO 


TTP\7 T-T77 
xi*^ v XT / / 


10 

JL V/ 


61 


10 


A24 


RYCLGQPTEW 


11.000 




TTHW T-T77 
xi 1 ^- v n i i 


1 0 


13 


10 


A24 


RTTACEIWPL 


8.000 


RA 


xiv— v nil 


10 


2 


10 

•X. w 


A0201 


CITISPLFET 


13.669 




lir*\7 T-T77 
xi^v nil 


1 0 


g 


9 


B4403 


FETGRTTAC 


13 .500 


3 O 


xiv^v nil 


1 0 


1 7 


10 


B4403 


CEIWPLWNQS 


20.000 


3 / 


Tjrnr 1177 
xT<^v nil 


1 n 

X w 


55 


10 

-J— w 


B3501 


LPVGARRYCL 


20 . 000 


ED 
3 O 


iin\T T477 
in v nil 


1 n 

J. VJ 


32 


10 


B3501 


RPSSSRGGQI 


16.000 


cq 

3 -7 


tjo^Z H77 
v n// 


1 0 




10 


B8 


LPVGARRYCIj 


16.000 


An 
o u 


TJ(~*\7 W77 
nv, v nil 


1 0 


55 


10 


B7 


LPVGARRYCL 


120.000 


A1 


tj C\r TT77 
rl^ V nil 


1 1 

JL JL 


33 


10 


A0201 


TLWAGPLLKV 


1.327.748 


OA 


uprr T-T7 7 
rlv^ v nit 


JL JL 


32 


10 


A24 


KTLWAGPLL 


12.000 


OJ 


TJO\T H77 
ril_- V nil 


1 1 
J. X 


2 5 


10 


A24 


RCI PMWTKTL 


14.400 




HCV nil 


1 1 
J- J. 


X J 


10 

X \J 


A24 


RGPSHHPRVL 


12 . 000 


^ c 
03 


HCV H / / 


1 1 

XX 






A3 


TLWAGPLLK 

X Jd V / XiVJ X. XJ J— IX V 


200 . 000 


66 


HCV H / / 


1 1 
J- J. 


3 


Q 
-? 


A3 


GLSTTGPER 

VjXJ i-J JL JL V-J XT J— IX v 


12 . 000 


67 


t t /-rr 7 TT f 7 *7 

HCV H / / 


1 1 


X*i 


Q 

J? 


"R7 
xj / 


OPSHHPRVL 

Vj JL X-} X. 1± L JL XX V XJ 


80 . 000 


DO 


HCV H / / 


1 1 
XX 


1 R 

xo 


q 


R7 

Xj / 


HPRVLSSRC 

1XXT XV V XJ uJ Ml\V-« 


20 . 000 


69 


HCV H / / 


1 1 


Xo 


1 n 

X u 


R7 

Xj / 


HPRVLSSRCT 

il X Xv V XJ iJ tC 1 vv_# JL 


80 . 000 


/ K) 


TT/^1T T XJ11 

HCV n/i 


1 1 


1 4 
x*± 


Q 

j 


B3501 

X_J —J _/ *L/ X 


GPSHHPRVL 


20.000 


■71 
I X 


TT/-TT T TTT7 

xiL. V n/i 


1 1 

X X 


27 
x / 


q 


B3501 


IPMWTKTLW 


10. 000 


79 


TJf~<\T JJll 

riL. v n/i 


1 1 

J. J. 


X 0 


10 

JL \J 


B3501 

J — ' — ' — ' v/ »x» 


HPRVLSSRC I 


24.000 


/ J 


iiL. v n/i 


1 9 

X j£a 


7 


g 

— > 


B4403 


GEVIAGVAC 


18 . 000 


■7 A 


TTflT 7 Z311 

tlL-V n/i 


1 9 
X^i 


/ 


1 0 

X w 


B4403 

XJ ^X ^± W w' 


GEVIAGVACF 


360. 000 


/o 


T_jr~<\ 7 xjll 
riL-V ri 1 1 


X J> 


An 


1 0 


B3501 


CPRPMGLILI 

X. X^X. X X V_J J — 1 *J— X — 1 


24 . 000 


/ o 


rrpT 7 TJ11 
rK_-v nl/ 


J. J 


27 


10 


B3501 


TPLLLORWAL 


20.000 


/ / 


U(~ 1 \7 nil 
HCV nil 




40 


q 


B3501 


CPRPMGLIL 


60 .000 


1 o 


ur*\ 7 T4"7 7 
xiv^ V n/i 


1 ^ 


4(1 


9 


B8 

XJ KJ 


CPRPMGLIL 


16.000 


•7Q 


ri^ v n/i 




27 

£j 1 


10 


B7 

ji_j / 


TPLLLORWAL 


120.000 


on 
ou 


up\/ TT77 
xiv— v nil 




20 


10 


B7 


ATRCWCSTPL 


120.000 


OX 


un\7 1177 

xi^. v nil 


X w> 




10 


B7 


AAVRAPRSRL 


81.000 


oZ 


up\r U77 

xi\»,v n/i 


1 ^ 

X D 


40 


10 

JL w 


B7 

XJ / 


CPRPMGLILI 


80.000 


C3 


tj(~i\ T 147 7 
rlL- v nil 


1 

X 0 




9 


B7 


AVRAPRSRL 


1.350. 000 


041 


xj/~'\T U7 7 
xl V n// 


X J} 


~40 


■/ 


B7 

XJ 1 


CTRPMGLIL 


"800.000 


RR 
03 


tTf-i\7* U7 7 
xn_v n/i 


X J 


1 7 

X / 


9 


B7 


QPRATRCWC 


30.000 


oo 


xlL-V n/i 


X-J 




1 0 

J— w 


A0201 

XI v/ ^ — f ^J — u 


LLLORWALVL 


55.091 


o / 


up; 7 tj 7 "7 
xl v.. V nil 




^ 7 


10 

X V 


A0201 


VLTCPRPMGL 


36 .316 


Q O 
OO 


TT/-1T 7 ITT! 

riL-V xi / / 


1 "3; 
x ~> 


J> KJ 


10 

X w 


A0201 


LLORWALVLT 


29 .137 


O O 

ay 


TT/ - IT 7 TJ 7 7 

HCV ri 1 l 






q 


A0201 

xx C^ £1 u J. 


LLLORWALV 


743 .720 


q n 

y u 


TI/~*\7 XXII 
HCV ri 1 1 


1 ^ 
X J 




q 


A0201 

XX V x_» \J J_ 


LLORWALVL 

xj xj x vv v x .»j 1 1 v xj 


14.890 


y x 


Tj/~tT7 117*7 
xiCV nil 


J. J 


2 R 


q 


A0201 

xx C ^ y x 


PLLLORWAL 

X X— 1 1 1 - 1 X W W X \i 1 


13 .042 


Q9 


T-TPV TT7 7 
n.v_ v nil 


14 


22 




A0201 


WLCSPLLPL 


226.014 




T-TPV TT77 
nv_- v nil 


14 


27 


9 


A0201 


LLPLRAPSL 


36.316 




HfV "R7 7 

XXV^ V XI / / 


14 


9 


9 


A0201 


ALSLTKQRL 


21.362 


95 


HCV H77 


14 


31 




A24 


RAPSLCPIL 


14.400 


96 


HCV H77 


14 


1 


XU 




MTDT-TTjQM2l C*2VT, 
vxcnf 0 VVAoiriXj 


?o oon 


97 


HCV H77 


14 


3 


10 


B3501 


HPSWASALSL 


20.000 


98 


HCV H77 


14 


36 


10 


B3501 


CPILTSRRLL 


20. 000 


99 


HCV H77 


14 


18 


10 


B3501 


RGRDWLCSPL 


12.000 


100 HCV H77 


14 


46 


9 


B3501 


CPPPERSPF 


30.000 


101 HCV H77 


14 


36 


9 


B3501 


CPILTSRRL 


20.000 
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102 


HCV H77 


14 


36 


10 


B7 


CPILTSRRLL 


120.000 


103 


HCV H77 


14 


1 


10 


B7 


MPHPSWASAL 


80.000 


104 


HCV H77 


14 


3 


10 


B7 


HPSWASALSL 


80.000 


105 


HCV H77 


14 


14 


10 


B7 


KQRLRGRDWL 


60.000 


106 


HCV H77 


14 


18 


10 


B7 


RGRDWLC S PL 


40.000 


107 


HCV H77 


14 


8 


10 


B7 


SALSLTKQRL 


12.000 


108 


HCV H77 


14 


36 


9 


B7 


CPILTSRRL 


80.000 


109 


HCV H77 


14 


31 


9 


B7 


RAPSLCPIL 


12 .000 


110 


HCV H77 


14 


9 


9 


B7 


ALSLTKQRL 


12.000 


111 


HCV H77 


14 


34 


9 


A3 


SLCPILTSR 


13 .500 


112 


HCV H77 


14 


18 


10 


A24 


RGRDWLC S PL 


11.520 


113 


HCV H77 


15 


3 


10 


B7 


WPTTAVLTCL 


80.000 


114 


HCV H77 


15 


17 


10 


B7 


AAMLSSCRPM 


27.000 


115 


HCV H77 


15 


18 


10 


B7 


AMLSSCRPML 


18.000 


116 


HCV H77 


15 


1 


9 


B3501 


MPWPTTAVL 


20.000 


117 


HCV H77 


15 


3 


10 


B3501 


WPTTAVLTCL 


20.000 


118 


HCV H77 


15 


1 


9 


B7 


MPWPTTAVL 


80.000 


119 


HCV H77 


15 


18 


10 


A0201 


AMLSSCRPML 


57.085 


120 


HCV H77 


15 


11 


10 


A02 01 


CLSSRPAAML 


21.362 


121 


HCV H77 


15 


19 


9 


A0201 


MLSSCRPML 


36.316 


122 


HCV H77 


16 


3 


10 


B3501 


SPGLNAGAGL 


20.000 


123 


HCV H77 


16 


52 


9 


B3501 


RPPRLQLGY 


80.000 


124 


HCV H77 


16 


3 


10 


B7 


SPGLNAGAGL 


80.000 


125 


HCV H77 


16 


38 


10 


B7 


SVSAMTRAVL 


30.000 


12 6 


HCV H77 


16 


47 


10 


B7 


LGMSSRPPRL 


12 . 000 


127 


HCV H77 


16 


13 


10 


B7 


AGGSQASIDL 


12.000 


128 


HCV H77 


16 


33 


10 


B7 


STRPSSVSAM 


10.000 


129 


HCV H77 


16 


50 


9 


B7 


SSRPPRLQL 


90.000 


130 


HCV H77 


16 


11 


10 


A0201 


GLAGGSQASI 


10.433 


131 


HCV H77 


16 


48 


9 


A0201 


GMSSRPPRL 


15.428 


132 


HCV H77 


17 


8 


9 


B3501 


QSRVGRTFL 


15.000 


133 


HCV H77 


17 


5 


10 


B7 


YPRQ SRVGRT 


20.000 


134 


HCV H77 


17 


8 


9 


B7 


QSRVGRTFL 


60.000 


135 


HCV H77 


17 


7 


10 


A0201 


RQSRVGRTFL 


11.913 


13 6 


HCV ' H 7 7 




4 


Yd 


B3501" 


HPCYTDWALF 


30.000 


137 


HCV H77 


18 


4 


9 


B3501 


HPCYTDWAL 


20.000 


138 


HCV H77 


18 


4 


9 


B7 


HPCYTDWAL 


80.000 


139 


HCV H77 


18 


6 


10 


A24 


CYTDWALFRM 


30.000 


140 


HCV H77 


18 


7 


10 


Al 


YTDWALFRMK 


25.000 


141 


HCV H77 


19 


6 


10 


A3 


ALSTYRTSSK 


20.000 


142 


HCV H77 


20 


39 


9 


A24 


RCLVTPPLL 


12.000 


143 


HCV H77 


20 


37 


10 


B7 


CQRCLVTPPL 


40.000 


144 


HCV H77 


20 


10 


10 


B3501 


RPTGRNSRSF 


40.000 


145 


HCV H77 


21 


2 


9 


B7 


MARAWRELL 


180.000 


146 


HCV H77 


21 


2 


9 


B8 


MARAWRELL 


16.000 


147 


HCV H77 


22 


11 


10 


Al 


AMQPPASLPY 


12.500 


148 


HCV H77 


22 


17 


9 


Al 


SLPYSAASL 


21.362 


149 


HCV H77 


22 


10 


9 


A24 


RAMQPPASL 


12.000 


150 


HCV H77 


22 


11 


10 


A3 


AMQPPASLPY 


12.000 


151 


HCV H77 


22 


10 


9 


B7 


RAMQPPASL 


54.000 


152 


HCV H77 


22 


3 


10 


B7 


PPRTTCRRAM 


30.000 


153 


HCV H77 


22 


16 
3 


10 


B7 


ASLPYSAASL 


12.000 
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154 


HCV H77 


22 


3 


10 


B3501 


PPRTTCRRAM 


12.000 


155 


HCV H77 


24 


6 


10 


A24 


PYLQKFCGSL 


30.000 


156 


HCV H77 


24 


7 


9 


A0201 


YLQKFCGSL 


48.544 


157 


HCV H77 


25 


96 


10 


B3501 


RSWGPTRKM 


20.000 


158 


HCV H77 


25 


27 


10 


B3501 


QPYLLPWPSL 


20.000 


159 


HCV H77 


25 


75 


10 


B3501 


LPCPPWRGSL 


20.000 


160 


HCV H77 


25 


24 


10 


B3501 


SPNQPYLLPW 


10.000 


161 


HCV H77 


25 


33 


9 


B3501 


WPSLPPKVL 


20.000 


162 


HCV H77 


25 


72 


9 


B3501 


SPILPCPPW 


10.000 


163 


HCV H77 


25 


2 


10 


B8 


AARYHLHGPL 


16.000 


164 


HCV H77 


25 


2 


10 


B7 


AARYHLHGPL 


360.000 


165 


HCV H77 


25 


75 


10 


B7 


LPCPPWRGSL 


120.000 


166 


HCV H77 


25 


27 


10 


B7 


QPYLLPWPSL 


120.000 


167 


HCV H77 


25 


65 


10 


B7 


APPTPTLSPI 


24.000 


168 


HCV H77 


25 


33 


9 


B7 


WPSLPPKVL 


120.000 


169 


HCV H77 


25 


63 


9 


B7 


LAAPPTPTL 


18.000 


170 


HCV H77 


25 


116 


9 


B7 


QAHSSPRAL 


12.000 


171 


HCV H77 


25 


41 


9 


B7 


LAAPQLPAL 


12.000 


172 


HCV H77 


25 


50 


9 


B7 


RATIRQHPL 


12.000 


173 


HCV H77 


25 


30 


10 


A3 


LLPWPSLPPK 


30.000 


174 


HCV H77 


25 


4 


10 


A24 


RYHLHGPLLC 


10.000 


175 


HCV H77 


25 


4 


9 


A24 


RYHLHGPLL 


400. 000 


176 


HCV H77 


25 


28 


9 


A24 


PYLLPWPSL 


30.000 


177 


HCV H77 


25 


54 


9 


A24 


RQHPLSPPL 


11.520 


178 


HCV H77 


25 


11 


10 


A0201 


LLCLRLGKSV 


118.238 


179 


HCV H77 


25 


40 


10 


A0201 


VLAAPQLPAL 


83 .527 


180 


HCV H77 


25 


62 


10 


A0201 


LLAAPPTPTL 


36.316 


181 


HCV H77 


25 


104 


10 


A0201 


KMSCAAQCLI 


26.372 


182 


HCV H77 


25 


104 


9 


A0201 


KMSCAAQCL 


53.999 


183 


HCV H77 


25 


83 


9 


A0201 


SLGIRISAT 


17.140 


184 


HCV H77 


25 


62 


9 


A0201 


LLAAPPTPT 


12.668 


185 


HCV H77 


25 


35 


9 


A0201 


SLPPKVLAA 


11.426 


186 


HCV H77 


25 


45 


9 


A0201 


QLPALRATI 


10.433 


187 


HCV H77 


25 


118 


9 


Al 


HSSPRALRK 


15.000 


188 


HCV H77 


27 


57 


" To 


" B4403 


ATAGAARAAY 


* 27.000 


189 


HCV H77 


27 


30 


10 


B3501 


KPAWPSSLSL 


40.000 


190 


HCV H77 


27 


33 


10 


B3501 


WPSSPSLRGF 


20.000 


191 


HCV H77 


27 


36 


9 


B3501 


SPSLRGFML 


20.000 


192 


HCV H77 


27 


35 


9 


B3501 


SSPSLRGFM 


10.000 


193 


HCV H77 


27 


36 


9 


B8 


SPSLRGFML 


16.000 


194 


HCV H77 


27 


2 


10 


B7 


IPAVLTPQSL 


80.000 


195 


HCV H77 


27 


30 


10 


B7 


KPAWPSSLSL 


80.000 


196 


HCV H77 


27 


38 


10 


B7 


SLRGFMLGAL 


40.000 


197 


HCV H77 


27 


15 


10 


B7 


SVRRRQFTNV 


10.000 


198 


HCV H77 


27 


36 


9 


B7 


SPSLRGFML 


80.000 


199 


HCV H77 


27 


46 


9 


A3 


ALLPIQGGK 


20.000 


200 


HCV H77 


27 


19 


10 


A0201 


RQFTNWTWT 


35.364 


201 


HCV H77 


27 


42 


9 


A0201 


FMLGALLPI 


294.957 


202 


HCV H77 


28 


48 


9 


B4403 


EEAGLPYVA 


12.000 


203 


HCV H77 


28 


31 


10 


B4403 


CELGDTGPGA 


12.000 


204 


HCV H77 


28 


48 


10 


B4403 


EEAGLPYVAS 


12.000 


205 


HCV H77 


28 


46 


9 


B3501 


CPEEAGLPY 


24. 000 
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206 


HCV 


H77 


28 


37 


207 


HCV 


H77 


28 


3 


208 


HCV 


H77 


28 


44 


209 


HCV H77 


28 


25 


210 


HCV 


H77 


28 


46 


211 


HCV 


H77 


29 


3 


212 


HCV 


H77 


29 


3 


213 


HCV 


H77 


29 


1 


214 


HCV 


H77 


33 


47 


215 


HCV 


H77 


33 


50 


216 


HCV 


H77 


33 


5 


217 


HCV 


H77 


33 


47 


218 


HCV 


H77 


33 


92 


219 


HCV 


H77 


33 


74 


220 


HCV 


H77 


33 


36 


221 


HCV 


H77 


33 


92 


222 


HCV 


H77 


33 


36 


223 


HCV 


H77 


33 


41 


224 


HCV 


H77 


33 


33 


225 


HCV 


H77 


34 


37 


226 


HCV 


H77 


34 


40 


227 


HCV 


H77 


34 


34 


228 


HCV 


H77 


34 


26 


229 


HCV 


H77 


34 


34 


230 


HCV 


H77 


34 


37 


231 


HCV 


H77 


34 


34 


232 


HCV 


H77 


34 


34 


233 


HCV 


H77 


34 


40 


234 


HCV 


H77 


34 


39 


235 


HCV 


H77 


34 


46 


236 


HCV 


H77 


34 


33 


237 


HCV 


H77 


34 


45 


238 


HCV 


H77 


34 


40 


239 


HCV 


H77 


35 


14 


240 


HCV 


H77 


35 


23 


241 


HCV 


H77 


35 


5 


242 


HCV 


H77 


35 


19 


243 


HCV 


H77 


35 


40 


244 


HCV 


H77 


36 


47 


245 


HCV 


H77 


36 


2 


246 


HCV 


H77 


36 


62 


247 


HCV 


H77 


36 


47 


248 


HCV 


H77 


36 


58 


249 


HCV 


H77 


36 


53 




HCV 


H77 


-J D 




251 


HCV 


H77 


36 


51 


252 


HCV 


H77 


36 


68 


253 


HCV 


H77 


36 


60 


254 


HCV 


H77 


36 


54 


255 


HCV 


H77 


36 


53 


256 


HCV 


H77 


36 


61 


257 


HCV 


H77 


36 


51 
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9 


B3501 


GPGASALGF 


20.000 


10 


B7 


SAHFHSTVTL 


12.000 


9 


A24 


GFCPEEAGL 


24.000 


9 


A0201 


NLGSRPCEL 


21.362 


9 


Al 


CPEEAGLPY 


56.250 


9 


B4403 


GPAGSGFAY 


13.500 


9 


B3501 


GPAGSGFAY 


40.000 


9 


B3501 


MPGPAGSGF 


20.000 


10 


B4403 


GELGEGPGSA 


12.000 


10 


B4403 


GEGPGSAAAI 


12.000 


9 


B4403 


DELVPYGSV 


24.000 


9 


B4403 


GEIiGEGPGS 


12.000 


10 


B3501 


HPTDQHQRQL 


40.000 


9 


B3501 


RPHHGWACW 


20.000 


9 


B3501 


SPGGHSVFL 


20.000 


10 


B7 


HPTDQHQRQL 


80.000 


9 


B7 


SPGGHSVFL 


80.000 


9 


B7 


SVFLHGGEL 


20.000 


10 


A0201 


SLGSPGGHSV 


69.552 


10 


B3501 


SSRFPLIDTL 


15.000 


9 


B3501 


FPLIDTLYL 


30.000 


10 


B8 


LARSSRFPLI 


80.000 


9 


B8 


QCGPRPCGL 


16.000 


9 


B8 


LARSSRFPL 


16.000 


10 


B7 


SSRFPLIDTL 


40.000 


10 


B7 


LARSSRFPLI 


12 .000 


9 


B7 


LARSSRFPL 


180. 000 


9 


B7 


FPLIDTLYL 


80.000 


10 


A24 


RFPLIDTLYL 


60.000 


9 


A24 


LYLRLLGPL 


360.000 


10 


A0201 


GLARS SRFPL 


193.902 


10 


A0201 


TLYLRLLGPL 


20.440 


9 


A0201 


FPLIDTLYL 


13 .054 


9 


B8 


GARWRRPGC 


16.000 


10 


B7 


SGRVL P VNRL 


60.000 


9 


B7 


RPGGRHEHL 


80.000 


9 


B7 


RPGCSGRVL 


80 .000 


10 


A0201 


RLVREAGNYT 


40.986 


9 


B4403 


ASVDKLGVY 


27.000 


9 


B4403 


DEPANSLRL 


12.000 


10 


B3501 


LAKGHLGLDM 


18.000 


9 


B3501 


ASVDKLGVY 


20.000 


10 


B7 


MLRFLAKGHL 


40.000 


10 


B7 


GVYHSMLRFL 


20.000 


9 


B7 


EATASVDKL 


12 . 000 


10 


A3 


KLGVYHSMLR 


24.000 


9 


A3 


GLDMRGAER 


12.000 


10 


A24 


RFLAKGHLGL 


60.000 


9 


A24 


VYHSMLRFL 


200.000 


10 


A0201 


GVYHSMLRFL 


15.133 


9 


A0201 


FLAKGHLGL 


98.267 


9 


A0201 


KLGVYHSML 


74.768 
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258 


HCV H77 


36 


68 


9 


Al 


GLDMRGAER 


10.000 


259 


HCV H77 


36 


5 


9 


B3501 


RPGGRHEHL 


40.000 


260 


HCV H77 


36 


19 


9 


B3501 


RPGCSGRVL 


40.000 


261 


HCV H77 


37 


40 


10 


B3501 


TPRVPGGVAI 


24.000 


262 


HCV H77 


37 


18 


9 


B3501 


APTQVCAPL 


20.000 


263 


HCV H77 


37 


43 


9 


B3501 


VPGGVAITL 


20.000 


264 


HCV H77 


37 


40 


10 


B7 


TPRVPGGVAI 


80.000 


265 


HCV H77 


37 


42 


10 


B7 


RVPGGVAITL 


20.000 


266 


HCV H77 


37 


1 


10 


B7 


MPVPDPIARI 


12.000 


267 


HCV H77 


37 


17 


10 


B7 


GAPTQVCAPIi 


12.000 


268 


HCV H77 


37 


18 


9 


B7 


APTQVCAPL 


240.000 


269 


HCV H77 


37 


43 


9 


B7 


VPGGVAITL 


80.000 


270 


HCV H77 


37 


21 


9 


B7 


QVCAPLQAL 


30.000 


271 


HCV H77 


37 


40 


9 


B7 


TPRVPGGVA 


30.000 


272 


HCV H77 


37 


42 


10 


A24 


RVPGGVAITL 


16.800 


273 


HCV H77 


37 


35 


9 


A0201 


IIQSRTPRV 


16.258 


274 


HCV H77 


37 


3 


9 


Al 


VPDPIARIF 


12.500 


275 


HCV H77 


38 


8 


10 


B7 


RPRRRWKEGL 


800.000 


276 


HCV H77 


38 


8 


10 


B3501 


RPRRRWKEGL 


120.000 


277 


HCV H77 


39 


1 


10 


B3501 


MPQKTWGPAL 


20.000 


278 


HCV H77 


39 


12 


9 


Al 


SLETPGPER 


18.000 


279 


HCV H77 


39 


4 


10 


A0201 


KTWGP ALAS L 


19.824 


280 


HCV H77 


39 


1 


10 


B7 


MPQKTWGPAL 


80.000 


281 


HCV H77 


40 


47 


9 


B3501 


CPAPLVLVL 


20.000 


282 


HCV H77 


40 


57 


10 


B3501 


TPARCRGRHL 


20.000 


283 


HCV H77 


40 


57 


10 


B8 


TPARCRGRHL 


16.000 


284 


HCV H77 


40 


58 


9 


B8 


PARCRGRHL 


32.000 


285 


HCV H77 


40 


57 


10 


B7 


TPARCRGRHL 


80.000 


286 


HCV H77 


40 


42 


10 


B7 


SQRVSCPAPL 


40.000 


9 ft7 


TTC'V "FT 7 7 


40 


44 


10 


B7 


RVSCPAPLVL 


20.000 


288 


HCV H77 


40 


27 


9 


B7 


LVRLVHGWL 


200.000 


289 


HCV H77 


40 


47 


9 


B7 


CPAPLVLVL 


80.000 


290 


HCV H77 


40 


58 


9 


B7 


PARCRGRHL 


12.000 


291 


HCV H77 


40 


65 


9 


A3 


HLPPPQPMK 


45.000 


292 


HCV H77 


40 


29 


9 


A3 


RLVHGWLQR 


"12 7666" 


293 


HCV H77 


40 


22 


9 


A24 


RWPAGLVRL 


12.000 


294 


HCV H77 


40 


26 


10 


A0201 


GLVRLVHGWL 


15.274 



Table 4n 
H77 (4-6) 



WO 


Strain 


ORF 


HLA 


1 


HCV 


H77 


1 


B4403 


2 


HCV 


H77 


1 


B4403 


3 


HCV 


H77 


1 


B7 


4 


HCV 


H77 


1 


B8 


5 


HCV 


H77 


2 


B7 


6 


HCV 


H77 


2 


B8 


7 


HCV 


H77 


3 


B7 


8 


HCV 


H77 


4 


A68.1 


9 


HCV 


H77 


4 


A68.1 



Start 


Sequence 


Score 


4 


REASISTLC 


12 


4 


REASISTLCS 


12 


2 
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52,56 
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221 
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28 
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28 
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28 
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28 
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17 
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19 
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84 
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9 
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40,29 


27 
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26,23 


62 
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11 
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18 
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3 
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28 


64 
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46 
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45 
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92 
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26 
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18 
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39 
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57 
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120 
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40,5 
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3 
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12 
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A3 
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18 
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19 
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50 
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LPLLSPRRR 


10 


338 
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39 


A68.1 


5 


ESRLPLLSPR 


45 


339 
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39 


B3501 


11 


LSPRRRTGM 


10 


340 


HCV H77 


39 


B7 


12 


SPRRRTGMT 


20 


341 
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39 


B7 
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MGRGE SRLPL 


60 
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39 


B8 


12 


SPRRRTGMT 


16 


343 


HCV H77 

A X V AA / I 


40 


A0201 


4 


PLGDAMVLV 


14,43 


344 


HCV H77 
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B3501 


3 
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40 


B7 


3 
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80 
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A0201 


77 
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315, 96 
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22 
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147,17 
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15 
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56,3 
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A0201 
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29, 89 


350 
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A0201 


8 
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16, 5 


351 
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A02 01 


31 


IIHPRRPLV 


16,26 


352 
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41 


A0201 


45 
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60, 33 
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A0201 


22 
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19, 68 
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41 


A0201 


30 
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16,26 
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A l\y V AA 1 t 
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A24 


21 


WFLSRPVRL 


30 
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A24 


42 
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89 
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STATARSRR 
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712 HCV H77 70 B7 

713 HCV H77 70 B8 

714 HCV H77 70 B8 

Example 1.2: Immunogenicity of ncHCV peptides according to the 
present invention: 

To determine if the peptides provided with, the present invention 
are potentially immunogenic, three peptides from HCV lb for the 
HLA-A*0201 allele were chosen and HLA-A*0201 transgenic mice 
(HHD) vaccinated therewith. 

Example 1.2.1: Vaccination of Mice with ncORFs according to the 
present invention (Ipep 1371, Ipep 1372 , Ipep 1373) 

HLA-A* 0 2 0 1 - 1 r ans geni c mice (5 per group) were vaccinated subcu- 
taneously as follows: 

1) 1371 (HCV-H77 ncORF(l-3)ll TLWAGPLDKV ) + CpG 1668 

2) 1372 (HCV-H77 ncORF(l-3)13 LLLQRWALV) + CpG 1668 

3) 1373 (HCV-H77 ncORF(l-3)27 FMLGALLPI) + CpG 1668 

7 days after the vaccination draining lymph nodes were removed 
and the cells were activated ex vivo with peptides to determine 
the number of IFN-g-producing peptide-specif ic T cells (Elispot 
assay) . As can be seen in Figure 1, all peptides induce high 
" numbers of peptide- specif ic T cells" " ( "Background" " means ' * Medium 
Control", i.e. cells cultured without peptide). 

Example 1.2.2: Vaccination of Mice with ncORFs according to the 
present invention (Ipep 1445 , Ipep 1447) 

HLA-A* 02 01- transgenic mice (5 per group) were vaccinated subcu- 
taneous ly as follows: 

1) 1445 (HCV- lb ncORF(l-3)36 RLLQLKYCV + CpG 1668 

2) 1447 (HCV- lb ncORF(l-3)36 FLYLPLSFAV + CpG 1668 

7 days after the vaccination spleens were removed and the cells 
were activated ex vivo with peptides to determine the number of 



107 RVRAIIGDMV 10 
77 HPTPRGVTL 16 

29 TNKKDRPAQV 12 
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IFN-g-producing peptide-specif ic T cells (Elispot assay) . As can 
be seen in Figure 2, both peptides induce high, numbers of pep- 
tide-specific T cells ("Background" means "Medium Control", i.e. 
cells cultured without peptide) . 

Example 1.3: HCV patient in vivo relevance of the ncHCV peptides 
according to the present invention: 

Since those ncORF peptides are immunogenic in tg-mice, the 
present peptides were ananlysed in an ELIspot assay on PBL's 
from HCV+ patients . 

Example 1.3.1: Elispot with HCV patient -derived cells and with 
ncORFs according to the present invention (Ipep 1371, Ipep 1372 , 
Ipep 1373) 

The patient had a chronic HCV infection in 1992 that was cured 
under IFN-alpha mono-therapy from 1993 to 1994. Patient-derived 
peripheral blood mononuclear cells (PBMC) frozen in 1996 were 
thawed to perform an IFN-g Elispot assay with the following pep- 
tides : 



1) 1371 (HCV-H77 ncORF { 1-3 ) 11 

2) 1372 (HCV-H77 ncORF(l-3)13 

3) 1373 (HCV-H77 ncORF(l-3)27 

4) 10 06 (HCV- derived) 

5) 84 (HCV-derived) 

6) CMV pp65 

7) Influenza A Matrix (aa58-67) 



TLWAGPLLKV) 
LLLQRWALV) 
FMLGALLPI ) 

MWNFISGIQYLAGLSTLPGN 
G YKVLVLNP SVAAT 
NLVPMVATV 
GILGFVFTLi 



As can be seen in Table 5 and Figure 3, the peptides 1371, 1372, 
and 1373 as well as the positive control peptides (CMV-derived, 
Influenza-derived) induce high numbers of peptide-specif ic T 
cells . 
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ELISPOT-resiils Patient MRG Plate 11 j)1_03 




Peptide 


oounis-mean 
size >10 


size >25 


Counts-mean 
size >75 


1373 


159 


86 


3 


1372 


43 


36 


13 


1371 


24 


15 


2 


Medium-control 


2 


1 


0 


PHA 


Confluent 


Confluent 


Confluent 


Flu-Ma 


48 


36 


17 


CMV 


28 


17 


6 



Table 5: ELIspot results 



Example 1.4: Peptides from reading frames 4 to 6 are immunogenic 
in transgenic mice 

(Ipep 1490, Ipep 1491; Ipep 1492; Ipep 1493; Ipep 1494, Ipep 82) 
HLA-A* 02 01- transgenic mice (5 per group) were vaccinated subcu- 
taneous ly as follows : 



1) 1490 (HCV-lb ncORF(4-6) KMLNRRVLWV) + CpG 1668 

2) 1491 (HCV-lb ncORF(4-6) VLLMCQLPLV) + CpG 1668 

3) 1492 (HCV-lb ncORF(4-6) MLNRRVL WW ) + CpG 1668 

4) 1493 (HCV-lb ncORF(4-6) TILELEQSFV) + CpG 1668 

5) 1494 (HCV-lb ncORF(4-6) KMMSPHAAV) + CpG 1668 

6) 82 (EBV, control GLCTLVAML) + CpG 166 8 



7 days after the vaccination spleens were removed and the cells 
were activated ex vivo with peptides to determine the number of 
IFN-g-producing peptide-specif ic T cells (Elispot assay) . As can 
be seen in Figure 4, two of the four peptides (#1491, #1494) in- 
duce high numbers of peptide-specif ic T cells. 

With the present HCV model according to example 1, it could be 
clearly demonstrated that 

within different ORFs of a viral genome possible encoded CTL 
epitopes may be identified, 
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peptides of those ORF's are immunogenic in tg-mice, espe- 
cially also in reading frames 4 to 6 and 

give positive ELIspot results in HCV+ patients, i.e. are 
relevant pathological parameters in HCV infections . 

Example 2: HIV 

In the present example, the genome of HIV was analysed according 
to the present invention with respect to its non coding ORFs . 
The results are depicted in table 6 . From there the HIV-ncORFs 
with a minimum length of 7 amino acid residues or those being 
longer than 7 amino acid residues are deriveable which may 
preferably be used as antigens for the preparation of a HIV vac- 
cine . 

More preferred, ORFs having a minimum length of 9 amino acid 
residues are selected from table 6, especially if they are T- 
cell antigens, B-cell antigens or both. 

The HIV-ORFs are therefore preferably selected from ORF-Nos . 13, 
23, 27, 69 and 80 in Table 6. 

No. of ORF Start Stop Sequence Length 



1 


336 


187 4 GAG- sequence 




2 


380 


424 MGKNSVKARGKEKI 


14 


3 


440 


474 MGKQGARTIRS 


11 


4 


793 


804 MHG 


3 


6 


952 


102 0 MRKLQNGI ECX QCMQGLLHQAR 


22 


7 


968 


976 MG 


2 


8 


1079 


1093 MDDK 


4 


9 


1127 


115 0 MDNPGIK 


7 


10 


1222 


1227 M 


1 


11 


1309 


1338 MRTQXVRLF 


9 


12 


1382 


1411 MSGSGRTRP 


9 


13 


1580 


1618 MWKGRTPNERLY 


12 


14 


1631 


4674 POL- sequence (no Initiation Meth.) 




15 


192 0 


193 4 MIQY 


4 


16 


1940 


4674 POL- sequence 




17 


1957 


2013 METKNDRGNWRFYQSKTV 


18 
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18 2010 2027 MIRYS 5 

19 2181 2209 MAQKLNNGH 9 

20 2200 22 89 MAI DRRKNKS I S RItfL YRNGKGRENFKNWA 29 

21 2341 2373 MEKISRFQRT 10 

22 2460 2492 MWVMHIFQFP 10 

23 2493 2537 MKTSGSILHLPYLV 14 

24 2541 2624 MRHQGLDI STMCFHRDGKDHQQYSKVA 27 

25 2685 2699 MICM 4 

26 2826 2864 MNSILINGQYSL 12 

27 2845 2898 MD STAYS AARKRQLDCQ 17 

28 2895 2912 MTYRS 5 

29 2968 2973 M 1 

30 3075 3106 MECIMTHQKT 10 

31 3139 3171 MDISNLSRAX 10 

32 3192 3227 MQERGVPTIiMM H 

33 3277 3294 MGKDS 5 

33336 

34 3322 9 MGNMVDRVLASHLDS 15 

35 3406 3471 MVPVRERTHSRSRNVLCRWGS 2 1 

36 3453 3458 M 1 

37 3459 3488 MGQLAGRLN 9 

38 3501 3539 MLLIEEDKKLSP 12 

39 3633 3640 MH 2 

40 3733 37 68 MGTSTQRNWRK 11 

41 3765 3776 MNK 3 

42 3819 3827 ME 2 

43 3840 3905 MNMRNITVIGEQWLVILTCHL 21 

44 3937 3981 MSAKRRSHAWTSRL 14 

45 3963 3974 MDK 3 

MATRL YTFRRKS YPGSS SC S QWI YRSRS YS SRNRAGNS I L SFKX SRK- 

46 3991 4191 MASKNNT YRQWQQFHQ Y YG 6 6 

47 4044 4049 M 1 

49 4623 5190 VI F- SEQUENCE 

50 4682 4729 MEKFSKTPYVCFRES 15 

51 4711 4776 MFQGKLGDGFIDITMKALIQE 21 

52 4733 4744 MVL 3 

53 4804 4818 MLDW 4 

54 4886 4906 ME EKE I 6 

55 5141 5427 VPR-SEQUENCE 

56 5191 5220 MDTRAFRGA 9 
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57 5223 5267 MKLLDIFLGFGSMA 14 

58 5280 5321 MKLMGILGQEWKP 13 

59 5412 5626 TAT- 1- SEQUENCE 

60 5551 5626 REV- 1- SEQUENCE 

61 5638 5643 M 1 

62 5643 5 884 VPU- SEQUENCE 

63 5803 83 84 ENV- SEQUENCE 

65 6065 6070 M 1 

66 6095 6107 MTW 3 

67 MGSKPKAMCKINPT 14 

68 MRX 3 

69 6209 6259 MLLIPIWIPIWAGK 16 

70 6335 6361 MHFFINLI 8 

71 6374 6397 MIL PAIR 7 

72 6498 6503 M 1 

73 6518 6580 MEQDHVQMSAQYNVHMELGQ 20 

74 6531 6572 MYKCQHSTMYTWN 13 

75 6602 6613 MAV 3 

76 6656 6670 MLKP 4 

77 6828 6857 MECHFKTDS 9 

78 6833 6844 MPL 3 

79 7068 7148 MQNKTIYKHVAGSRKSNVCPSHQRTN 26 

80 7121 7180 MPLPSADKLDVHQILQGCY 19 

81 7148 7196 MFIKYYRAAINKRWW 15 

82 7187 7243 MWITTMGPRSSDLEEEI 18 

83 7649 7696 MLVGVINLWNRFGIT 15 

84 7784 7 807 MNKNYWN 7 

85 7812 7838 MGKFVEDV 8 

86 8264 8278 MPQP 4 

87 8390 9006 NEF- SEQUENCE 

88 8425 8460 MAYCKGKNETS H 

89 8472 8564 MGWEQHLETWKNMEQSQVAIQQLPMLLVPG 30 

90 8809 8835 MVLQASTS 8 

91 8901 8933 MEWMTLREKC 1° 

92 9097 9147 MLHISS 6 

Table 6 



Non-coding HIV-ORFs = all ORFs, except GAG, POL, VIF, VPR, TAT, 
REV, VPU, ENV and NEF (ORF-Nos. 1, 14, 16, 49, 55, 59, 60, 62, 
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63 and 87 in Table 6) 

HIV selected ORFs : ORF-Nos . 2, 



21, 


22, 


23, 


24/ 


26, 


27, 


30, 


46, 


48, 


50, 


56, 


57, 


58, 


64, 


81, 


82, 


83, 


84, 


85, 


88, 


89, 
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3, 6, 


9, 


1 1 / 


12, 


13, 


17, 


19, 


20, 


32, 


34, 


35, 


37, 


38, 


40, 


43, 


44, 


69, 


70, 


71, 


73, 


74, 


77, 


79, 


80, 



and 91 in Table 6. 



3 . Human Papilloma Virus (HPV) 

In this example, possible ncORF epitopes with superior immunisa- 
tion properties of HPV are identified as in Example 1 for HCV 
epitopes. The results are depicted in the following table 7: 



NO 


Species 


strain 


Frame 


ORF 


1 


HPV 


type 16 


1 


2 


2 


HPV 


type 16 


1 


3 


3 


HPV 


type 16 


1 


3 


4 


HPV 


type 16 


1 


3 


5 


HPV 


type 16 


1 


3 


6 


HPV 


type 16 


1 


3 


7 


HPV 


type 16 


1 


3 


8 


HPV 


type 16 


1 


3 


9 


HPV 


type 16 


1 


3 


10 


HPV 


type 16 


1 


4 


11 


HPV 


type 16 


1 


4 


12 


HPV 


type 16 


1 


4 


13 


HPV 


type 16 


1 


4 


14 


HPV 


type 16 


1 


4 


15 


HPV 


type 16 


1 


4 


16 


HPV 


type 16 


1 


4 


17 


HPV 


type 16 


1 


4 


18 


HPV 


type 16 


1 


4 


19 


HPV 


type 16 


1 


4 


20 


HPV 


type 16 


1 


4 


21 


HPV 


type 16 


1 


4 


22 


HPV 


type 16 


1 


4 


23 


HPV 


type 16 


1 


4 


.24. 


..HPV 


— -type .16 


..1 ... _. . 


4 


25 


HPV 


type 16 


1 


4 


26 


HPV 


type 16 


1 


4 


27 


HPV 


type 16 


1 


5 


28 


HPV 


type 16 


1 


6 


29 


HPV 


type 16 


1 


6 


30 


HPV 


type 16 


1 


6 


31 


HPV 


type 16 


1 


6 


32 


HPV 


type 16 


1 


6 


33 


HPV 


type 16 


1 


6 


34 


HPV 


type 16 


1 


6 


35 


HPV 


type 16 


1 


6 


36 


HPV 


type 16 


1 


6 


37 


HPV 


type 16 


1 


6 


38 


HPV 


type 16 


1 


6 


39 


HPV 


type 16 


1 


6 


40 


HPV 


type 16 


1 


6 


41 


HPV 


type 16 


1 


6 


42 


HPV 


type 16 


1 


6 


43 


HPV 


type 16 


1 


7 


44 


HPV 


type 16 


1 


7 


45 


HPV 


type 16 


1 


7 


46 


HPV 


type 16 


1 


7 


47 


HPV 


type 16 


1 


7 


48 


HPV 


type 16 


1 


7 


49 


HPV 


type 16 


1 


7 


50 


HPV 


type 16 


1 


7 


51 


HPV 


type 16 


1 


7 


52 


HPV 


type 16 


1 


7 


53 


HPV 


type 16 


1 


7 


54 


HPV 


type 16 


1 


7 


55 


HPV 


type 16 


1 


7 



HLA 


Sequence 


Score 


Length. 


A68 . 1 


IVCPICSQK 


180 , 00 


9 


B*2705 


LQKGDYLK 


200, 00 


8 


B*5102 


MAILKWKL 


181 f bO 


o 

o 


B*5103 


T mm -n m* m mmm mm ^mm mm m mm_ ■ ■ ■ 

KAKTAGMAI 


133 , 10 


y 


B*5102 


KAKTAGMAI 


1 *1 A A A 

110 , 00 


a 

y 


A*0201 


GMAILKWKL 


115, 71 


9 


Cw*04Ol 


DYLKAKTAGM 


-i a a A 

120, 00 


*1 A 

10 


B*5801 


KTAGMAILKW 




1U 


B62 


ILKWKLSRCY 


312 , 00 


*i n 
10 


B*2705 


TLYAKHHLi 


*l rn A A 

150 , 00 


o 
o 


B*5102 


YAKHHLQI 


242, 00 


8 


B*5102 


VGWAVSTV 


132, 00 


9 


B*5103 


VAVSTWEV 


121, 00 


9 


B*5102 


VAVSTWEV 


330, 00 


9 


A68.1 


STWEVGER 


100, 00 


9 


A68.1 


EVGERVLVK 


720, 00 


9 


B14 


ERVLVKDTL 


180, 00 


9 


B*2705 


ERVLVKDTL 


200, 00 


9 


A68.1 


LVKDTLYAK 


120, 00 


9 


B*5102 


VGWAVSTW 


132,00 


10 


B*5201 


VGWAVSTW 


198,00 


10 


B60 


GERVLVKDTL 


176,00 


10 


B*2705 


ERVLVKDTLY 


100, 00 


10 


A3 


VLVKDTLYAK 


135, 00 


10 


Cw*0401 


LYAKHHLQIF 


22 0", 00 




A24 


LYAKHHLQIF 


120,00 


10 


B*3901 


LHLDLHPV 


120,00 


8 


B*2705 


IRTGNPFS 


200, 00 


8 


B*2705 


VQILGGLIY 


100, 00 


9 


B62 


VQILGGLIY 


192,00 


9 


A*0201 


LIYIIDWWC 


153,29 


9 


A24 


IYIIDWWCL 


300, 00 


9 


Cw*0401 


IYIIDWWCL 


200,00 


9 


B*3701 


IDWWCLHFL 


200, 00 


9 


B*3901 


LHFLMSFHL 


180,00 


9 


A3 


FLMSFHLTK 


180, 00 


9 


B*2705 


IQCMSLMIR 


100, 00 


9 


A*0201 


GLIYIIDWWC 


204,93 


10 


A*0201 


LIYIIDWWCL 


203,73 


10 


A*0201 


CLHFLMSFHL 


123,90 


10 


A*0201 


FLMSFHLTKT 


291,72 


10 


A68.1 


RTGNPFSQGR 


100, 00 


10 


B*5102 


KALQAIEL 


199, 65 


8 


B*2705 


LQAIELQL 


200,00 


8 


B*2705 


VQFDGDIC 


100, 00 


8 


B*2705 


GQVDYYGL 


200,00 


8 . 


B*5102 


EGIRTYFV 


145, 20 


8 


B*2705 


IRTYFVQF 


1000, 00 


3 


B*2705 


RTYFVQFK 


150,00 


8 


B*2705 


IRQHLANH 


200, 00 


8 


B*5102 


AATHTKAV 


121, 00 


8 


B*3901 


THTKAVAL 


135,00 


8 


B*5102 


NPCHTTKL 


146,41 


8 


B*2705 


HRDSVDSA 


200,00 


8 


B*2705 


GRINCNSN 


200, 00 


8 
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55 


HPV 


type 16 


1 


7 


57 


HPV 


type 16 


1 


7 


58 


HPV 


type 16 


1 


7 


59 


HPV 


type 16 


1 


7 


60 


HPV 


type 16 


1 


7 


61 


HPV 


type 16 


1 


7 


62 


HPV 


type 16 


1 


7 


63 


HPV 


type 16 


1 


7 


64 


HPV 


type 16 


1 


7 


65 


HPV 


type 16 


1 


7 


66 


HPV 


type 16 


1 


7 


67 


HPV 


type 16 


1 


7 


68 


HPV 


type 16 


1 


7 


69 


HPV 


type 16 


1 


7 


70 


HPV 


type 16 


1 


7 


71 


HPV 


type 16 


1 


7 


72 


HPV 


type 16 


1 


7 


73 


HPV 


type 16 


1 


7 


74 


HPV 


type 16 


1 


7 


75 


HPV 


type 16 


1 


7 


76 


HPV 


type 16 


1 


7 


77 


HPV 


type 16 


1 


7 


78 


HPV 


type 16 


1 


7 


79 


HPV 


type 16 


1 


7 


80 


HPV 


type 16 


1 


7 


81 


HPV 


type 16 


1 


7 


82 


HPV 


type 16 


1 


7 


83 


HPV 


type 16 


1 


7 


84 


HPV 


type 16 


1 


7 


85 


HPV 


type 16 


1 


7 


86 


HPV 


type 16 


1 


7 


87 


HPV 


type 16 


1 


7 


88 


HPV 


type 16 


1 


7 


89 


HPV 


type 16 


1 


7 


90 


HPV 


type 16 


1 


7 


91 


HPV 


type 16 


1 


7 


92 


HPV 


type 16 


1 


7 


93 


HPV 


type 16 


1 


7 


94 


HPV 


type 16 


1 


7 


95 


HPV 


type 16 


1 


7 


96 


HPV 


type 16 


1 


7 


97 


HPV 


type 16 


1 


7 


98 


HPV 


type 16 


1 


7 


99 


HPV 


type 16 


1 


7 


100 


HPV 


type 16 


1 


7 


101 


HPV 


type 16 


1 


7 


102 


HPV 


type 16 


1 


7 


103 


HPV 


type 16 


1 


7 


104 


HPV 


type 16 


1 


7 


105 


HPV 


type 16 


1 


7 


106 


HPV 


type 16 


1 


7 


107 


HPV 


type 16 


1 


7 


108 


HPV 


type 16 


1 


7 


109 


HPV 


type 16 


1 


7 


110 


HPV 


type 16 


1 


7 


111 


HPV 


type 16 


1 


7 


112 


HPV 


type 16 


1 


7 


113 


HPV 


type 16 


1 


7 


-114 - 


HPV - 


- type 1.6 


1 - 


7... . 


115 


HPV 


type 16 


1 


7 


116 


HPV 


type 16 


1 


7 


117 


HPV 


type 16 


1 


7 


118 


HPV 


type 16 


1 


8 


119 


HPV 


type 16 


1 


8 


120 


HPV 


type 16 


1 


8 


121 


HPV 


type 16 


1 


8 


122 


HPV 


type 16 


1 


8 


123 


HPV 


type 16 


1 


8 


124 


HPV 


type 16 


1 


8 


125 


HPV 


type 16 


1 


8 


126 


HPV 


type 16 


1 


8 


127 


HPV 


type 16 


1 


8 


128 


HPV 


type 16 


1 


8 


129 


HPV 


type 16 


1 


8 


130 


HPV 


type 16 


1 


8 


131 


HPV 


type 16 


1 


8 


132 


HPV 


type 16 


1 


8 


133 


HPV 


type 16 


1 


8 


134 


HPV 


type 16 


1 


8 


135 


HPV 


type 16 


1 


9 


136 


HPV 


type 16 


1 


10 


137 


HPV 


type 16 


1 


10 


138 


HPV 


type 16 


1 


10 


139 


HPV 


type 16 


1 


11 


140 


HPV 


type 16 


1 


11 


141 


HPV 


type 16 


1 


11 


142 


HPV 


type 16 


1 


11 


143 


HPV 


type 16 


1 


12 


144 


HPV 


type 16 


1 


12 


145 


HPV 


type 16 


1 


12 



- 174 - 



B*2705 


LRYRFKKH 


300,00 


o 
o 


B*2705 


YRFKKHCT 


1000 , 00 


o 
a 


B*2705 


DQFLSQVK 


100 , 00 


8 


B*5102 


LAVSKNKAB 


181, 50 


9 


B*5102 


QAIELQLTTj 


199 , 65 


9 


B*2705 


LQLTLETIY 


100 , 00 


9 


A24 


QYSNEKWTL 


200 , 00 


9 


Cw*0401 


QYSNEKWTL 


200 , 00 


9 


A*0201 


TLQDVSBEV 


285 , 16 


9 


B*2705 


LQDVSLEVY 


100 , 00 


<-> 

9 


B*2705 


VQFDGDICN 


100, 00 


9 


B*2705 


GQVDYYGLY 


100 , 00 


9 


Al 


QVDYYGLYY 


125, 00 


9 


B*3801 


VHEGIRTYF 


280, 80 


9 


B*2705 


IRTYFVQFK 


2000 , 00 


9 


B*2705 


VQFKDDAEK 


1000 , 00 


9 


A68 .1 


EVSSPEIIR 


900, 00 


9 


B*2705 


QRPRSEPDT 


200, 00 


9 


B*5102 


NPCHTTKLL 


146, 41 


9 


B*2705 


GRINCNSNT 


200 , 00 


9 


A68 .1 


NTLKCLRYR 


100, 00 


9 


B62 


TLKCLRYRF 


120, 00 


9 


B*2705 


LRYRFKKHC 


300, 00 


9 


B14 


YRFKKHCTL. 


100, 00 


9 


B*2702 


YRFKKHCTL. 


300, 00 


9 


B*2705 


YRFKKHCTL 


10000, 00 




B*2705 


SEWQRDQFL 


150, 00 


9 


B60 


SEWQRDQFB 


160, 00 


9 


B*2705 


QRDQFLSQV 


600, 00 


9 


B*5801 


KTITVSTGF 


180, 00 


9 


B*5102 


KALQAIELQL 


165, 00 


10 


B*2705 


LQAIELQLTL 


200, 00 


10 


B*2705 


SQYSNEKWTL 


1000, 00 


10 


B*2705 


LQDVSLEVYL 


200, 00 


10 


B*2705 


VQFDGDICNT 


100, 00 


10 


Cw*0401 


QFDGD ICNTM 


150, 00 


10 


A*0201 


YICEEASVTV 


180, 37 


10 


B60 


VEGQVDYYGL 


320, 00 


10 


B*2705 


GQVDYYGLYY 


100, 00 


10 


B62 


GQVDYYGLYY 


116, 16 


10 


B*5102 


YGIjY YVHEG I 


580, 80 


10 


A68.1 


FVQFKDDAEK 


180, 00 


10 


B*2702 


VQFKDDAEKY 


100, 00 


10 


B*2705 


VQFKDDAEKY 


500, 00 


10 


B*5102 


DAEKYSKNKV 


110, 00 


10 


B*5103 


DAEKYSKNKV 


121, 00 


10 


B*2705 


IRQHLANHPA 


200, 00 


10 


B*5102 


HPAATHTKAV 


242, 00 


10 


B*5102 


LGTEETQTTI 


117, 13 


10 


A68. 1 


ETQTTIQRPR 


150, 00 


10 


A68. 1 


DTGNPCHTTK 


180, 00 


10 


B*2705 


HRDSVDSAPI 


600, 00 


10 


B*2705 


GRINCNSNTT 


200, 00 


10 


B*3901 


VHLKGDANTL 


180, 00 


10 


B*5801 


NTLKCLRYRF 


145, 20 


10 


B*2702 


LRYRFKKHCT 


100, 00 


10 


B*2705 


LRYRFKKHCT 


1000, 00 


10 


Cw*0401 


RYRFKKHCTL 


200, 00 


10 


-A2-4 ... 


. _RYREKKHCTL ...... 


. ... 4C0, 0.0_ 


.10 


B*2702 


YRFKKHCTLY 


1000, 00 


10 


B*2705 


YRFKKHCTLY 


5000, 00 


10 


B*2705 


QRDQFLSQVK 


2000, 00 


10 


B*2705 


WRAFCFAL 


2000, 00 


8 


B*5102 


CAFVCLPI 


1000, 00 


8 


B*5102 


AAFVCVYI 


1000, 00 


8 


B*2705 


WRAFCFALC 


200, 00 


9 


Cw*0401 


AFCFALCAF 


220, 00 


9 


Cw*0301 


FALCAFVCL 


200, 00 


9 


B*5102 


FALCAFVCL 


300 , 00 


9 


B*5103 


S AAFVCVYI 


121 , 00 


9 


B*5102 


S AAFVCVYI 


242 , 00 


9 


A24 


VYIHIINNI 


126 , 00 


9 


Cw*0401 


HYWRAFCFAL 


200 , 00 


10 


A24 


HYWRAFC FAB 


200 , 00 


10 


B*2705 


WRAFCFALCA 


200 , 00 


10 


Cw*0401 


CFALCAFVCL 


220 , 00 


10 


B*5102 


LPINTSAAFV 


660 , 00 


10 


B*5102 


AAFVCVYIHI 


1100, 00 


10 


B*5103 


AAFVCVYIHI 


145, 20 


10 


B*2705 


TQTFCKTHK 


200, 00 


9 


A*0201 


CLLSQYLRL 


118,56 


9 


Cw*0301 


CLLSQYLRL 


100, 00 


9 


Cw*0301 


TCLLSQYLRL 


100,00 


10 


B*5102 


TPISLVFL 


300, 00 


8 


B*5102 


TPHFIIQI 


484,00 


8 


B*2705 


IQIHSGWF 


100,00 


8 


A*0201 


FLTPHFIIQI 


419,44 


10 


B*5102 


LALVLWTL 


150,00 


8 


B*2705 


YRLTKVKF 


300, 00 


8 


B*3901 


FHWIFVHIi 


270,00 


8 
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9 
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PCT/EP2003/008112 



146 


HPV 


type 16 1 


12 


147 


HPV 


type 16 1 


12 


148 


HPV 


type 16 1 


12 


149 


HPV 


type 16 1 


12 


150 


HPV 


type 16 1 


12 


151 


HPV 


type 16 1 


12 


152 


HPV 


type 16 1 


12 


153 


HPV 


type 16 1 


12 


154 


HPV 


type 16 1 


12 


155 


HPV 


type 16 1 


12 


156 


HPV 


type 16 1 


12 


157 


HPV 


type 16 1 


12 


158 


HPV 


type 16 1 


12 


159 


HPV 


type 16 1 


12 


160 


HPV 


type 16 1 


12 


161 


HPV 


type 16 1 


12 


162 


HPV 


type 16 1 


12 


163 


HPV 


type 16 1 


12 


164 


HPV 


type 16 1 


12 


165 


HPV 


type 16 1 


12 


166 


HPV 


type 16 1 


12 


167 


HPV 


type 16 1 


12 


168 


HPV 


type 16 1 


12 


169 


HPV 


type 16 1 


12 


170 


HPV 


type 16 1 


12 


171 


HPV 


type 16 1 


12 


172 


HPV 


type 16 1 


12 


173 


HPV 


type 16 1 


12 


174 


HPV 


type 16 1 


12 


175 


HPV 


type 16 1 


12 


176 


HPV 


type 16 1 


12 


177 


HPV 


type 16 1 


12 


178 


HPV 


type 16 1 


12 


179 


HPV 


type 16 1 


12 


180 


HPV 


type 16 1 


12 


181 


HPV 


type 16 1 


12 


182 


HPV 


type 16 1 


12 


183 


HPV 


type 16 1 


12 


184 


HPV 


type 16 1 


12 


185 


HPV 


type 16 1 


12 


186 


HPV 


type 16 1 


12 


187 


HPV 


type 16 1 


12 


188 


HPV 


type 16 1 


12 


189 


HPV 


type 16 1 


12 


190 


HPV 


type 16 1 


12 


191 


HPV 


type 16 1 


12 


192 


HPV 


type 16 1 


13 


193 


HPV 


type 16 1 


13 


194 


HPV 


type 16 1 


13 


195 


HPV 


type 16 1 


13 


196 


HPV 


type 16 1 


13 


197 


HPV 


type 16 1 


13 


198 


HPV 


type 16 1 


13 


199 


HPV 


type 16 1 


13 


200 


HPV 


type 16 1 


13 


201 


HPV 


type 16 1 


13 


202 


HPV 


type 16 1 


13 


203 


HPV 


type 16 1 


13 


...204— - 


_HEV~ - - 


... _type_JL6 1 


.13 


205 


HPV 


type 16 1 


13 


206 


HPV 


type 16 1 


13 


207 


HPV 


type 16 1 


13 


208 


HPV 


type 16 1 


13 


209 


HPV 


type 16 1 


13 


210 
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7 


B*5102 


VAVSTWEV 


33 0 , 00 


ft 

9 


7 


A68 .1 


STWEVGER 


*i r""\ r\ ft rt. 

100 , 00 


9 


7 


A68 .1 


EVGERVLVK 


720,00 


9 


7 


B14 


ERVLVKDTIj 


■4 /-> /-» ft ft 

180 , 00 


ft 
9 


7 


B*2705 


ERVLVKDTL 


200 , 00 


r% 

3 


7 


A68 . 1 


LVKDTLYAK 


120 , 00 


ft 

9 


7 


B14 


MRLKHHWSI 


r\ ft ft ft 

120 , 00 


10 


7 


B*2705 


MRLKHHWSI 


/*• ft ft t\ f\ 

600 , 00 


10 


7 


B*5102 


VGWAVSTW 


132 , 00 


i ft 

10 


7 


B*5201 


VGWAVSTW 


H A A ft jr" 1 ! 

198 , 00 


10 


7 


B60 


GERVLVKDTL 


176 , 00 


10 


7 


B*2705 


ERVLVKDTLY 


r\ r\ ft ft 

100,00 


y% ft 

10 


7 


A3 


VLVKDTLYAK 


135 , 00 


H ft 

10 


7 


Cw*G401 


LYAKHHLQIF 


ft ft r\ /*\ ft 

220 , 00 


10 


7 


A24 


DYAKHHLQIF 


120 , 00 


10 


8 


B+2705 


RQNGYKDK 


600 , 00 


8 


8 


B*2705 


KQYYNIVL 


3000, 00 


8 


8 


B*2705 


HRWYNGPT 


i rt^ ft ft r\ f-\ 

1000, 00 


ft 

8 


8 


B*2705 


TRQNGYKDK 


600, 00 


9 


8 


B*2705 


KQYYNIVLM 


900, 00 


9 


8 


B*2702 


HRWYNGPTI 


300, 00 


9 


8 


B*2705 


HRWYNGPTI 


ft #** ft r\ ft ft 

3000, 00 


9 


8 


B*2705 


KQYYNIVLMI 


ft ft ft j~\ i*\ 

900, 00 


•9 ft 

10 


8 


B*5201 


KQYYNIVLMI 


300, 00 


10 


8 


B*5201 


QYYNIVLMIV 


110, 00 


10 


3 


B*2702 


HRWYNGPTIM 


100, 00 


10 


8 


B*2705 


HRWYNGPT IM 


3000, 00 


10 


10 


B60 


MEVIGSKLL 


320, 00 


9 


11 


B*2705 


VQLTQVNHY 


100, 00 


9 


11 


A*0201 


QLTQVNHYL 


117, 49 


9 


11 


B*2705 


VQLTQVNHYL 


200, 00 


10 


13 


B*2705 


IRTGNPFS 


200, 00 


8 


13 


B*2705 


VQILGGLIY 


100, 00 


9 


13 


B62 


VQILGGLIY 


192 , 00 


9 


13 


A*0201 


LIYIIDWWC 


153 , 29 


9 


13 


A24 


IYIIDWWCL 


300, 00 


9 


13 


Cw*0401 


IYIIDWWCL 


200, 00 


9 


13 


B*3701 


IDWWCLHFL 


200, 00 


9 


13 


B*3901 


LHFLMSFHL 


180, 00 


9 


13 


A3 


FLMSFHLTK 


180, 00 


9 


13 


B*2705 


IQCMSLMIR 


100, 00 


9 


13 


A*0201 


GLIYIIDWWC 


204, 93 


10 


13 


A*0201 


LIYIIDWWCL 


203, 73 


10 


13 


A*0201 


CLHFLMSFHL 


123, 90 


10 


13 


A*0201 


FLMSFHLTKT 


291, 72 


10 


13 


A68.1 


RTGNPFSQGR 


100, 00 


10 


14 


B*2705 


LRDHIDYW 


200, 00 


8 


14 


B*2705 


MRLECAIY 


1000, 00 


8 


14 


B*5102 


RALQAIEL 


199, 65 


8 


14 


B*2705 


LQAIELQL 


200, 00 


8 


14 


B*2705 


VQFDGDIC 


100, 00 


8 


14 


B*2705 


GQVDYYGL 


200,00 


8 


14 


B*5102 


EGIRTYFV 


145, 20 


8 


14 


B*2705 


IRTYFVQF 


1000, 00 


8 


14 


B*2705 


RTYFVQFK 


•A r> ft ft ft 

150, 00 


8 


14 


B*2705 


IRQHLANH 


200,00 


8 


14 


B*5102 


AATHTKAV 


121, 00 


ft 

8 


14 


B*3901 


THTKAVAL 


135, 00 


8 


. 14 . _ 


.. B*5102 


NECHTTKL. 


. 146,41 _ 


. A 


14 


B*2705 


HRDSVDSA 


200,00 


8 


14 


B*2705 


GRINCNSN 


200,00 


8 


14 


B*2705 


LRYRFKKH 


ft ft ft f~\ r~\ 

300 , 00 


8 


14 


B*2705 


YRFKKHCT 


M m*% ft ft ft 

1000, 00 


ft 

8 


14 


B*2705 


DQFLSQVK 


100 , 00 


8 


14 


B*2705 


QRLNVCQDK 


2000, 00 


9 


14 


B*2705 


CQDKILTHY 


100, 00 


9 


14 


A24 


HYENDSTDL 


ft ft ft ft ft 

300,00 


9 


14 


Cw*0401 


HYENDSTDL 


ft ft ft ft ft 

200,00 


9 


14 


B*2705 


LRDHIDYWK 


»-* ft ft ft ft 

2 000, 00 


ft 

9 


14 


B*3901 


DHIDYWKHM 


ft ft ft ft 

120, 00 


ft 
9 


14 


B*2702 


MRLECAIYY 


200,00 


9 


14 


B*2705 


MRLECAIYY 


1 ft ft /"\ ft ft 

1000, 00 


9 


14 


A2 4 


YYKAREMGF 


H Art ft ft 

100,00 


ft 

9 


14 


Cw*0401 


YYKAREMGF 


«"l -1 ft ft ft 

110,00 


ft 

9 


14 


B*2705 


AREMGFKHI 


T ft ft ft ft 

180,00 


y 


14 


A68 . 1 


WPTLAVSR 


.1 ft ft ft, f-\ 

12 0,00 


ft 
9 


14 


B*5102 


LAVSKNKAL 


181, 50 


9 


14 


B*5102 


GAIELQLTL 


h ft ft C 

19 9,65 


9 


14 


B*2705 


LQLTLETIY 


"i ft ft ft ft 

100,00 


ft 

9 


14 


A24 


QYSNEKWTL 


200, 00 


9 


14 


Cw*0401 


QYSNEKWTL 


200,00 


9 


14 


A*0201 


TLQDVSLEV 


235,16 


9 


14 


B*2705 


LQDVSLEVY 


100,00 


9 


14 


B*2705 


VQFDGDICN 


100, 00 


9 


14 


B*2705 


GQVDYYGLY 


100,00 


9 


14 


Al 


QVDYYGLYY 


125,00 


9 


14 


B*3801 


VHEGIRTYF 


280, 80 


9 


14 


B*2705 


IRTYFVQFK 


2000, 00 


9 


14 


B*2705 


VQFKDDAEK 


1000, 00 


9 


14 


A68.1 


EVSSPEIIR 


900,00 


9 
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B*2705 


QRPRSEPDT 


200, 00 


9 


B*5102 


NPCHTTKLL 


146, 41 


9 


B*2705 


GRINCNSNT 


200, 00 


9 


A68.1 


NTLKCLRYR 


100, 00 


9 


B62 


TLKCLRYRF 


120, 00 


9 


B*2705 


LRYRFKKHC 


300, 00 


9 


B14 


YRFKKHCTL 


100, 00 


9 


B*2702 


YRFKKHCTL 


300, 00 


9 


B*2705 


YRFKKHCTL 


10000, 00 




B*2705 


SEWQRDQFL 


150, 00 


9 


B60 


SEWQRDQFL 


160, 00 


9 


B*2705 


QRDQFLSQV 


600, 00 


9 


B*5801 


KTITVSTGF 


180, 00 


9 


B*2705 


CQRLNVCQDK 


200, 00 


10 


B*2705 


QRLNVCQDKI 


600, 00 


10 


B*3901 


THYENDSTDL 


360, 00 


10 


Al 


STDLRDHIDY 


312, 50 


10 


B*2705 


LRDHIDYWKH 


200, 00 


10 


B*2705 


MRLECAIYYK 


2000, 00 


10 


Cw*0401 


IYYKAREMGF 


110, 00 


10 


A24 


IYYKAREMGF 


100, 00 


10 


B*5102 


KAREMGFKH I 


133, 10 


10 


B*5103 


KAREMGFKH I 


121, 00 


10 


B*2705 


AREMGFKHIN 


200, 00 


10 


B*5102 


MGFKHINHQV 


242 , 00 


10 


A68.1 


QWPTLAVSK 


360, 00 


10 


B*5102 


KALQAIELQL 


165, 00 


10 


B*2705 


LQAIELQLTL 


200, 00 


10 


B*2705 


SQYSNEKWTL 


1000, 00 


10 


B*2705 


LQDVSLEVYL 


200, 00 


10 


B*2705 


VQFDGDICNT 


100, 00 


10 


Cw*0401 


QFDGDICNTM 


150, 00 


10 


A*0201 


YICEEASVTV 


180,37 


10 


B60 


VEGQVDYYGL 


320, 00 


10 


B*2705 


GQVDYYGLYY 


100, 00 


10 


B62 


GQVDYYGLYY 


115, 16 


10 


B*5102 


YGLYYVHEGI 


580, 80 


10 


A68.1 


FVQFKDDAEK 


180, 00 


10 


B*2702 


VQFKDDAEKY 


100, 00 


10 


B*2705 


VQFKDDAEKY 


500, 00 


10 


B*5102 


DAEKYSKNKV 


110, 00 


10 


B*5103 


DAEKYSKNKV 


121, 00 


10 


B*2705 


IRQHLANHPA 


200, 00 


10 


B*5102 


HPAATHTKAV 


242, 00 


10 


B*5102 


LGTEETQTTI 


117, 13 


10 


A68.1 


ETQTTIQRPR 


150, 00 


10 


A68.1 


DTGNPCHTTK 


180, 00 


10 


B*2705 


HRDSVDSAPI 


600, 00 


10 


B*2705 


GRINCNSNTT 


200, 00 


10 


B*3901 


VHLKGDANTL 


180, 00 


10 


B*5801 


NTLKCLRYRF 


145, 20 


10 


B*2702 


LRYRFKKHCT 


100, 00 


10 


B*2705 


LRYRFKKHCT 


1000, 00 


10 


Cw*0401 


RYRFKKHCTL 


200, 00 


10 


A24 


RYRFKKHCTL 


400, 00 


10 


B*2702 


YRFKKHCTLY 


1000, 00 


10 


B*2705 


YRFKKHCTLY 


5000, 00 


10 


B*2705 


QRDQFLSQVK 


2000, 00 


10 


-B*27-05- 


... MQEHPDYL- 


_. _._20 0,-00.. 


8„ 


B*3901 


EHPDYLQL 


270, 00 


8 


B*2705 


LQLDIPIF 


100, 00 


8 


A*0201 


NMLHAQTYI 


153, 33 


9 


A*0201 


IMQEHPDYL 


289, 81 


9 


B60 


QEHPDYLQL 


352 , 00 


9 


B*5102 


HPDYLQLDI 


220, 00 


9 


A*0201 


LQLDIPIFL 


307 ,21 


9 


B*2705 


LQLDIPIFL 


200, 00 


9 


A*0201 


QLDIPIFLL 


113 ,99 


9 


Cw*0401 


IPIFLLKNL 


160, 00 


9 


B*5102 


IPIFLLKNL 


330, 00 


9 


A*0201 


FLLKNLTIT 


119 , 60 


9 


B*2705 


MQEHPDYLQL 


200, 00 


10 


Cw*0401 


DYLQLDIPIF 


200, 00 


10 


A24 


DYLQLDIPIF 


150 , 00 


10 


A*0201 


YLQLDIPIFL 


540 , 47 


10 


A*0201 


LQLDIPIFLL 


745, 13 


10 


A*0205 


LQLDIPIFLL 


205, 63 


10 


B*2705 


LQLDIPIFLL 


200, 00 


10 


A3 


QLDIPIFLLK 


180, 00 


10 


B62 


BLKNLTITKY 


144, 00 


10 


A*0201 


KMLVLMQQM 


106, 87 


9 


B*5201 


MQQMQVWII 


150, 00 


9 


A68.1 


NVYLWTTNK 


120,00 


9 


A*0201 


MLVLMQQMQV 


118,24 


10 


A*0201 


VLMQQMQVWI 


360, 92 


10 


B*2705 


MQVWIIENVY 


100, 00 


10 


A*0201 


WIIENVYLWI 


223,20 


10 


A*0201 


YLWITNKHNC 


189,68 


10 


B*5102 


LALVLWTL 


150,00 


8 


B*2705 


YRLTKVKF 


300,00 


8 
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506 


HPV 


type 16 


1 


18 


B*3901 


FHWIFVHL 


27 0 , UU 


o 
o 


507 


HPV 


type 16 


1 


18 


B*5102 


FANIQIIL 


121 , 00 


8 


508 


HPV 


type 16 


1 


18 


B*5102 


MATAYFFI 


200 , 00 


o 
o 


509 


HPV 


type 16 


1 


18 


B*2705 


YQTIYTLK 


200 , 00 


8 


510 


HPV 


type 16 


1 


18 


B*5102 


KALGLLQI 


726 , 00 


8 


511 


HPV 


type 16 


1 


18 


A*0201 


VTWFILALV 


310 , 36 


9 


512 


HPV 


type 16 


1 


18 


A*0201 


FILALVLWT 


220 , 61 


9 


513 


HPV 


type 16 


1 


18 


A*0201 


ILALVLWTL 


626 , 45 


9 


514 


HPV 


type 16 


1 


18 


B*5102 


LALVLWTLL 


150 , 00 


9 


515 


HPV 


type 16 


1 


18 


A3 


TLLHYRLTK 


180 , 00 


9 


516 


HPV 


type 16 


1 


18 


A*0201 


LLHYRLTKV 


271 , 95 


9 


517 


HPV 


type 16 


1 


18 


A24 


HYRLTKVKF 


110 , 00 


9 


518 


HPV 


type 16 


1 


18 


Cw*0401 


HYRLTKVKF 


132 , 00 


9 


519 


HPV 


type 16 ' 


1 


18 


Cw*0401 


KFHWIFVHL 


330, 00 


9 


520 


HPV 


type 16 


1 


18 


Cw*0401 


LFANIQIIL 


200 , 00 


9 


521 


HPV 


type 16 


1 


18 


B*2705 


CQNHMATAY 


100 , 00 


9 


522 


HPV 


type 16 


1 


18 


A*0201 


FIYEGNKCL 


177 , 27 


9 


523 


HPV 


type 16 


1 


18 


A*0205 


FIYEGNKCL 


189 , 00 


9 


524 


HPV 


type 16 


1 


18 


A24 


IYEGNKCLL 


300 , 00 


9 


525 


HPV 


type 16 


1 


18 


Cw*0401 


IYEGNKCLL 


200/ 00 


9 


526 


HPV 


type 16 


1 


18 


A24 


IYLIGLVLL 


300 , 00 


9 


527 


HPV 


type 16 


1 


18 


Cw*0401 


IYLIGLVLL 


400, 00 


9 


528 


HPV 


type 16 


1 


18 


A*0201 


YLIGLVLLV 


735, 86 


9 


529 


HPV 


type 16 


1 


18 


A*0201 


VLLVKMYQT 


107 , 81 


9 


530 


HPV 


type 16 


1 


18 


A*0201 


KMYQTIYTL 


397 , 44 


9 


531 


HPV 


type 16 


1 


18 


A*0205 


KMYQTIYTL 


126 , 00 


9 


532 


HPV 


type 16 


1 


18 


B*2705 


KMYQTIYTL 


750, 00 


9 


533 


HPV 


type 16 


1 


18 


A24 


IYTLKALGL 


200, 00 


9 


534 


HPV 


type 16 


1 


18 


Cw*0401 


IYTLKALGL 


200 , 00 


9 


535 


HPV 


type 16 


1 


18 


A*0201 


FILALVLWTL 


862 , 39 


10 


53 6 


HPV 


type 16 


1 


18 


A*0205 


F ILALVLWTL 


151, 20 


10 


537 


HPV 


type 16 


1 


18 


A68 .1 


LVLWTLLHYR 


400 , 00 


10 


538 


HPV 


type 16 


1 


18 


A*0201 


VLWTLLHYRL 


301, 42 


10 


539 


HPV 


type 16 


1 


18 


B*2705 


VLWTLLHYRL 


150, 00 


10 


540 


HPV 


type 16 


1 


18 


A*0201 


TLLHYRLTKV 


591, 89 


10 


541 


HPV 


type 16 


1 


18 


B*2702 


YRLTKVKFHW 


100, 00 


10 


542 


HPV 


type 16 


1 


18 


B*2705 


YRLTKVKFHW 


200, 00 


10 


543 


HPV 


type 16 


1 


18 


A*0201 


RBTKVKFHWI 


109 , 02 


10 


544 


HPV 


type 16 


1 


18 


Cw*0401 


KFHWI FVHLF 


300, 00 


10 


545 


HPV 


type 16 


1 


18 


B*2705 


HLFANIQIIL 


150, 00 


10 


546 


HPV 


type 16 


1 


18 


B*2705 


CQNHMATAYF 


100 , 00 


10 


547 


HPV 


type 16 


1 


18 


A3 


HMATAYFFIY 


108 , 00 


10 


548 


HPV 


type 16 


1 


18 


Cw*0401 


FFIYEGNKCL 


200 , 00 


10 


549 


HPV 


type 16 


1 


18 


A*0201 


FIYEGNKCLL 


177 , 27 


10 


550 


HPV 


type 16 


1 


18 


A*0205 


FIYEGNKCLL 


189 , 00 


10 


551 


HPV 


type 16 


1 


18 


A*0201 


CLLDIYLIGL 


745 , 36 


10 


552 


HPV 


type 16 


1 


18 


A*0205 


CLLDIYLIGL 


151, 20 


10 


553 


HPV 


type 16 


1 


18 


A3 


YLIGLVLLVK 


202 , 50 


10 


554 


HPV 


type 16 


1 


18 


A3 


KMYQTIYTLK 


450 , 00 


10 


555 


HPV 


type 16 


1 


18 


B*2705 


KMYQTIYTLK 


750, 00 


10 


556 


HPV 


type 16 


1 


18 


Cw*0401 


IYTLKALGBL 


440, 00 


10 


557 


HPV 


type 16 


1 


18 


A2 4 


IYTLKALGLL 


200 , 00 


10 


558 


HPV 


type 16 


1 


19 


B*2705 


HRATIMAF 


1000, 00 


8 


559 


HPV 


type 16 


1 


19 


B*5102 


RATIMAFV 


100 , 00 


8 


560 


HPV 


type 16 


1 


19 


B*2705 


TNYLLLLL 


100, 00 


8 


561 


HPV 


type 16 


1 


19 


B*2705 


VQICHYVL 


200, 00 


8 


562 


HPV 


type 16 


1 


19 


B*3901 


CHYVLPYL 


180 , 00 


8 


563 


HPV 


type 16 


1 


19 


B*5102 


LPYLLQKL 


665 , 50 


8 


564-- 


HPV 


- type- -16 


■ 1 


-- -19 - 


3*3-9 01 ~ 


LHIKILTL _.. 


270 , 0.0 . 


. 8. 


565 


HPV 


type 16 


1 


19 


B*2705 


GRNMIYSL 


2000, 00 


8 


566 


HPV 


type 16 


1 


19 


B*2705 


SLFFNCAK 


150 , 00 


8 


567 


HPV 


type 16 


1 


19 


B*5102 


MPKYSINLI 


220, 00 


9 


568 


HPV 


type 16 


1 


19 


B*2705 


HRATIMAFV 


600, 00 


9 


569 


HPV 


type 16 


1 


19 


Cw*0401 


AFVGVTNYL 


200 , 00 


9 


570 


HPV 


type 16 


1 


19 


Cw*0301 


VGVTNYLLL 


120 , 00 


9 


571 


HPV 


type 16 


1 


19 


A24 


NYLLLLLIL 


360,00 


9 


572 


HPV 


type 16 


1 


19 


Cw*0401 


NYLLLLLIL 


400 , 00 


9 


573 


HPV 


type 16 


1 


19 


A*0201 


LLLLILHAV 


1006, 21 


9 


574 


HPV 


type 16 


1 


19 


B*5103 


HAVQICHYV 


'1 - t I L (~\ 1 L 

110 , 00 


9 


575 


HPV 


type 16 


1 


19 


B*5102 


HAVQICHYV 


363 , 00 


9 


576 


HPV 


type 16 


1 


19 


B*3901 


CHYVLPYLL 


180 , 00 


9 


577 


HPV 


type 16 


1 


19 


A68. 1 


YVLPYLLQK 


360,00 


9 


578 


HPV 


type 16 


1 


19 


A*0201 


KLHIKILTL 


171 , 97 


9 


57 9 


HPV 


type 16 


1 


19 


B*2705 


LRSTYDMGR 


1000, 00 


9 


580 


HPV 


type 16 


1 


19 


B*2702 


GRNMIYSLF 


200 , 00 


9 


581 


HPV 


type 16 


1 


19 


B*2705 


GRNMIYSLF 


1000, 00 


9 


582 


HPV 


type 16 


1 


19 


B*5102 


I G YNEHRAT I 


484,00 


10 


583 


HPV 


type 16 


1 


19 


B*5103 


I G YNEHRAT I 


132 , 00 


10 


584 


HPV 


type 16 


1 


19 


CW*0401 


GiJMlliJIKAl JJXl 


J. J Z , UU 


1 n 


585 


HPV 


type 16 


1 


19 


B*5102 


RATIMAFVGV 


100 , 00 


10 


586 


HPV 


type 16 


1 


19 


B*5103 


RATIMAFVGV 


121, 00 


10 


587 


HPV 


type 16 


1 


19 


B*5102 


MAFVGVTNYL 


332,75 


10 


588 


HPV 


type 16 


1 


19 


Cw*0401 


AFVGVTNYLL 


240,00 


10 


589 


HPV 


type 16 


1 


19 


B*2705 


TNYLLLLL I L 


100, 00 


10 


590 


HPV 


type 16 


1 


19 


A*0201 


YLLLLLILHA 


194,48 


•10 


591 


HPV 


type 16 


1 


19 


A*0201 


LLLLLILHAV 


1006,21 


10 


592 


HPV 


type 16 


1 


19 


B*5102 


HAVQICHYVL 


165, 00 


10 


593 


HPV 


type 16 


1 


19 


B*2705 


VQICHYVLPY 


100,00 


10 


594 


HPV 


type 16 


1 


19 


A*0205 


YVLPYLLQKL 


252,00 


10 


595 


HPV 


type 16 


1 


19 


Cw*0301 


YVLPYLLQKD 


120, 00 


10 
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596 


HPV 


type 


16 


1 


19 


T3 + C1 ftft 

B*OlU2 


T T\TfT T /~\T^ T TTT 

JjPYLIjQKLHI 




i n 


597 


HPV 


type 


16 


1 


19 


t^ 4c*t ft -3 

B*5103 


L P YL L QKLH I 


ICQ •7') 


i n 


598 


HPV 


type 


16 


1 


19 


A*02U1 


YLLQKLHIKI 


1 *7 "7 1^*7 


1 n 


599 


HPV 


type 


16 


1 


19 




LRSTYDMGRN 


inn nn 
ZUU , uu 


i n 
xu 


600 


HPV 


type 


16 


1 


19 


B*2 /02 


GRNMIYSIiFF 


i nn nn 
zuu , uu 


i n 

J. u 


601 


HPV 


type 


16 


1 


19 


-r-> 

B*2705 


GRNMIYSLFF 


1 n n n nn 
lUUu, UU 


1 n 
xu 


602 


HPV 


type 


16 


1 


21 


7v * ft i nt 
A*02 Ul 


VLFVVYMFV 


o C n Q O "3 


Q 


603 


HPV 


type 


16 


1 


21 


CW*04U1 


VYMFVCACM 


ion n n 
J.2 U / U U 


Q 


604 


HPV 


type 


16 


1 


21 


Cw*0401 


I'dFVCACMCL 


ion n n 
Z Z U , U U 


Q 


605 


HPV 


type 


16 


1 


21 


A*0201 


T T TT 'lit TT 7^ 7™R JTT!TT 7 

LVLFVVYMFV 




1 n 
xu 


606 


HPV 


type 


16 


1 


21 


A*0201 


"T TT T'TT TT TTTH 1 f It T/~ 1 

VLFWYMFVC 




t n 
XU 


607 


HPV 


type 


16 


1 


21 


A*0201 


YMFVCACMCL 


2 t3 2 / oy 


1 n 
xu 


608 


HPV 


type 


16 


1 


21 


B*2705 


YMFVCACMCL 


oca n n 
zbU, UU 


•I n 
XU 


609 


HPV 


type 


16 


1 


22 


B*5102 


YGIINTCV 


o o n /in 
2 y U , 4 U 


Q 

o 


610 


HPV 


type 


16 


1 


22 


Cw*03 01 


TCVCVFKCL 


±Z U, UU 


y 


611 


HPV 


type 


16 


1 


22 


B*2705 


CNYCVMQHK 


inn n n 


y 


612 


HPV 


type 


16 


1 


22 


A*0201 


CMYGI INTCV 


160, 74 


i n 
XU 


613 


HPV 


type 


16 


1 


22 


B*5102 


YGIINTCVCV 


<~\ c. a n n 
Zb4 , UU 


•I n 
XU 


614 


HPV 


type 


16 


1 


23 


Cw*Q401 


LFGTKCVFL 


20U , 00 


y 


615 


HPV 


type 


16 


1 


23 


A*0201 


MLFGTKCVFL 


0 J 


*t n 
XU 


616 


HPV 


type 


16 


1 


23 


B*2705 


MLFGTKCVFL 


•i c n n n 
15U / UU 


-i ft 
XU 


617 


HPV 


type 


16 


1 


24 


B*5102 


APTPYIPL 


110 , 00 


ft 

8 


618 


HPV 


type 


16 


1 


24 


B*5102 


YAPTPYIPL 


tin n n 
11U , UU 


y 


619 


HPV 


type 


16 


1 


24 


B7 


APTPYIPLL 


240 , UU 


ft 

9 


620 


HPV 


type 


16 


1 


24 


Cw*0401 


APTPYIPLL 


192 , 00 


ft 
9 


621 


HPV 


type 


16 


1 


24 


B*5102 


APTPYIPLL 


110 , 00 


y 


622 


HPV 


type 


16 


1 


24 


A*0201 


T* *t* /^rfl^TI H .TT T T 

LLGTYFWLV 


1684 , 90 


9 


623 


HPV 


type 


16 


1 


24 


Cw*0401 


YFWLVLTNL 


400 , 0 0 


9 


624 


HPV 


type 


16 


1 


24 


A* 02 01 


VLTNLIAYL 


A CT ft A ft 

459 / 40 


9 


625 


HPV 


type 


16 


1 


24 


Cw*0401 


HYAPTPYIPL 


240 ,00 


-i ft 
10 


626 


HPV 


type 


16 


1 


24 


A24 


HYAPTPYIPL 


ft ft a ft 
240 , 00 


*i ft 
1U 


627 


HPV 


type 


16 


1 


24 


B*5102 


t r -r\ TuTlnirT TIT" T 

YAPTPYIPLL 


121 , 00 


■1 ft 

1U 


628 


HPV 


type 


16 


1 


24 


B*5102 


IPLLGTYFWL 


363 , 00 


1 ft 

10 


629 


HPV 


type 


16 


1 


24 


Cw*0301 


IPLLGTYFWL 


100 , 00 


i n 
XU 


630 


HPV 


type 


16 


1 


24 


Cw*0401 


TYFWLVLTNL 


400 , 00 


*i ft 
10 


631 


HPV 


type 


16 


1 


24 


A24 


■ ■ ■ w w«— it* -FT" T^ H1KTT 

TYFWLVLTNL 


280, 00 


-1 ft 

10 


632 


HPV 


type 


16 


1 


24 


A*0201 


LVLTNLIAYL 


148 , 73 


ft 

10 


633 


HPV 


type 


16 


1 


24 


A*0205 


LVLTNLIAYL 


■i /I ft ft ft 

142 , 80 


-1 ft 

10 


634 


HPV 


type 


16 


2 


1 


B*2705 


LRREVYDF 


1000 , 00 


ft 

8 


635 


HPV 


type 


16 


2 


1 


B*2705 


RREVYDFA 


600 , 00 


8 


636 


HPV 


type 


16 


2 


1 


B*5102 


FAFRDLCI 


2200 , 00 


8 


637 


HPV 


type 


16 


2 


1 


B*2705 


FRDLCIVY 


1000 , 00 


8 


638 


HPV 


type 


16 


2 


1 


B*2705 


YRDGNPYA 


200, 00 


8 


639 


HPV 


type 


16 


2 


1 


B*5102 


YAVCDKCL 


300 , 00 


o 
8 


640 


HPV 


type 


16 


2 


1 


B*2705 


YRHYCYSL 


2000 r 00 


8 


641 


HPV 


type 


16 


2 


1 


B*2705 


QQYNKPLC 


100 , 00 


8 


642 


HPV 


type 


16 


2 


1 


B*5102 


T," TNT /TfTNT TP *T" 

KPLCDLLI 


-1 ft ft ft ft ft 

1200 , UU 


8 


643 


HPV 


type 


16 


2 


1 


B*2705 


IRC INC QK 


ft ft ft ft ft ft 

2000 , 00 


o 
8 


644 


HPV 


type 


16 


2 


1 


B*2705 


KQRHLDKK 


180 , 00 


o 
o 


645 


HPV 


type 


16 


2 


1 


B*2705 


KQRFHNIR 


300 , 00 


8 


646 


HPV 


type 


16 


2 


1 


B*2705 


IRGRVJTGR 


•i ft ft ft n n 
1U00, uu 


o 
o 


647 


HPV 


type 


16 


2 


1 


B*2705 


GRWTGRCM 


3000, 00 


ft 

8 


648 


HPV 


type 


16 


2 


1 


B*2705 


GRCMSCCR 


•i ft ft <-i ft a 
1000, 00 


o 
8 


649 


HPV 


type 


16 


2 


1 


B*2705 


CRSSRTRR 


300 , 00 


8 


650 


HPV 


type 


16 


2 


1 


B*5201 


/Mnm<TTT1 ^ *T* *T" 

LQTTIHDII 


300 , 00 


y 


651 


HPV 


type 


16 


2 


1 


B*3901 


IHDIILECV 


135 ,00 


y 


652 


HPV 


type 


16 


2 


1 


B*2705 


QQLLRREVY 


•X ft ft ft ft 

100 , 00 


y 


653 


HPV 


type 


16 


2 


1 


B62 


"1" T T~i T — > Til T~l ry-in 

LLRREVYDF 


-inn Art 

12 0 , 00 


y 


„654 - .. . 


- . HPV- 


..type. 16 


„2...„ 


... _.. 1_. 


*~t d r~ 

B*27P3.. _ 


LRREVYEFA . „ 


o /> ft ft ft 
2UU f.UU _ 


_y 


655 


HPV 


type 


16 


2 


1 


B*2702 


RREVYDFAF 


IT ft ft ft ft 

600 , 00 


y 


656 


HPV 


type 


16 


2 


1 


B*2705 


RREVYDFAF 


o ft ft ft ft ft 
3000, 00 




657 


HPV 


type 


16 


2 


■i 

1 


A24 


T TtTirvTI Tl ft T TNT 

VYDFAFRDL 


ft a n n n 
240,00 


ft 

y 


658 


HPV 


type 


16 


2 


1 


Cw*0401 


VYDFAFRDL 


~3 ~3 ft ft ft 

33 0, 00 


y 


659 


HPV 


type 


16 


2 


1 


B*5103 


-|— l TV T~l T~l TNT z - ITTT 

FAFRDLCIV 


T ft ft ft 

132 , UU 


y 


660 


HPV 


type 


16 


2 


1 


B*5102 


FAFRDLCIV 


i t ft r\ ft ft 
1100 , UU 


y 


661 


HPV 


type 


16 


2 


1 


B*2705 


tti ti t~\ t r( tt n>"n 

FRDLCIVYR 


•1 ft ft ft ftft 

1UUU, uu 


y 


662 


HPV 


type 


16 


2 


1 


B*2705 


YRDGNPYAV 


ez ft ft n n 
bUU , UU 


y 


663 


HPV 


type 


16 


2 


1 


B*5102 


NPYAVCDKC 


1 1 n nn 
11U , uu 




664 


HPV 


type 


16 


2 


1 


Al 


ISEYRHYCY 


i t c: n n 
1 J b, UU 


y 


665 


HPV 


type 


16 


2 


1 


A24 


EYRHYCxbL 


onn n n 
2UU , UU 


y 


666 


HPV 


type 


16 


2 


1 


CW*0401 


TUT 7 1 1 T TlT - /" ITlT" 1~* T 

EYRHYCYSL 


ft O ft ftft 

22 U , UU 


y 


667 


HPV 


type 


16 


2 


1 


r-jf0 7 AO 

B*2702 


YRHYCYSLY 


onn n n 
2UU , UU 


y 


668 


HPV 


type 


16 


2 


1 


t3in AC 


VT3TJVAVOT V 


1 ft ft ft nn 

1UUU, uu 


a 


669 


HPV 


type 


16 


2 


1 


A24 


CYSLYGTTL 


onn n n 
2UU , UU 


y 


670 


HPV 


type 


16 


2 


1 


CW* U4UX 




o n n nn 

Z\)\J i u u 


□ 


671 


HPV 


type 


16 


2 


1 


B60 


LEQQYNKPL 


i <r n n n 
lo U , UU 


y 


672 


HPV 


type 


16 


2 


1 


A2 4 


y YJM KFJjL.JL'iJ 


"3 nn nn 

JuU ( U U 


a 


673 


HPV 


type 


16 


2 


1 


Cw T l)4Ul 


i^TTTVTT^" TIT ^TlT 

yYNKPJ-iCiJij 


/inn n n 

4UU, U U 


Q 


CI A 

0/4 


HPV 


type 


16 


o 

z 




L.w u *± vj j. 


p PT7T? Tf CiTt TT T » 
V^, tr Hi Hj Ja. £\S1 U 


_L \J / \J \J 


Q 


675 


HPV 


type 


16 


2 


1 


B*2705 


QRHLDKI1QR 


300,00 


9 


676 


HPV 


type 


16 


2 


1 


B*2705 


QRFHNIRGR 


1500, 00 


9 


677 


HPV 


type 


16 


2 


1 


B*2705 


IRGRWTGRC 


200,00 


9 


678 


HPV 


type 


16 


2 


1 


B*2705 


GRWTGRCMS 


1000, 00 


9 


679 


HPV 


type 


16 


2 


1 


B*2705 


GRCMSCCRS 


200, 00 


9 


680 


HPV 


type 


16 


2 


1 


B14 


SRTRRETQL 


300,00 


9 


681 


HPV 


type 


16 


2 


1 


B*2705 


SRTRRETQL 


2000, 00 


9 


682 


HPV 


type 


16 


2 


1 


B*2705 


LQTTIHDIIL 


200,00 


10 


683 


HPV 


type 


16 


2 


1 


B60 


LECVYCKQQL 


176, 00 


10 


684 


HPV 


type 


16 


2 


1 


A68. 1 


CVYCKQQLLR 


200, 00 


10 


685 


HPV 


type 


16 


2 


1 


B*2705 


KQQLLRREVY 


300,00 


10 
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686 

687 

688 

689 

690 

691 

692 

693 

694 

695 

696 

697 

698 

699 

700 

701 

702 

703 

704 

705 

706 

707 

708 

709 

710 

711 

712 

713 

714 

715 

716 

717 

718 

719 

720 

721 

722 

723 

724 

725 

726 

727 

728 

729 

730 

731 

732 

733 

734 

735 

736 

737 

738 

739 

740 

741 

742 

743 

... 744 

745 

746 

74*7 

748 

749 

750 

751 

752 

753 

754 

755 

756 

757 

758 

759 

760 

761 

762 

763 

764 

765 

766 

767 

768 

769 

770 

771 

772 

773 

774 

775 



HFV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV - - 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 

HPV 



type 16 2 
type 16 2 
type 16 2 
type 16 2 
type 16 2 
type 16 2 
type 16 2 
type 16 2 
type 16 2 
type 16 2 
type 16 2 
type 16 2 
type 16 2 
type 16 2 
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B*2705 


QRHLDKKQRF 


1000 , 00 


10 


B*2702 


QRFHNIRGRW 


500, 00 


10 


B*2705 


QRFHNIRGRW 


1000, 00 


10 


B*2705 


IRGRWTGRCM 


180 , 00 


-t Cm 

10 


B*2702 


GRWTGRCMSC 


100 , 00 


10 


B*2705 


GRWTGRCMSC 


1000 , 00 


10 


A6 8.1 


WTGRCMSCCR 


100, 00 
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10 


B*2705 


VQLDKQNR 


100, 00 


8 


B*2705 


KQNRTEPI 


180 , 00 


8 


B*2705 


NRTEPITI 


600 , 00 


8 


A68 .1 


MVQLDKQNR 


200, 00 


9 


B*2705 


NRTEPITIL 


2000, 00 


9 


B*2705 


KQNRTEPITI 


180, 00 


10 


B*2705 


VRDVMDGF 


1000 , 00 


8 
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VRDVMDGFM 


600, 00 


9 
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KRVRDVMDGF 


600, 00 


10 


B*2705 
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3000, 00 


10 
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TRTKMTVI 


600, 00 


8 


B*2705 


KMTVIQVK 


150, 00 


8 


Cw*0401 


LYQMTRTKM 


132 , 00 


9 
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120 , 02 


10 


B*2705 
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600, 00 


10 
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8 
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9 
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9 
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120, 00 
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440, 00 
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300, 00 


8 
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120, 00 


9 


B*2705 
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100,00 


9 
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124, 80 


9 


B*2705 
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100, 00 
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420, 00 
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440, 00 
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224, 42 


10 


B*2705 
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100, 00 


10 


B62 
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10 
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TNFCLKLK 


100, 00 


8 


B*2705 


YQKLLQCL 
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B8 
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160 , 00 
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864, 00 
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10 


-A24. _ 


_ KYQKLLQCLL _ 
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8 


B*2705 


TQLYKTCK 
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300 , 00 


8 


B*2705 


GRTGYIPL 
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200, 00 


8 


B*5102 


DPAEEIEL 
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220, 00 


8 
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QAPSLIPI 


220, 00 


8 
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B*2705 


GQVLPNNFR 


100 , 00 


9 


2763 


HPV 


type 


16 


6 


12 


A68 . 1 


QVLPNNFRR 


600, 00 


9 


2764 


HPV 


type 


16 


6 


12 


B*2705 


F RRGYFVAA 


200, 00 


9 


2765 


HPV 


type 


16 


6 


12 


B*2705 


RRGYFVAAK 


6000 , 00 


9 


2766 


HPV 


type 


16 


6 


12 


A68 . 1 


FVAAKHRCR 


400, 00 


9 


2767 


HPV 


type 


16 


6 


12 


Cw*0401 


CFFGAQGDGF 


100, 00 


10 


2768 


HPV 


type 


16 


6 


12 


B*2705 


AQGDGFGMGR 


100 , 00 


10 


2769 


HPV 


type 


16 


6 


12 


B*5102 


DGFGMGRGGV 


242 , 00 


10 


2770 


HPV 


type 


16 


6 


12 


B*2705 


GRGGWGQVL 


2000, 00 


10 


2771 


HPV 


type 


16 


6 


12 


B*2705 


GQVLPNNFRR 


100, 00 


10 


2772 


HPV 


type 


16 


6 


12 


B*2705 


FRRGYFVAAK 


2000 , 00 


10 


2773 


HPV 


type 


16 


6 


12 


B*2705 


RRGYFVAAKH 


600, 00 


10 


2774 


HPV 


type 


16 


6 


13 


B*2705 


TRMNFPYF 


1000, 00 


8 


2775 


HPV 


type 


16 


6 


13 


B*5102 


FPYFIFTI 


4000, 00 


8 


2776 


HPV 


type 


16 


6 


13 


B*2705 


TRMNFPYF I 


600, 00 


9 


2777 


HPV 


type 


16 


6 


13 


B*5201 


FPYFIFTIF 


250, 00 


9 


2778 


HPV 


type 


16 


6 


13 


A*0201 


FIFTIFFCI 


269, 06 


9 


2779 


HPV 


type 


16 


6 


13 


Cw*0401 


IFFCIIFKL 


440, 00 


9 


2780 


HPV 


type 


16 


6 


13 


B*2702 


TRMNFPYF IF 


200, 00 


10 


2781 


HPV 


type 


16 


6 


13 


B*2705 


TRMNFPYF IF 


1000, 00 


10 


2782 


HPV 


type 


16 


6 


13 


Cw*0401 


NFPYFIFTIF 


100, 00 


10 


2783 


HPV 


type 


16 


6 


13 


Cw*0401 


IFTIFFCIIF 


100, 00 


10 


2784 


HPV 


type 


16 


6 


13 


A*0201 


TIFFCIIFKL 


144 , 98 


10 


2785 


HPV 


type 


16 


6 


14 


Cw*0401 


HFHCISMFF 


150, 00 


9 


2786 


HPV 


type 


16 


6 


14 


B*5801 


ISMFFYTSCW 


120, 00 


10 


2787 


HPV 


type 


16 


6 


15 


B*2705 


FRFRQMET 


1000, 00 


8 


2788 


HPV 


type 


16 


6 


15 


B*2702 


FRFRQMETH 


100, 00 


9 


2789 


HPV 


type 


16 


6 


15 


B*2705 


FRFRQMETH 


1000, 00 


9 


2790 


HPV 


type 


16 


6 


18 


B*5102 


NPLQFLPV 


660, 00 


8 


2791 


HPV 


type 


16 


6 


18 


B*2705 


LQFLPVNY 


500, 00 


8 


2792 


HPV 


type 


16 


6 


18 


A*0205 


LVYNVYTLL 


142, 80 


9 


2793 


HPV 


type 


16 


6 


18 


Cw*03 01 


LVYNVYTLL 


100, 00 


9 


2794 


HPV 


type 


16 


6 


18 


A24 


VYTLLHNPL 


288, 00 


9 


2795 


HPV 


type 


16 


6 


18 


Cw*0401 


VYTLLHNPL 


200, 00 


9 


2796 


HPV 


type 


16 


6 


18 


A*0201 


LLHNPLQFL 


459, 40 


9 


2797 


HPV 


type 


16 


6 


18 


B*2702 


LQFLPVNYF 


100, 00 


9 


2798 


HPV 


type 


16 


6 


18 


B*2705 


LQFLPVNYF 


500, 00 


9 


2799 


HPV 


type 


16 


6 


18 


Cw*0301 


QFLPVNYFL 


100, 00 


9 


2800 


HPV 


type 


16 


6 


18 


Cw*0401 


QFLPVNYFL 


240, 00 


9 


2801 


HPV 


type 


16 


6 


18 


Cw*03 01 


LLVYNVYTLL 


100 , 00 


10 


2802 


HPV 


type 


16 


6 


18 


A*0201 


TLLHNPLQFL 


999 , 87 


10 


2803 


HPV 


type 


16 


6 


18 


B*2705 


LQFLPVNYFL 


1000, 00 


10 


2804 


HPV 


type 


16 


6 


18 


B*5201 


LQFLPVNYFL 


130, 68 


10 


2805 


HPV 


type 


16 


6 


19 


B*2705 


MQFHYRLL 


1000, 00 


8 


2806 


HPV 


type 


16 


6 


19 


B*2705 


YRLLCHYR 


1000, 00 


8 


2807 


HPV 


type 


16 


6 


19 


B*2705 


YRRPIVPS 


200, 00 


8 


2808 


HPV 


type 


16 


6 


19 


B*2705 


RRPIVPSV 


1800 , 00 


8 


2809 


HPV 


type 


16 


6 


19 


B*5102 


RPIVPSVI 


1200 , 00 


8 


2810 


HPV 


type 


16 


6 


19 


A24 


IYMQFHYRL 


300 , 00 


9 


2811 


HPV 


type 


16 


6 


19 


Cw*0401 


IYMQFHYRL 


200, 00 


9 


2812 


HPV 


type 


16 


6 


19 


B*2705 


MQFHYRLLC 


100, 00 


9 


2813 


HPV 


type 


16 


6 


19 


B*2705 


YRLLCHYRR 


1000, 00 


9 


... 2814 _ 


... .HPV - - 


_ type .16. 


. 6 ..... 


19. 


. B*2705 . 


YRRPIVPSV . . 


600,00 


9 


2815 


HPV 


type 


16 


6 


19 


B*2702 


RRPIVPSVI 


180, 00 


9 


2816 


HPV 


type 


16 


6 


19 


B*2705 


RRPIVPSVI 


1800, 00 


9 


2817 


HPV 


type 


16 


6 


19 


B*5201 


RPIVPSVI I 


132, 00 


9 


2818 


HPV 


type 


16 


6 


19 


B*5102 


RPIVPSVI I 


1200, 00 


9 


2819 


HPV 


type 


16 


6 


19 


Cw*0301 


IYMQFHYRLL 


100 , 00 


10 


2820 


HPV 


type 


16 


6 


19 


Cw*0401 


IYMQFHYRLL 


220 , 00 


10 


2821 


HPV 


type 


16 


6 


19 


A24 


IYMQFHYRLL 


300 , 00 


10 


2822 


HPV 


type 


16 


6 


19 


B*2705 


MQFHYRLLCH 


100 , 00 


«t .-~\ 

10 


2823 


HPV 


type 


16 


6 


19 


B*2705 


YRRPIVPSVI 


600 , 00 


10 


2824 


HPV 


type 


16 


6 


19 


B*2702 


RRPIVPSVI I 


180 , 00 


10 


2825 


HPV 


type 


16 


6 


19 


B*2705 


RRPIVPSVI I 


1800 , 00 


10 


2826 


HPV 


type 


16 


6 


20 


Cw*0401 


VFVSILACL 


480 , 00 


9 


2827 


HPV 


type 


16 


6 


20 


A*0205 


FVFVSILACL 


252 , 00 


10 


2828 


HPV 


type 


16 


6 


21 


B*5102 


EALSSYTL 


150 , 00 


8 


2829 


HPV 


type 


16 


6 


21 


Cw*0401 


LFYTNIMLL 


400 , 00 


9 


2830 


HPV 


type 


16 


6 


21 


A24 


FYTNIMLLL 


280 , 00 


9 


2831 


HPV 


type 


16 


6 


21 


Cw*0401 


FYTNIMLLL 


240, 00 


9 


2832 


HPV 


type 


16 


6 


21 


Cw*0301 


m j-r T T ITTTH "T" *T* 

MLLLYYAIL 


100 , 00 


9 


2833 


HPV 


type 


16 


6 


21 


A24 


LYYAILEAL 


280 , 00 


9 




tTTTt T 

HPV 


type 


16 


6 


21 






/inn n n 




2835 


HPV 


type 


16 


6 


21 


B50 


LEALSSYTL 


640, 00 


9 


2836 


HPV 


type 


16 


6 


21 


Cw*0401 


LFYTNIMLLL 


240, 00 


10 


2837 


HPV 


type 


16 


6 


21 


CW*0301 


IMLLLYYAIL 


100, 00 


10 


2838 


HPV 


type 


16 


6 


21 


A*0201 


LLYYAILEAL 


130, 97 


10 


2839 


HPV 


type 


16 


6 


21 


B*2705 


LLYYAILEAL 


150, 00 


10 


2840 


HPV 


type 


16 


6 


23 


B*2705 


QRMCCLCF 


1000, 00 


8 


2841 


HPV 


type 


16 


6 


23 


A3 


MLFCFLCSK 


450, 00 


9 


2842 


HPV 


type 


16 


6 


23 


B*2705 


MLFCFLCSK 


150, 00 


9 


2843 


HPV 


type 


16 


6 


23 


Cw*0401 


CFLCSKQRM 


100, 00 


9 


2844 


HPV 


type 


16 


6 


23 


B*2705 


KQRMCCLCF 


300, 00 


9 


2845 


HPV 


type 


16 


6 


23 


B62 


KQRMCCLCF 


283, 00 


9 
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6 


23 
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6 
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6 


23 


2849 


HPV 


type 16 


6 


23 


2850 


HPV 


type 16 
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6 


24 
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6 
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6 


25 


2856 


HPV 


type 16 


6 
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6 


25 
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6 


25 
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6 
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6 


25 
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6 


25 
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6 


25 
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6 


25 
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6 


25 
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6 


25 
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6 


25 


2870 
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6 


25 
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6 


25 
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6 


25 
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6 


25 


2874 


HPV 
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6 


25 


2875 


HPV 
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6 


1 


2876 


HPV 
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6 


1 


2877 


HPV 


type 16 


6 


1 


2878 


HPV 


type 16 


6 


1 


2879 


HPV 


type 16 


6 


1 


2880 


HPV 


type 16 


6 


1 


2881 


HPV 
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6 


1 


2882 


HPV 
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6 


1 


2883 


HPV 
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6 


1 


2884 


HPV 
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6 


1 


2885 


HPV 
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6 


1 


2886 


HPV 
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6 


2 


2887 


HPV 
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6 


2 


2888 


HPV 


type 16 


6 


2 


2889 


HPV 


type 16 


6 


2 


2890 


HPV 


type 16 


6 


2 


2891 


HPV 


type 16 


6 


2 


2892 


HPV 


type 16 


6 


2 


2893 


HPV 


type 16 


6 


2 


2894 


HPV 


type 16 


6 


2 


2895 


HPV 


type 16 


6 


2 


2896 


HPV 


type 16 


6 


2 


2897 


HPV 


type 16 


6 


2 


2898 


HPV 


type 16 


6 


2 


2899 


HPV 


type 16 


6 


2 


2900 


HPV 


type 16 


6 


3 


2901 


HPV 


type 16 


6 


3 


2902 


HPV 


type 16 


6 


3 


2903 


HPV 


type 16 


6 


3 


2904 


- HPV 


type 16 


.6-- - 


- .3- 


2905 


HPV 


type 16 


6 


3 


2906 


HPV 


type 16 


6 


3 


2907 


HPV 


type 16 


6 


3 


2908 


HPV 


type 16 


6 


3 


2909 


HPV 


type 16 


6 


4 


2910 


HPV 


type 16 


6 


4 


2911 


HPV 


type 16 


6 


5 


2912 


HPV 


type 16 


6 


5 


2913 


HPV 


type 16 


6 


5 


2914 


HPV 


type 16 


6 


5 


2915 


HPV 


type 16 


6 


6 


2916 


HPV 


type 16 


6 


6 


2917 


HPV 


type 16 


6 


6 


2918 


HPV 


type 16 


6 


6 


2919 


HPV 


type 16 


6 


6 


2920 


HPV 


type 16 


6 


6 


2921 


HPV 


type 16 


6 


6 


2922 


HPV 


type 16 


6 


6 


2923 


HFV 


type 16 


6 


6 


2924 


HPV 


type 16 


6 


6 


2925 


HPV 


type 16 


6 


6 


2926 


HPV 


type 16 


6 


6 


2927 


HPV 


type 16 


6 


6 


2928 


HPV 


type 16 


6 


6 


2929 


HPV 


type 16 


6 


6 


2930 


HPV 


type 16 


6 


6 


2931 


HPV 


type 16 


6 


6 


2932 


HPV 


type 16 


6 


7 


2933 


HPV 


type 16 


6 


7 


2934 


HPV 


type 16 


6 


7 


2935 


HPV 


type 16 


6 


7 



- 205 - 



B*2705 


QRMCCLCFC 


200, 00 


9 


B*2705 


RMCCLCFCL 


150, 00 


9 


Cw*0401 


LYCISMLFCF 


220, 00 


10 


A24 


LYCISMLFCF 


100, 00 


10 


Cw*0301 


YCISMLFCFL 


100, 00 


10 


A3 


SMLFCFLCSK 


135, 00 


10 


B*2705 


QRMCCLCFCL 


2000 , 00 


10 


B*2705 


LRTDGAHN 


200, 00 


8 


B*2705 


LRTDGAHNS 


200, 00 


9 


B*2705 


HRPVHRPL 


2000, 00 


8 


B*5102 


RPVHRPLI 


1320, 00 


8 


B*2705 


HRPLILWN 


200, 00 


8 


B*5102 


RPLILWNL 


300, 00 


8 


B*2705 


ILWNLCFL 


150, 00 


8 


B*2705 


SRCLCFSS 


200, 00 


8 


B14 


HRPVHRPL I 


120, 00 


9 


B*2705 


HRPVHRPL I 


600, 00 


9 


B*5102 


RPVHRPLIL 


330, 00 


9 


B14 


HRPLILWNL 


120, 00 


9 


B*2705 


HRPLILWNL 


2000, 00 


9 


A*0201 


LILWNLCFL 


233 , 72 


9 


Cw*0401 


CFLSRCLCF 


110, 00 


9 


Cw*0401 


CFSSGHSGF 


100, 00 


9 


B*2705 


QQDIHRPVHR 


100, 00 


10 


B14 


HRPVHRPL IL 


400, 00 


10 


B*2705 


HRPVHRPL I L 


2000, 00 


10 


B*2705 


HRPL I LWNLC 


200, 00 


10 


A3 


ILWNLCFLSR 


120, 00 


10 


B*2705 


SRCLCFSSGH 


200, 00 


10 


B*2705 


NRDLARMA 


200, 00 


8 


B*2705 


ARMAS RKR 


300, 00 


8 


B*2705 


SRKRTSLN 


200, 00 


8 


B*2705 


KRTSLNHS 


600, 00 


8 


B*2705 


GQENRDLAR 


100 , 00 


9 


B*2705 


NRDLARMAS 


200, 00 


9 


B*2705 


SRKRTSLNH 


200, 00 


9 


B*2705 


KRTSLNHSC 


600, 00 


9 


B*2705 


NRDLARMASR 


1000, 00 


10 


B*2705 


RMASRKRTSL 


150, 00 


10 


B*2705 


SRKRTSLNHS 


200, 00 


10 


B*5102 


MGLALQNI 


264, 00 


8 


B*2705 


LQNIVYIK 


200, 00 


8 


B*2705 


KQDVANIV 


180, 00 


8 


B*5201 


MGLALQNIV 


360, 00 


9 


B*5102 


MGLALQNIV 


132 , 00 


9 


B*5103 


LALQNIVYI 


175, 69 


9 


B*5102 


LALQNIVYI 


878, 46 


9 


A3 


ALQNIVYIK 


270, 00 


9 


B*2705 


KQKQDVANI 


180 , 00 


9 


B*2705 


KQDVANIVY 


300, 00 


9 


A*0201 


GLALQNIVYI 


131, 97 


10 


B*2705 


KQKQDVANIV 


180, 00 


10 


B*5201 


KQ KQDVANIV 


200, 00 


10 


B*2705 


KQDVANIVYI 


180, 00 


10 


B*2705 


TQAFKNTY 


100, 00 


8 


B*2705 


TRVYYTIH 


200, 00 


8 


A68 .1 


DTIVTQAFK 


180, 00 


9 


B*2705 


TRVYYTIHT 


200, 00 


9 


__B*3801 


. LHDIIVTQ AF .. .... 


117 ,. Q0 


10 


B*2705 


TQAFKNTYTR 


100, 00 


10 


B*5102 


QAFKNTYTRV 


1210, 00 


10 


B*5103 


QAFKNTYTRV 


120, 00 


10 


B*2705 


TRVYYTIHTN 


200, 00 


10 


Cw*0401 


MYKYPVELHF 


110, 00 


10 


A24 


MYKYPVELHF 


140, 00 


10 


B*3901 


QHWYMGIL 


180, 00 


8 


B*5102 


MGILCPSV 


132 , 00 


8 


B*2705 


LQHWYMGIL 


200, 00 


9 


A*0201 


YMGILCFSV 


231 , 07 


9 


B*3901 


DHDLPQHL 


270 , 00 


8 


B*2705 


HRPKPAAV 


i — g-% r~\ j-» r» 

600, 00 


8 


B*3501 


RPKPAAVY 


240 , 00 


8 


B*2705 


MRCQENQT 


200, 00 


8 


B*2702 


HRPKPAAVY 


200 , 00 


9 


B*2705 


HRPKPAAVY 


1000 , 00 


y 


Cw*0401 


RPKPAAVYL 


105 , 60 


9 


B*3501 


RPKPAAVYL 


120 , 00 


9 


Cw*0702 


KPAAVYLDY 


115 , 2 0 


9 


A68 . 1 


AVYLDYKMR 


200 , 00 


9 


B*2702 


MRCQENQTY 


200, 00 


9 


B*2705 


MRCQENQTY 


1000, 00 


9 


A24 


TYWGQVNVF 


120, 00 


9 


Cw*0401 


TYWGQVNVF 


200, 00 


9 


B*2705 


HRPKPAAVYL 


2000, 00 


10 


B*2702 


MRCQENQTYW 


100, 00 


10 


B*2705 


MRCQENQTYW 


200, 00 


10 


B*2705 


VQHIHPCL 


200, 00 


8 


Cw*0401 


MFLHDNICL 


200, 00 


9 


A*0201 


FLHDNICLC 


215,50 


9 


A*0201 


FLHDHICLCV 


1311,75 


10 
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16 
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16 
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16 
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16 
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16 
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2965 
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16 
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16 
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2967 


HPV 


type 


16 


6 


9 


2968 


HPV 


type 


16 


6 


9 


2969 


HPV 


type 


16 


6 


9 


2970 


HFV 


type 


16 


6 


9 


2971 


HPV 


type 


16 


6 


9 


2972 


HPV 


type 


16 


6 


9 


2973 


HPV 


type 


16 


6 


9 


2974 


HPV 


type 


16 


6 


9 


2975 


HPV 


type 


16 


6 


9 


2976 


HPV 


type 


16 


6 
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HPV 


type 


16 


6 


9 


2978 


HPV 


type 


16 


6 


9 


2979 


HPV 


type 


16 


6 


9 


2980 


HPV 


type 


16 


6 


9 


2981 


HPV 


type 


16 


6 


10 


2982 


HPV 


type 


16 


6 


10 


2983 


HPV 


type 


16 


6 


10 


2984 


HPV 


type 


16 


6 


10 


2985 


HPV 


type 


16 


6 


10 


2986 


HPV 


type 


16 


6 


10 


2987 


HPV 


type 


16 


6 


10 


2988 


HPV 


type 


16 


6 


10 


2989 


HPV 


type 


16 


6 


10 


2990 


HPV 


type 


16 


6 


10 


2991 


HPV 


type 


16 


6 


10 


2992 


HPV 


type 


16 


6 


10 


2993 


HPV 


type 


16 


6 


10 


-239.4 ... 


. . . HPV- 


. ___type X6 


... 6 


10 


2995 


HPV 


type 


16 


6 


10 


2996 


HPV 


type 


16 


6 


10 


2997 


HPV 


type 


16 


6 


10 


2998 


HPV 


type 


16 


6 


10 


2999 


HPV 


type 


16 


6 


10 


3000 


HPV 


type 


16 


6 


10 


3001 


HPV 


type 


16 


6 


10 


3002 


HPV 


type 


16 


6 


10 


3003 


HPV 


type 


16 


6 


10 


3004 


HPV 


type 


16 


6 


10 


3005 


HPV 


type 


16 


6 


10 


3006 


HPV 


type 


16 


6 


10 


3007 


HPV 


type 


16 


6 


10 


3008 


HPV 


type 


16 


6 


11 


3009 


HPV 


type 


16 


6 


11 


3010 


HPV 


type 


16 


6 


11 


3011 


HPV 


type 


16 


6 


11 


3012 


HPV 


type 


16 


6 


11 


3013 


HPV 


type 


16 


6 


11 


■3 A 1 A 

3 014 


HFV 


type 


16 


6 


11 


3015 


HPV 


type 


16 


6 


11 


3016 


HPV 


type 


16 


5 


11 


3017 


HPV 


type 


16 


S 


11 


3018 


HPV 


type 


16 


6 


11 


3019 


HPV 


type 


16 


6 


11 


3020 


HPV 


type 


16 


5 


11 


3021 


HPV 


type 


16 


5 


11 


3022 


HPV 


type 


16 


6 


11 


3023 


HPV 


type 


16 


6 


11 


3024 


HPV 


type 


16 


6 


11 


3025 


HPV 


type 


15 


6 


11 
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"i-> c 1 Art 

B*51Q2 


YAPPKGIV 


Z\j\J t uu 


Q 
O 


n *** r* *1 A ft 

B*5102 


APPKGIW 


ice on 
Zoo , A\J 


Q 
O 


B*5103 


YAPPKGIW 


J.U u , u u 


A 

y 


B*5102 


YAPPKGIW 


onn pin 


y 


B*5102 


KGIWFAGI 


ZD 4 , U U 


y 


n tr -t A ft 

B*5102 


AGLCKATI 


z4U , U U 


o 
o 


>x> r™ *t ft ft 

B*5102 


YAGLSYVI 


440 , UU 


o 
o 


-1-4 -A. ft r-j ft r" 

B*2705 


VRLYNPRR 


jUU , UU 


Q 

o 


i-*. «i» r"» n /~i r - 

B*2705 


GRDPGMGV 


faUU , UU 


o 
o 


B*5102 


DPGMGVLL 


1 1 Pi Pi Pi 

11U , UU 


o 
o 


B*5102 


MGVLLVTV 


X3^i / U 0 


o 
o 


B14 


VRLEVNAGL 


1 o Pi AH 

100 , UU 


Q 

y 


B*2705 


VRLEVNAGL 


**5 A A A A A 

2000 , 00 


9 


B*5103 


NAGLCKATI 


■1 o "i n a 
121 , 0 0 


y 


B*5102 


NAGLCKATI 


r UU 


y 


A3 


GLCKATISK 


120 , 00 


9 


B*5102 


GAILIltLSL 


ICC A A 

loo , U0 


y 


B62 


ILLSLLEKY 


104 , 00 


9 


■n tim rt *"* rt 1 

A*0201 


SLLEKYNVL 


199,3 0 


y 


A*0205 


SLLEKYNVL 


126 , 00 


rt 

9 


Cw*0301 


SLLEKYNVL 


■i r A f*K rv 

150, 00 


ft 

y 


A24 


KYNVLSTSI 


180, 00 


A 

9 


rt "~l rt «i 

Cw*0301 


TSIPSYAGL 


500, 00 


9 


A*0201 


GLSYVISLV 


159 , 97 


rt 

9 


A68 . 1 


TTLTCCWR 


100, 00 


rt 

9 


A68 . 1 


CWRLYNPR 


400, 00 


ft 

9 


A68. 1 


WRLYNPRR 


200, 00 


rv 
9 


B*2705 


GRDPGMGVL 


2000, 00 


A 

9 


B*3701 


RDPGMGVLL 


200, 00 


rt 

9 


B*5102 


DPGMGVLLV 


r\ r\ r\ Art 

220, 00 


A 

9 


A*0201 


GMGVLLVTV 


1 1 5 f 5 3 


rt 

9 


A*0201 


LLVTVLGFV 


194, 44 


9 


B*5102 


LGFVLTINV 


220, 00 


rt 

9 


B*2705 


VRLEVNAGLC 


200, 00 


1 ft 

10 


B*5102 


GAILILLSLL 


165, 00 


-1 ft 

10 


A*0201 


LLSLLEKYNV 


118, 24 


1 ft 

10 


Cw*0301 


LSLLEKYNVL 


100 , 00 


1 rt 

10 


B*5102 


IPSYAGLSYV 


242 , 00 


*t ft 

10 


B*5102 


YAGLSYVI SL 


110, 00 


1 ft 

10 


B*5102 


AGLSYVISLV 


145, 20 


*4 ft 

10 


A68 .1 


CWRLYNPRR 


Jl ft ft ft ft 

400, 00 


*1 ft 

10 


B*2705 


RRATGKDPGM 


1800, 00 


~1 ft 

10 


B*2705 


GRD PGMGVLL 


ft ft ft ft ft ft 

2000 , 00 


*4 rt 

10 


A*0201 


VLLVTVLGFV 


rt •! ft ,i * 

719 , 44 


-1 ft 

10 


A*0201 


VLGFVLTINV 


•lift ft Jl 

118, 24 


*i rt 

10 


B*5102 


APASIKLV 


o ft ft ft ft 

200, 00 


8 


B*5102 


GGLTGASV 


145 , 20 


rt 

8 


B*5102 


GASVSVAV 


•1 rt rt ft. ft. 

100, 00 


ft 

8 


B*5102 


GGLVPNGI 


ft j«" A ft ft 

264, 00 


rt 

8 


B*5102 


VFNGIYPV 


rt O rt Art 

220, 00 


ft 

8 


B*5102 


RPPVPDPV 


ft ft ft ft ft 

200 , 00 


rt 

8 


B*5102 


NPPKNTPI 


532 , 40 


8 


B*5102 


VPACLHVL 


*i ft ft ft ft 

100 , 00 


rt 

8 


A68 . 1 


DVGAPASIK 


rj ft A A A 

720 , 00 


A 

y 


B*5103 


GAPASIKLV 


^ i ft ft ft 
110 , 00 


rt 

9 


B*5102 


GAPASIKLV 


-l ft 1 ft ft 

121 , 00 


ft 

9 


B*2705 


VRPPVPDPV 


C A A A A 

600 , 00 


A 

9 


B*5102 


PPVPDPVPI 


•1 ft ft ft ft 

120 , 00 


A 

9 


B*5102 


NPPKNTPIL 


133 , 10 


A 

9 


B*5102 


TPILFYCNI 


1 ft ft ft ft ft 

1320 , 00 


rt 

9 


B*5102 


SAIVLPSTL 


T C C A A 

165 , 00 


9 


B*5102 


-r j*~t Turn /~1r**lTTT T 

LGIMSGGHV 


1 A A A A 

12 U , UU 


y 


B*5102 


GGLTGASVSV 


1 "3 A A A 
132 , 00 


1U 


A*0201 


GLVPNGIYPV 




1U 


A68 . 1 


LVPNG I Y PVR 


1 A A A A 
ZUU , UU 


1 n 


B*bl02 


N G I Y P VK ir Jr V 


IJZ , UU 


1 n 


B*5102 


RPPVPDPVFI 


/inn nn 
4UU , UU 


1 n 


B*5102 


I PNPPKN 1 PJL 


a a n nn 
y 41 u , UU 




B*5102 


LPYCNICSAI 


d nn n n n 
ZUUU , UU 


1U 


B*5103 


LPYCNICSAI 


ion nn 
lzU , UU 


1 n 
1U 


B*3 901 


GHVPACLHVL 


inn n n 
2 / 0 , UU 


1 A 
1U 


Cw*0301 


GHvPACLHVTj 


inn nn 
±UU , UU 


1 n 

JLU 






cfin nn 
du u , uu 


Q 


B w 2 /05 


oKHLiNDr W 


t n n nn 
«s u u , uu 


o 
o 


d *jfe- o o r\ c 

B*27 05 


IjRQK.1jV 1 Jj 


n nn n n n 
zuuu , uu 


o 


B^2 /Ob 


TDT3TT^ O TAP 


cfin nn 

ouu , uu 


p 


B w 2 /0t> 


iyUlMliif is. 


onn nn 
z u u , uu 


Q 

o 


A*0201 


MLwMQYQDL 


A C A 1/1 


A 

y 


B*2705 


tlLwMQYQDL 


•ten nn 
loU , UU 


y 


B*2705 


MQYQDLSYR 


500, 00 


9 


B*5801 


KSSRHCNSF 


132, 00 


9 


B*2702 


SRHCNSFWY 


200, 00 


9 


B*2705 


SRHCNSFWY 


1000,00 


9 


A24 


WYFNLRQKL 


316, 80 


9 


Cw*0401 


WYFNLRQKL 


220, 00 


9 


B8 


MLRQKLVTL 


160, 00 


9 


B*2705 


RQKLVTLPF 


300, 00 


9 


B62 


RQKLVTLPF 


576, 00 


9 


A*0201 


KLVTLPFTI 


211,79 


9 


B*5102 


LPFTIICKC 


121, 00 


9 
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3026 


HFV 


type 16 


6 


11 


Cw*0401 


MFYIMSCPM 


110 , 00 


9 


3027 


HPV 


type 16 


6 


11 


B*5102 


MPCRRHCSI 


440 , 00 


9 


3028 


HPV 


type 16 


6 


11 


B*2705 


CRRHCSIQC 


200, 00 


9 


3029 


HPV 


type 16 


6 


11 


B*2705 


RRHCSIQCT 


600, 00 


9 


3030 


HPV 


type 16 


6 


11 


B*2705 


MQYQDLSYRH 


100, 00 


10 


3031 


HPV 


type 16 


6 


11 


B*2705 


YRHKS SRHCN 


200, 00 


10 


3032 


HPV 


type 16 


6 


11 


B*5801 


KSSRHCNSFW 


240, 00 


10 


3033 


HPV 


type 16 


6 


11 


B*2702 


SRHCNSFWYF 


200, 00 


10 


3034 


HPV 


type 16 


6 


11 


B*2705 


SRHCNSFWYF 


1000, 00 


10 


3035 


HPV 


type 16 


6 


11 


B*2702 


LRQKLVTLPF 


200, 00 


10 


3036 


HPV 


type 16 


6 


11 


B*2705 


LRQKIjVTIjPF 


1000, 00 


10 


3037 


HPV 


type 16 


6 


11 


B*2705 


CRRHCSIQCT 


200, 00 


10 


3038 


HPV 


type 16 


6 


11 


B*2705 


RRHCSIQCTM 


1800, 00 


10 


3039 


HPV 


type 16 


6 


12 


B*5102 


YGCSVTITV 


106, 48 


9 


3040 


HPV 


type 16 


6 


13 


B*2705 


GQVLPNNF 


100, 00 


8 


3041 


HPV 


type 16 


6 


13 


B*2705 


FRRGYFVA 


200, 00 


8 


3042 


HPV 


type 16 


6 


13 


B*2705 


RRGYFVAA 


600, 00 


8 


3043 


HPV 


type 16 


6 


13 


B*2705 


GRGGWGQV 


600, 00 


9 


3044 


HPV 


type 16 


6 


13 


B*2705 


GQVLPNNFR 


100, 00 


9 


3045 


HFV 


type 16 


6 


13 


A68.1 


QVLFNNFRR 


600, 00 


9 


3046 


HPV 


type 16 


6 


13 


B*2705 


F RRGYFVAA 


200, 00 


9 


3047 


HPV 


type 16 


6 


13 


B*2705 


RRGYFVAAK 


6000, 00 


9 


3048 


HPV 


type 16 


6 


13 


A68. 1 


FVAAKHRCR 


400, 00 


9 


3049 


HPV 


type 16 


6 


13 


B*2705 


GRGGWGQVL 


2000, 00 


10 


3050 


HPV 


type 16 


6 


13 


B*2705 


GQVLPNNFRR 


100, 00 


10 


3051 


HPV 


type 16 


6 


13 


B*2705 


FRRGYFVAAK 


2000, 00 


10 


3052 


HPV 


type 16 


6 


13 


B*2705 


RRGYFVAAKH 


600, 00 


10 


3053 


HPV 


type 16 


6 


14 


B*5102 


FPYFIFTI 


4000, 00 


8 


3054 


HPV 


type 16 


6 


14 


B*5201 


FPYFIFTIF 


250, 00 


9 


3055 


HPV 


type 16 


6 


14 


A*0201 


FIFTIFFCT 


269, 06 


9 


3056 


HPV 


type 16 


6 


14 


Cw*0401 


IFFCIIFKL 


440, 00 


9 


3057 


HPV 


type 16 


6 


14 


Cw*0401 


NFPYFIFTIF 


100, 00 


10 


3058 


HPV 


type 16 


6 


14 


Cw*0401 


XFTIFFCIIF 


100, 00 


10 


3059 


HPV 


type 16 


6 


14 


A*0201 


TIFFCIIFKL 


144, 98 


10 


3060 


HPV 


type 16 


6 


15 


B*5102 


IAYVSIKL 


302, 50 


8 


3061 


HPV 


type 16 


6 


15 


B*5102 


CPVCIMHCI 


1200, 00 


9 


3062 


HPV 


type 16 


6 


15 


A*0201 


CIMHCIAYV 


447, 61 


9 


3063 


HPV 


type 16 


6 


15 


A24 


AYVSIKLHF 


210, 00 


9 


3064 


HPV 


type 16 


6 


15 


Cw*0401 


AYVSIKLHF 


110, 00 


9 


3065 


HPV 


type 16 


6 


15 


Cw*0401 


HFHCISMFF 


150, 00 


9 


3066 


HPV 


type 16 


6 


15 


B*5801 


ISMFFYTSCW 


120, 00 


10 


3067 


HPV 


type 16 


6 


16 


Cw*0401 


MFKSHFSGIi 


220, 00 


9 


3068 


HPV 


type 16 


6 


17 


B*5102 


EGILWPMV 


145, 20 


9 


3069 


HPV 


type 16 


6 


17 


A*0201 


ILWPMVYA 


106, 84 


9 


3070 


HPV 


type 16 


6 


17 


Cw*0301 


LWPMVYAL 


100, 00 


9 


3071 


HPV 


type 16 


6 


18 


B*3901 


MHFLNCHL 


180, 00 


8 


3072 


HPV 


type 16 


6 


18 


B*3901 


CHLCSSNRAL 


180, 00 


10 


3073 


HPV 


type 16 


6 


20 


B*2705 


MQFHYRLL 


1000, 00 


8 


3074 


HPV 


type 16 


6 


20 


B*2705 


YRLLCHYR 


1000, 00 


8 


3075 


HPV 


type 16 


6 


20 


B*2705 


YRRPIVPS 


200, 00 


8 


3076 


HPV 


type 16 


6 


20 


B*2705 


RRPIVPSV 


1800, 00 


8 


3077 


HPV 


type 16 


6 


20 


B*5102 


RPIVPSVI 


1200, 00 


8 


3078 


HPV 


type 16 


6 


20 


B*2705 


MQFHYRLLC 


100, 00 


9 


3079 


HPV 


type 16 


6 


20 


B*2705 


YRLLCHYRR 


1000, 00 


9 


3080 


HPV 


type 16 


6 


20 


B*2705 


YRRPIVPSV 


600, 00 


9 


3081 


HPV 


type 16 


6 


20 


B*2702 


RRPIVPSVI 


180, 00 


9 


3082 


HPV 


type 16 


6 


20 


B*2705 


RRPIVPSVI 


1800 , 00 


9 


3083 


HPV 


type 16 


6 


20 


B*5201 


RPIVPSVI I 


132, 00 


9 


- 3084 


- -HPV- - 


type -16 - 




2 0- - 


B*5102 - 


RPIVPSVXI 


. . . 1200, 00 


3 


3085 


HPV 


type 16 


6 


20 


B*2705 


MQFHYRLLCH 


100, 00 


10 


3086 


HPV 


type 16 


6 


20 


B*2705 


YRRPIVPSVI 


600, 00 


10 


3087 


HPV 


type 16 


6 


20 


B*2702 


RRPIVPSVI I 


180, 00 


10 


3088 


HPV 


type 16 


6 


20 


B*2705 


RRPIVPSVI I 


1800,00 


10 


3089 


HPV 


type 16 


6 


21 


B*5102 


EAIjSSYTIj 


150, 00 


8 


3090 


HPV 


type 16 


6 


21 


Cw*0301 


MLLLYYAIL 


100, 00 


9 


3091 


HPV 


type 16 


6 


21 


A24 


LYYAILEAL 


280, 00 


9 


3092 


HPV 


type 16 


6 


21 


Cw*0401 


LYYAILEAL 


400, 00 


9 


3093 


HPV 


type 16 


6 


21 


B60 


LEALtSSYTL 


640, 00 


9 


3094 


HPV 


type 16 


6 


21 


A*0201 


LIjYYAILEAIi 


130, 97 


10 


3095 


HPV 


type 16 


6 


21 


B*2705 


LL YYAI LEAL 


150, 00 


10 


3096 


HPV 


type 16 


6 


22 


Cw*0301 


VTVFLYCQL 


100, 00 


9 


3097 


HPV 


type 16 


6 


22 


A*0201 


FLYCQLYWV 


12951,14 9 


3098 


HPV 


type 16 


6 


22 


Cw*0301 


WIVFLYCQL 


100, 00 


10 


3099 


HPV 


type 16 


6 


23 


B*2705 


QQYTNRNT 


100, 00 


8 


3100 


HPV 


type 16 


6 


23 


B*2705 


NRNTLIYY 


1000, 00 


8 


3101 


HPV 


type 16 


6 


23 


B*2705 


QQYTNRNTL 


1O0O, 00 


9 


3102 


HPV 


type 16 


6 


23 


B*2702 


NRNTLIYYF 


200, 00 


9 


3103 


HPV 


type 16 


6 


23 


B*2705 


NRNTLIYYF 


1000, 00 


9 


3104 


HPV 


type 16 


6 


23 


B*2705 


MQQYTNRNTL 


200, 00 


10 


3105 


HPV 


type 16 


6 


23 


B*2705 


QQYTNRNTL I 


300, 00 


10 


3106 


HPV 


type 16 


6 


25 


B*2705 


FQSHGALL 


200, 00 


8 


3107 


HPV 


type 16 


6 


25 


B*2705 


TRCLRFQI 


600, 00 


8 


3108 


HPV 


type 16 


6 


25 


B*2705 


LRFQIISF 


5000,00 


8 


3109 


HPV 


type 16 


5 


25 


B*2705 


LQLYFVFL 


200, 00 


8 


3110 


HPV 


type 16 


5 


25 


Cw*0401 


VFQSHGALL 


264, 00 


9 


3111 


HPV 


type 16 


6 


25 


B*2705 


LQYCHTRCL 


300, 00 


9 


3112 


HPV 


type 16 


6 


25 


B*2705 


TRCLRFQI I 


600, 00 


9 


3113 


HPV 


type 16 


6 


25 


B62 


CLRFQIISF 


144, 00 


9 


3114 


HPV 


type 16 


S 


25 


B14 


LRFQIISFL 


300, 00 


9 


3115 


HPV 


type 16 


5 


25 


B*2702 


LRFQIISFL 


300, 00 


9 
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3116 


HPV 


type 


16 


6 


25 


B*2705 


LRFQIISFL 


10000 , 00 


9 


3117 


HPV 


type 


16 


6 


25 


B*2705 


FQIISFLQL 


200, 00 


9 


3118 


HPV 


type 


16 


6 


25 


Cw*0301 


FQIISFLQL 


100 , 00 


9 


3119 


HPV 


type 


16 


6 


25 


Cw*0401 


SFLQLYFVF 


100, 00 


9 


3120 


HPV 


type 


16 


6 


25 


A*0201 


FLQLYFVFL 


1026, 89 


9 


3121 


HPV 


type 


16 


6 


25 


B*2705 


LQLYFVFLY 


100 , 00 


9 


3122 


HPV 


type 


16 


6 


25 


E62 


LQLYFVFLY 


160, 00 


9 


3123 


HPV 


type 


16 


6 


25 


A*0201 


QLYFVFLYI 


348, 87 


9 


3124 


HPV 


type 


16 


6 


25 


E*5102 


LPVTSAEFPL 


330,00 


10 


3125 


HPV 


type 


16 


6 


25 


B*5102 


FPLQYCHTRC 


132 , 00 


10 


3126 


HPV 


type 


16 


6 


25 


B*2705 


LQYCHTRCLR 


500, 00 


10 


3127 


HPV 


type 


16 


6 


25 


Cw*0401 


QYCHTRCLRF 


110, 00 


10 


312 8 


HPV 


type 


16 


6 


25 


A24 


QYCHTRCLRF 


100, 00 


10 


3129 


HPV 


type 


16 


6 


25 


B*2705 


TRCLRFQIIS 


200, 00 


10 


3130 


HPV 


type 


16 


6 


25 


B*2705 


LRFQIISFLQ 


100, 00 


10 


3131 


HPV 


type 


16 


6 


25 


Cw*0401 


RFQIISFLQL 


200, 00 


10 


3132 


HPV 


type 


16 


6 


25 


B*2705 


FQIISFLQLY 


100, 00 


10 


3133 


HPV 


type 


16 


6 


25 


B62 


FQIISFLQLY 


160, 00 


10 


3134 


HPV 


type 


16 


6 


25 


A*0201 


IISFLQLYFV 


205, 66 


10 


3135 


HPV 


type 


16 


6 


25 


Cw*03 01 


SFLQLYFVFL 


100, 00 


10 


3136 


HPV 


type 


16 


6 


25 


Cw*0401 


SFLQLYFVF L> 


200, 00 


10 


3137 


HPV 


type 


16 


6 


25 


A3 


FLQLYFVFLY 


108, 00 


10 


3138 


HPV 


type 


16 


6 


26 


B*2705 


QRMCCLCF 


1000, 00 


8 


3139 


HPV 


type 


16 


6 


26 


A3 


MLFCFLCSK 


450, 00 


9 


3140 


HPV 


type 


16 


6 


26 


B*2705 


MLFCFLCSK 


150, 00 


9 


3141 


HPV 


type 


16 


6 


26 


Cw*0401 


CFLCSKQRM 


100, 00 


9 


3142 


HPV 


type 


16 


6 


26 


B*2705 


KQRMCCLCF 


300, 00 


9 


3143 


HPV 


type 


16 


6 


26 


B62 


KQRMCCLCF 


288, 00 


9 


3144 


HPV 


type 


16 


6 


26 


B*2705 


QRMCCLCFC 


200, 00 


9 


3145 


HPV 


type 


16 


6 


26 


B*2705 


RMCCLCFCL 


150, 00 


9 


3146 


HPV 


type 


16 


6 


26 


B*2705 


QRMCCLCFCL 


2000, 00 


10 


3147 


HPV 


type 


16 


6 


27 


B*2705 


VRFCLSSW 


1000, 00 


8 


3148 


HPV 


type 


16 


6 


27 


B*2702 


VRFCLSSWT 


100, 00 


9 


3149 


HPV 


type 


16 


6 


27 


B*2705 


VRFCLSSWT 


1000, 00 


9 


3150 


HPV 


type 


16 


6 


27 


B*2702 


VRFCLSSWTI 


300, 00 


10 


3151 


HPV 


type 


16 


6 


27 


B*2705 


VRFCLSSWTI 


3000, 00 


10 


3152 


HPV 


type 


16 


6 


27 


A*0201 


CLSSWTIYFI 


131, 97 


10 


3153 


HPV 


type 


16 


6 


28 


B*2705 


HRPVHRPL 


2000, 00 


8 


3154 


HPV 


type 


16 


6 


28 


B*5102 


RPVHRPLI 


1320, 00 


8 


3155 


HPV 


type 


16 


6 


28 


B*2705 


HRPLILWN 


200, 00 


8 


3156 


HPV 


type 


16 


6 


28 


B*5102 


RFLILWNL 


300, 00 


8 


3157 


HPV 


type 


16 


6 


28 


B*2705 


ILWNLCFL 


150, 00 


8 


3158 


HPV 


type 


16 


6 


28 


B*2705 


SRCLCFSS 


200, 00 


8 


3159 


HPV 


type 


16 


6 


28 


B*2702 


CRCISMHDY 


200, 00 


9 


3160 


HPV 


type 


16 


6 


28 


B*2705 


CRCISMHDY 


1000, 00 


9 


3161 


HPV 


type 


16 


6 


28 


B*3901 


MHDYSWVSL 


270, 00 


9 


3162 


HPV 


type 


16 


6 


28 


B14 


HRPVHRPL I 


120, 00 


9 


3163 


HPV 


type 


16 


6 


28 


B*2705 


HRPVHRPL I 


600, 00 


9 


3164 


HPV 


type 


16 


6 


28 


B*5102 


RPVHRPLTL 


330, 00 


9 


3165 


HPV 


type 


16 


6 


28 


B14 


HRPLILWNL 


120, 00 


9 


3166 


HPV 


type 


16 


6 


28 


B*2705 


HRPLILWNL 


2000, 00 


9 


3167 


HPV 


type 


16 


6 


28 


A*0201 


LILWNLCFL 


233, 72 


9 


3168 


HPV 


type 


16 


6 


28 


Cw*0401 


CFLSRCLCF 


110, 00 


9 


3169 


HPV 


type 


16 


6 


28 


Cw*0401 


CFSSGHSGF 


100, 00 


9 


3170 


HPV 


type 


16 


6 


28 


B*2705 


CRCISMHDYS 


200, 00 


10 


3171 


HPV 


type 


16 


6 


28 


A*0201 


SMHDYSWVSL 


107, 54 


10 


3172 


HPV 


type 


16 


6 


28 


Cw*0401 


DYSWVSLRVL 


400, 00 


10 


3173 


HPV 


type 


16 


6 


28 


A24 


DYSWVSLRVL 


200, 00 


10 


.3174 _ 


HPV 


type -16. 


.. 6 ... - 


_ .... 28. ... 


... B* 2.7 05.. 


QQDIHREVHR ... . 


.100,„00„ 


JLO 


3175 


HPV 


type 


16 


6 


28 


B14 


HRPVHRPL I L 


400, 00 


10 


3176 


HPV 


type 


16 


6 


28 


B*2705 


HRPVHRPLIL 


2000, 00 


10 


3177 


HPV 


type 


16 


6 


28 


B*2705 


HRPLILWNLG 


200, 00 


10 


3178 


HPV 


type 


16 


6 


28 


A3 


ILWNLCFLSR 


120, 00 


10 


3179 


HPV 


type 


16 


6 


28 


B*2705 


SRCLCFSSGH 


200, 00 


10 


3180 


HPV 


type 


16 


6 


29 


B*2705 


SRKAKSYT 


200, 00 


8 


3181 


HPV 


type 


16 


6 


29 


B*2705 


SRRSNCCL 


2000 , 00 


8 


3182 


HPV 


type 


16 


6 


29 


B*2705 


LQYTHSNI 


300, 00 


8 


3183 


HPV 


type 


16 


6 


29 


B*2705 


SRKAKSYTS 


200, 00 


9 


3184 


HPV 


type 


16 


6 


29 


B*2702 


RRSNCCLQY 


600, 00 


9 


3185 


HPV 


type 


16 


6 


29 


B*2705 


RRSNCCLQY 


3000, 00 


9 


3186 


HPV 


type 


16 


6 


29 


B*2705 


LQYTHSNI I 


300, 00 


9 


3187 


HPV 


type 


16 


6 


29 


B*5201 


LQYTHSNI I 


825, 00 


9 


3188 


HPV 


type 


16 


6 


29 


B*2705 


SRKAKSYTSR 


1000, 00 


10 


3189 


HPV 


type 


16 


6 


29 


B*2702 


SRRSNCCLQY 


200, 00 


10 


3190 


HPV 


type 


16 


6 


29 


B*2705 


SRRSNCCLQY 


1000, 00 


10 


3191 


HPV 


type 


16 


6 


29 


B*2705 


RRSNCCLQYT 


600, 00 


10 


3192 


HPV 


type 


16 


6 


29 


B*2705 


LQYTHSNI IS 


100, 00 


10 



table 7 



4 . Influenza 
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Vaccination of mice with ncORF derived peptides from influenza A 
virus in combination with KLK / o-d(IC)i 3 . Specific T-cell re- 
sponse is measured 7 days after vaccination, and animals are 
subsequently challenged with a lethal dose of mouse adapted in- 
fluenza A virus (x31) . Survival is monitored for 15 days. 

Materials 

Mice C57B1/6 ( Har lan-Winkelmann , Germany) 

Peptides p82 (GLCTLVAML) 

Control peptide derived from EBV; HLA- 
A*0201; AA start 280 

pl574 (IASNENMETM) 

Control peptide derived from Influenza 
nucleoprotein, AA start 3 65 

pl569 (TMLYNKMEF) 

Flu ncORF drived peptide from segment 
1, frame 1, ORF 1, AA start 569 

pl600 (SSIAAQDAL) 

Flu ncORF derived peptide from segment 

3, frame 6, ORF 2, AA start 83 

P1664 (VTILNLALL) 

Flu ncORF derived peptide from segment 

4, frame 5, ORF 6, AA start 9 

Dose : 100iag/peptide /mouse 

0-d(IC) 13 ODN 5' ICI CIC ICI CIC ICI CIC ICI CIC 
(=ODNla) IC3 1 

was synthesized by Purimex Nucleic Acids Technology, 
Gottingen 
Dose: 5nmol /mouse 
KLK KLKLLLLLKDK-COOH 

was synthesized by MPS (Multiple Peptide System, USA) 



WO 2004/011650 



- 210 - 



PCT/EP2003/008112 



Dose : 12 7nmol /mouse 



Formulation 



27 0mM Sorbit/lOmM Hepes 



virus 



Influenza A 



x31, mouse adapted influenza A virus, 

rec. virus derived from A/Pr/8/34 (seg 1, 2, 3, 5, 

7, 8) and A/Aichi/2/68 (seg 4, 6) 



Experimental setup (15 mice/group) 



1. pl574 

2. pl569 

3. pl600 

4. pl664 



+ KLK + o-d(IC)i3 

+ KLK + o-d(IC)i 3 

+ KLK + o-d(IC)i3 

+ KLK + o-d(IC)i3 



5. pl600+pl569 + KLK + o-d(IC) 13 

On day 0 mice were injected s.c. into both hind footpads with a 
total amount of lOOial vaccine/mouse (50^1 /foot) containing the 
above listed compounds. On day 7, unseparated splenocytes from 5 
mice were stimulated in 9 6-well ELIspot plates in order to enu- 
merate the number of peptide-specif ic IFN-y producing cells for 
each experimental group . 

Remaining 10 mice were challenged with mouse adapted x31 influ- 
enza A virus (5* 10E5 pfu) . Survival was monitored for 15 days. 

Results ELIspot (Fig. 5a) 

Spleen cells of groups 1 and 3 (peptides pl574 and pl600) do not 
show any specific spots after restimulation with the respective 
peptides. Groups 2 and 4 (pl5 69 and pl6 64) specifically release 
IFN-y after restimulation. Group 5 was vaccinated with two indi- 
vidual peptides (not as a mix, pl600 and pl569) . Upon restimula- 
tion with either the mix of both peptides or pl569, specific 
cytokine release is detected. In contrast, upon restimulation 
with pl600 alone, no IFN-y spots are detectable. This is consist- 
ent with group 3 (pi 6 00 alone) . 

Results challenge (Fig» 5b) 

Fig. 5b shows the survival rate of challenged mice with a lethal 
dose of mice adapted influenza A virus x31. Group 1 (pl574, re- 
ported protective epitope for H2-Db) protects 3 0% of all chal- 
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lenged mice. Peptide pl5 69 does not at all provide protection 
(0%) . In contrast, peptides pl600 and pl664 do protect 50% and 
62% of challenged animals, respectively. When animals are vac- 
cinated with two different peptides (group 5, peptides pl600 and 
15 69) up to 7 0% of animals are protected. 
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Claims : 

1 . : Polypeptide encoded by an alternative reading frame of a 
pathogenic virus, characterized in that said polypeptide 

starts with a methionine amino acid residue, 

comprises an antigenic determinant and 

comprises more than 7 amino acid residues 
and fragments of said polypeptide comprising more than 7 amino 
acids . 

2 . Polypeptide or fragments according to claim 1 characterized 
in that said pathogenic virus is selected from the group con- 
sisting of Hepatitis A virus (HAV) , Hepatitis B virus (HBV) , 
Hepatitis C virus (HCV) , Hepatitis D virus (HDV) , Hepatitis E 
virus (HEV) , Hepatitis F virus (HFV) Hepatitis G virus (HGV) Hu- 
man Immunodeficiency virus (HIV), Influenza virus, Foot and 
Mouth Disease virus (FMDV) , Ebola virus, HTLV I, HTLV II, SIV, 
Parvovirus, Papilloma virus, Rotavirus, Adenovirus, Cytomega- 
lovirus, Feline Immunodeficiency virus (FIV) , Epstein-Barr virus 
(EBV) , Herpes simplex virus (HSV) , Herpes zoster virus (HZV) , 
Measles virus and oncogenic viruses. 

3 . Polypeptide or fragments according to claim 1 or 2 , charac- 
terized in that it comprises at least one cytotoxic T lymphocyte 
(CTL-) epitope. 

4. Polypeptide or fragments according to any one of claims 1 to 

3, characterized in that is comprises a cytotoxic T lymphocyte 
(CTL-) epitope for a HL»A allele selected from the group consist- 
ing of A0201, Al, A24, A3, A31, B3501, B4403, B7 , B8 , especially 
A02 01, or mixtures thereof. 

5. Polypeptide or fragments according to any one of claims 1 to 

4, characterized in that it comprises at least one T helper cell 
epitope . 

6 . Polypeptide or fragments according to any one of claims 1 to 

5, characterized in that is comprises a T helper cell epitope 
for a HLA allele selected from the group consisting of DP, DQ, 
DR or mixtures thereof 
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7. Polypeptide, selected from the group listed in table 2a) -n) 
(Seq.ID No. 1-822) or a fragment of said polypeptide comprising 
more than 7 amino acids . 

8 . Polypeptide comprising or consisting of a fragment selected 
from the group listed in table 4a) -n) , preferable fragments with 
a score of 50 or more, more preferred with a score of more than 
2 00, especially fragments with a score of more than 500. 

9. Polypeptide, selected from the group listed in table 6 and 
comprising 7 or more than 7 amino acid residues (Seq.ID No. 823- 
874) or a fragment of said polypeptide comprising more than 7 
amino acid residues. 

10. Polypeptide or fragments according to any one of claims 1 
to 9, characterized in that it is conjugated to a carrier, espe- 
cially to an immunomodulating substance. 

11 . Polypeptide or fragments according to any one of claims 1 
to 10, characterized in that it is conjugated to an immunomodu- 
lating substance selected from the group comprising polycationic 
substances, especially polycationic polypeptides, and immunomod- 
ulating nucleic acids, especially deoxyinosine- and/or deoxyur- 
idine containing oligodeoxynucleo tides . 

12 . Polypeptide or fragments according to any one of claims 1 to 
11, characterized in that it comprises at least one T cell epi- 
tope. 

13 . Polypeptide or fragments according to any one of claims 1 
to 12, characterized in that it is encoded by an alternative 
reading frame which reads on the complementary strand as the 
functional reading frame of said pathogenic virus . 

14. Polypeptide or fragments according to any one of claims 1 
to 13, characterized in that it comprises at least one peptide 
selected from the group of peptides listed in table 4a, 4c, 4e, 
4g, 4i, 4k and 4m having a score of 50 or more, more preferred 
with a score of more than 200 , especially with a score of more 
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than 500. 

15. Polypeptide or fragments according to any one of claims 1 
to 14, characterized in that it is used as a therapeutic agent. 

16. Polypeptide or fragments according to any one of claims 1 
to 15, characterized in that it comprises a tail consisting of 
two to seven amino acids, said amino acids being selected from 
F, I, L, A, Y, W or C, at at least one of its N- or C- terminus. 

17 . Polypeptide or fragments according to any one of claims 1 
to 15, characterized in that it comprises a tail consisting of 
two to seven amino acids, said amino acids being selected from E 
or D, at at least one of its N- or C- terminus. 

18. Polypeptide or fragments according to any one of claims 1 
to 17, characterized in that it comprises a peptide selected 
from the group of peptides listed in table 7 having a score of 
50 or more, more preferred with a score of more than 200, espe- 
cially with a score of more than 500. 

19 . Pharmaceutial composition comprising one or more poly- 
peptides or fragments according to any one of claims 1 to 18. 

20. Pharmaceutical composition according to claim 19, character- 
ized in that it further comprises an immunomodulating substance, 
preferably selected from the group comprising polycationic sub- 
stances, especially polycationic polypeptides, and immunomodu- 
lating nucleic acids, especially deoxyinosine- and/or 
deoxyuridine containing oligodeoxynucleo tides . 

21. Pharmaceutical composition according to claim 19 or 20, 
characterized in that it further comprises structural or func- 
tional polypeptides of a pathogenic virus or fragments thereof, 
especially structural or functional polypeptides or fragments 
thereof comprising an antigenic determinant. 

22. Pharmaceutical composition according to any one of claims 19 
to 21, characterized in that it contains per administer able 
dose 1 ng to 1 g, preferably 100 ng to 10 mg, especially 10 jug to 
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1 mg, of one or more polypeptides or fragments according to any 
one of claims 1 to 18. 

23. Pharmaceutical composition according to any one of claims 19 
to 22, characterized in that it is formulated as a vaccine. 

24. Pharmaceutical composition according to any one of claims 
19 to 23, characterized in that it comprises further active in- 
gredients, especially immunopotentiating cytokines, anti-inflam- 
matory substances, antimicrobial substances or combinations 
thereof . 

25. Pharmaceutical composition according to any one of claims 
19 to 24, characterized in that it further comprises a polyca- 
tionic polymer selected from the group consisting of a polyca- 
t ionic peptide, especially polyarginine, polylysine or an 
antimicrobial peptide, especially a cathelicidin-derived antimi- 
crobial peptide, or a growth hormone, especially a human growth 
hormone . 

26. Pharmaceutical composition according to any one of claims 
19 to 25, characterized in that it further comprises auxiliary 
substances, especially a pharmaceutically acceptable carrier, 
buffer substances, stabilizers or combinations thereof. 

27. Use of a polypeptide or fragments according to any one of 
claims 1 to 18 for the" manufacture "of a medicament for treating 
or preventing an infection with said pathogenic virus. 
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